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25 ctctgcccgt cttctgggaa gggaga atg gcg gcg ccc ggg ctg egg ctg gga 53 

Met Ala Ala Pro Gly Leu Arg Leu Gly 
1 5 
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gcg gga aga etc ttt gaa atg cct gcg gtg eta gag cga ctg age cgc 101 
Ala Gly Arg Leu Phe Glu Met Pro Ala Val Leu Glu Arg Leu Ser Arg 
10 15 20 25 

5 tat aat age acg tec caa get ttt get gag gtg ctg egg ctg ccg aag 149 
Tyr Asn Ser Thr Ser Gin Ala Phe Ala Glu Val Leu Arg Leu Pro Lys 
30 35 40 

cag cag ctg agg aag ctg ctg tac ccg ctg cag gaa gta gag egg ttc 197 
10 Gin Gin Leu Arg Lys Leu Leu Tyr Pro Leu Gin Glu Val Glu Arg Phe 
45 50 55 

etc gec ccc tac ggg agg caa gac ctt cac ctg cgt ate ttt gac cca 245 
Leu Ala Pro Tyr Gly Arg Gin Asp Leu His Leu Arg I le Phe Asp Pro 
15 60 65 70 

age ccg gag gac ata gec agg gcg gac aac ate ttc acg gec act gaa 293 

Ser Pro Glu Asp Me Ala Arg Ala Asp Asn Me Phe Thr Ala Thr Glu 

75 80 - 85 

20 

egg aac cgc ate gac tac gtc age tec gec gtc cgt ate gac cac gee 341 

Arg Asn Arg lie Asp Tyr Val Ser Ser Ala Val Arg I le Asp His Ala * 

90 95 100 105 

25 ccg gac ctt ccg egg cca gag gtg tgt ttt ata ggc aga age aat gtt 389 
Pro Asp Leu Pro Arg Pro Glu Val Cys Phe Me Gly Arg. Ser Asn Val 
110 115 120 
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gga aaa tea tct eta ate aag get tta ttt tea ctg gee cct gag gtt 437 
Gly Lys Ser Ser Leu Me Lys Ala Leu Phe Ser Leu Ala Pro Glu Val 
125 130 135 

gaa gtc aga gtc tec aaa aaa cca gga cac aca aag aaa atg aat ttt 485 
Glu Val Arg Val Ser Lys Lys Pro Gly His Thr Lys Lys Met Asn Phe 
140 145 150 

ttc aaa gtt gga aaa cat ttt aca gtg gtg gac atg cca ggt tat ggc 533 
Phe Lys Val Gly Lys His Phe Thr Val Val Asp Met Pro Gly Tyr Gly 
1 55 1 60 1 65 

ttt aga gca cct gaa gat ttt gtt gac atg gta gag acc tat eta aaa 581 
Phe Arg Ala Pro Glu Asp Phe Val Asp Met Val Glu Thr Tyr Leu Lys 
170 175 180 185 

gaa cga agg aac ttg aag aga aca ttt tta tta gtg gat age gtt gtt 629 
Glu Arg Arg Asn Leu Lys Arg Thr Phe Leu Leu Val Asp Ser Val Val 
190 195 200 

gga att caa aaa aca gac aat att gec ata gaa atg tgt gaa gaa ttt 677 
Gly Me Gin Lys Thr Asp Asn Me Ala Me Glu Met Cys Glu Glu Phe 
205 210 215 

gca tta cct tat gtg att gta tta aca aaa att gac aaa tct tec aag 725 
Ala Leu Pro Tyr Val Me Val Leu Thr Lys Me Asp Lys Ser Ser Lys 
220 225 230 
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gga cat ctt tta aaa caa gtg ctt cag ate cag aaa ttt gtt aac atg 773 
Gly His Leu Leu Lys Gin Val Leu Gin Me Gin Lys Phe Val Asn Met 
235 240 245 

aaa act caa gga tgt ttt cct cag ttg ttt cct gta agt get gtg acc 821 
Lys Thr Gin Gly Cys Phe Pro Gin Leu Phe Pro Val Ser Ala Val Thr 
250 255 260 265 

ttt tct gga ate cac ctg ttg aga tgc ttt ata gee agt gta aca gga 869 
Phe Ser Gly lie His Leu Leu Arg Cys Phe lie Ala Ser Val Thr Gly 
270 275 280 

agt ctt gac taa tggttcccgg tttagctgaa gattcaaaag etttatgeta 921 
Ser Leu Asp 

285 

actggagtta aatacctaga agaatttcaa cattgtttta aatgttgtgc atctgtaact 981 

tcaggaggat cacttgagct ttaaaacctg tgccttctcg aaacaagaat ttgtgcctga 1041 

ggtgaaaaaa gtttgtaagt tattgaatta tggtgttcat tagaacagct actagctgat 1101 

tcccctattt taacaaactg acaagagcac atccataaaa tgaaaacctg ttacaactat 1161 

gtacagaagg gtttgacgtt ttattgggct tttgtctttt aaagaatatg tctactatgg 1221 

gtattttttt tttaaatgtt aaaatgggct aggtaaaagg gggctgcttt tctgttaagc 1281 
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atcgataggt aagttgatgg ataaaagtta ctatgtaagc ct 1323 



<210> 2 
5 <211> 284 
<212> PRT 

<213> Homo sapiens 
<400> 2 

10 Met Ala Ala Pro Gly Leu Arg Leu Gly Ala Gly Arg Leu Phe Glu Met 
15 10 15 



15 



Pro Ala Val Leu Glu Arg Leu Ser Arg Tyr Asn Ser Thr Ser Gin Ala 
20 25 30 

Phe Ala Glu Val Leu Arg Leu Pro Lys Gin Gin Leu Arg Lys Leu Leu 
35 40 45 



Tyr Pro Leu Gin Glu Val Glu Arg Phe Leu Ala Pro Tyr Gly Arg Gin 
20 50 55 60 



Asp Leu His Leu Arg I le Phe Asp Pro Ser Pro Glu Asp lie Ala Arg 
65 70 75 80 

25 Ala Asp Asn I le Phe Thr Ala Thr Glu Arg Asn Arg I le Asp Tyr Val 

85 90 95 

Ser Ser Ala Val Arg I le Asp His Ala Pro Asp Leu Pro Arg Pro Glu 
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100 



105 



110 



Val Cys Phe Me Gly Arg Ser Asn Val Gly Lys Ser Ser Leu Me Lys 
115 120 125 

5 

Ala Leu Phe Ser Leu Ala Pro Glu Val Glu Val Arg Val Ser Lys Lys 
130 135 140 

Pro Gly His Thr Lys Lys Met Asn Phe Phe Lys Val Gly Lys His Phe 
10 145 150 155 160 

Thr Val Val Asp Met Pro Gly Tyr Gly Phe Arg Ala Pro Glu Asp Phe 
165 170 175 



15 Val Asp Met Val Glu Thr Tyr Leu Lys Glu Arg Arg Asn Leu Lys Arg 
180 185 190 



20 



Thr Phe Leu Leu Val Asp Ser Val Val Gly Me Gin Lys Thr Asp Asn 
195 200 205 

I le Ala I le Glu Met Cys Glu Glu Phe Ala Leu Pro Tyr Val I le Val 
210 215 220 



Leu Thr Lys lie Asp Lys Ser Ser Lys Gly His Leu Leu Lys Gin Val 
25 225 230 235 240 

Leu Gin lie Gin Lys Phe Val Asn Met Lys Thr Gin Gly Cys Phe Pro 
245 250 255 
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Gin Leu Phe Pro Val Ser Ala Val Thr Phe Ser Gly Me His Leu Leu 
260 265 270 

Arg Cys Phe I le Ala Ser Val Thr Gly Ser Leu Asp 
275 280 

<210> 3 

<211> 1120 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (18). . (719) 

<400> 3 

attctgtgcc tgtgaac atg gcg gcg ccc gtt gtc acg gcc ccg ggc aga 50 

Met Ala Ala Pro Val Val Thr Ala Pro Gly Arg 
1 5 10 

get ctg ctg egg gcg ggc get gga egg ctg ctt egg gga ggc gtc cag 98 
Ala Leu Leu Arg Ala Gly Ala Gly Arg Leu Leu Arg Gly Gly Val Gin 
15 20 25 

gag eta ctg egg ccg cga cat gaa ggg aac gcc cct gac ctg gcc tgc 146 
Glu Leu Leu Arg Pro Arg His Glu Gly Asn Ala Pro Asp Leu Ala Cys 
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30 35 40 

aac ttc age ctt tct caa aat egg ggc acg gtc ate gtg gag cgc tgg 194 
Asn Phe Ser Leu Ser Gin Asn Arg Gly Thr Val I te Val Glu Arg Trp 
45 50 55 

tgg aag gta ccg ctg gee ggg ggg ggc egg aag ccg cgc ctg cac egg 242 
Trp Lys Val Pro Leu Ala Gly Gly Gly Arg Lys Pro Arg Leu His Arg 
60 65 70 75 



cga cat cgc gtc tat aag ctg gtg gag gac acg aag cat egg ccc aaa 290 
Arg His Arg Val Tyr Lys Leu Val Glu Asp Thr Lys His Arg Pro Lys 
80 85 90 

gaa aac ctg gag etc ate ctg acg cag teg gtg gag aat gtt gga gtc 338 
Glu Asn Leu Glu Leu I le Leu Thr Gin Ser Val Glu Asn Val Gly Val 
95 100 105 



egg ggt gac ctg gtc tea gtg aag aaa tct tta ggc egg aat cga etc 386 
Arg Gly Asp Leu Val Ser Val Lys Lys Ser Leu Gly Arg Asn Arg Leu 
110 115 120 



ctt cct cag gga ctg get gta tat gca tec cct gaa aac aag aag ctg 434 
Leu Pro Gin Gly Leu Ala Val Tyr Ala Ser Pro Glu Asn Lys Lys Leu 
125 130 135 



ttt gaa gag gag aaa ttg ctg aga caa gaa gga aaa tta gag aag ate 482 
Phe Glu Glu Glu Lys Leu Leu Arg Gin Glu Gly Lys Leu Glu Lys lie 
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140 145 150 155 

cag acc aag gca ggt gag gcg ctt ggt gtt gtg gtt gcc cca cat aca 530 

Gin Thr Lys Ala Gly Glu Ala Leu Gly Va I Val Val Ala Pro His Thr 

5 160 165 170 



tta aag tta cca gca gag cct ate 
Leu Lys Leu Pro Ala Glu Pro I le 
175 

10 

gag gtg acg gta aat ggg ctt gat 
Glu Val Thr Val Asn Gly Leu Asp 
190 195 



aca egg tgg ggc gag tat tgg tgt 578 
Thr Arg Trp Gly Glu Tyr Trp Cys 
180 185 

act gtg aga gtg cct atg tct gtc 626 
Thr Val Arg Val Pro Met Ser Val 
200 



15 gtg aac ttt gag aag ccc aag acc aaa aga tat aag tac tgg tta gcc 674 
Val Asn Phe Glu Lys Pro Lys Thr Lys Arg Tyr Lys Tyr Trp Leu Ala 
205 210 215 

cag caa get gcc aag get atg gcc ccc acc age ccc cag ate taa 719 
20 Gin Gin Ala Ala Lys Ala Met Ala Pro Thr Ser Pro Gin Me 
220 225 230 

atctactctc cctccaaggc agcaaagcag aategggage agtggagcag aaatgtgcaa 779 

25 gcaccctgat ctcactccca gctctgacca aatacagaat tttagagaac atctgaagac 839 

ateagactge actgegtata catgttgaat tcttcatttt tgccatcttt aactgtcatc 899 
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actggggcag ggaagtcctg ttccagaagt accaggctgt agatttgata agctagatgc 959 

agtagaccga aaccatccaa aacctgttta gcttcttcct ccattggagt ttattgggac 1019 

5 aaacaggaga gccagccatt gtctccagta cttgcctcat tctcatcatc caaactgaac 1079 

atttgtatcc caagcagaaa taaagagaat atgttctttt t 1120 



10 <210> 4 

<211> 233 
<212> PRT 

<213> Homo sapiens 
15 <400> 4 

Met Ala Ala Pro Val Val Thr Ala Pro Gly Arg Ala Leu Leu Arg Ala 
15 10 15 

Gly Ala Gly Arg Leu Leu Arg Gly Gly Val Gin Glu Leu Leu Arg Pro 
20 20 25 30 

Arg His Glu Gly Asn Ala Pro Asp Leu Ala Cys Asn Phe Ser Leu Ser 
35 40 45 

25 Gin Asn Arg Gly Thr Val lie Val Glu Arg Trp Trp Lys Val Pro Leu 
50 55 60 

Ala Gly Gly Gly Arg Lys Pro Arg Leu His Arg Arg His Arg Val Tyr 
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65 70 75 80 

Lys Leu Val Glu Asp Thr Lys His Arg Pro Lys Glu Asn Leu Glu Leu 
85 90 95 

5 

Me Leu Thr Gin Ser Vat Glu Asn Vat Gly Vat Arg Gly Asp Leu Val 
100 105 110 

Ser Val Lys Lys Ser Leu Gly Arg Asn Arg Leu Leu Pro Gin Gly Leu 
10 115 120 125 

Ala Val Tyr Ala Ser Pro Glu Asn Lys Lys Leu Phe Glu Glu Glu Lys 
130 135 140 

15 Leu Leu Arg Gin Glu Gly Lys Leu Glu Lys Me Gin Thr Lys Ala Gly 
145 150 155 160 

Glu Ala Leu Gly Val Val Val Ala Pro His Thr Leu Lys Leu Pro Ala 
165 " 170 175 

20 

Glu Pro I le Thr Arg Trp Gly Glu Tyr Trp Cys Glu Val Thr Val Asn 
180 185 190 



Gly Leu Asp Thr Val Arg Val Pro Met Ser Val Val Asn Phe Glu Lys 
25 195 200 205 



Pro Lys Thr Lys Arg Tyr Lys Tyr Trp Leu Ala Gin Gin Ala Ala Lys 
210 215 220 
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Ala Met Ala Pro Thr Ser Pro Gin Me 
225 230 

<210> 5 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90) . . (284) 

<400> 5 

aaggaaattg acgaacacgt gacgcggtcg ggcggaccac tgcagactga gcggtggacc 60 

gaattgggac cgctggctta taagcgatc atg ttt etc cag tat tac etc aac 113 

Met Phe Leu Gin Tyr Tyr Leu Asn 
1 5 

gag cag gga gat cga gtc tat acg ctg aag aaa ttt gac ccg atg gga 161 
Glu Gin Gly Asp Arg Val Tyr Thr Leu Lys Lys Phe Asp Pro Met Gly 
10 15 20 



caa cag acc tgc tea gee cat cct get egg ttc tec cca gat gac aaa 
Gin GJn Thr Cys Ser Ala His Pro Ala Arg Phe Ser Pro Asp Asp Lys 
25 30 35 40 



209 
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tac tct cga cac cga ate acc ate aag aaa cgc ttc aag gtg etc atg 257 
Tyr Ser Arg His Arg I le Thr I le Lys Lys Arg Phe Lys VaJ Leu Met 

- - 45 50 55 

5 

acc cag caa ccg cgc cct gtc etc tga gggtccctta aactgatgtc 304 
Thr Gin Gin Pro Arg Pro Va! Leu 

60 65 

10 ttttctgccg tctgttaccc ctcgcagact ccgtaaccaa actcttegga ctgtgagccc 364 

tgatgccttt ttgccagcca tactctttgg catccagtct ctcgtggcga ttgatcatgc 424 

ttgtgtgagg caatcatggt ggcateaccc ataaagggaa cacatttgac ttttttttct 484 

15 

catattttaa attactacaa gattattaaa gataaaatga tttg 528 

<210> 6 

20 <211> 64 

<212> PRT 

<213> Homo sapiens 

<400> 6 

25 Met Phe Leu Gin Tyr Tyr Leu Asn Glu Gin Gly Asp Arg Val Tyr Thr 
15 10 15 

Leu Lys Lys Phe Asp Pro Met Gly Gin Gin Thr Cys Ser Ala His Pr 
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20 



25 



30 



Ala Arg Phe Ser Pro Asp Asp Lys Tyr Ser Arg His Arg I le Thr I le 
35 40 45 



Lys Lys Arg Phe Lys Va I Leu Met Thr Gin Gin Pro Arg Pro Val Leu 
50 55 60 



10 <210> 7 

<211> 1306 
<212> DNA 

<213> Homo sapiens 



15 <220> 

<221> GDS 

<222> (53), . (841) 

<400> 7 

20 ccttagtaac ctgggcgata gctgtggatg tttccaagga ttgtcttcag tc atg gcc 58 

Met Ala 
1 



ttg gga tta aag tgc ttc cgc atg gtc cac cct acc ttt cgc aat tat 106 
25 Leu Gly Leu Lys Cys Phe Arg Met Val His Pro Thr Phe Arg Asn Tyr 
5 10 15 



ctt gca gcc tct ate aga ccc gtt tea gaa gtt aca ctg aag aca gtg 154 
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Leu Ala Ala Ser Me Arg Pro Va I Ser Glu Val Thr Leu Lys Thr Val 
20 25 30 

cat gaa aga caa cat ggc cat agg caa tac atg gcc tat tea get gta 202 
5 His Glu Arg Gin His Gly His Arg Gin Tyr Met Ala Tyr Ser Ala Val 
35 40 45 50 

cca gtc cgc cat ttt get acc aag aaa gcc aaa gcc aaa ggg aaa gga 250 
Pro Val Arg His Phe Ala Thr Lys Lys Ala Lys Ala Lys Gly Lys Gly 
10 55 60 65 

cag tec caa acc aga gtg aat att aat get gcc ttg gtt gag gat ata 298 
Gin Ser Gin Thr Arg Val Asn Me Asn Ala Ala Leu Val Glu Asp Me 
70 75 80 

15 

ate aac ttg gaa gag gtg aat gaa gaa atg aag tct gtg ata gaa get 346 
I le Asn Leu Glu Glu Val Asn Glu Glu Met Lys Ser Val I le Glu Ala 
85 90 95 

20 etc aag gat aat ttc aat aag act etc aat ata agg acc tea cca gga 394 
Leu Lys Asp Asn Phe Asn Lys Thr Leu Asn I le Arg Thr Ser Pro Gly 
100 105 110 

tec ctt gac aag att get gtg gta act get gac ggg aag ctt get tta 442 
25 Ser Leu Asp Lys Me Ala Val Val Thr Ala Asp Gly Lys Leu Ala Leu 
115 120 125 130 

aac cag att age cag ate tec atg aag teg cca cag ctg att ttg gtg 490 
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Asn Gin I I Ser Gin I le Ser Met Lys Ser Pro Gin Leu I le Leu Val 

135 140 145 

aat atg gcc age ttc cca gag tgt aca get gca get ate aag get ata 538 

5 Asn Met Ala Ser Phe Pro Glu Cys Thr Ala Ala Ala I le Lys Ala I le 

150 155 160 

aga gaa agt gga atg aat ctg aac cca gaa gtg gaa ggg acg eta att 586 

Arg Glu Ser Gly Met Asn Leu Asn Pro Glu Val Glu Gly Thr Leu I le 
10 165 170 175 



egg gta ccc att ccc caa gta ace 
Arg Val Pro Me Pro Gin Val Thr 
180 185 

aaa ctg gee aaa cag aac aec aac 
Lys Leu Ala Lys Gin Asn Thr Asn 
195 200 



aga gag cac aga gaa atg ctg gtg 634 

Arg Glu His Arg Glu Met Leu Val 
190 

aag gcc aaa gac tct tta egg aag 682 

Lys Ala Lys Asp Ser Leu Arg Lys 
205 210 



20 gtt cgc aec aac tea atg aac aag ctg aag aaa tec aag gat aca gtc 730 
Val Arg Thr Asn Ser Met Asn Lys Leu Lys Lys Ser Lys Asp Thr Val 
215 220 225 



tea gag gac ace att agg eta ata gag aaa cag ate age caa atg gcc 778 

25 Ser Glu Asp Thr Me Arg Leu Me Glu Lys Gin Me Ser Gin Met Ala 

230 235 240 

gat gac aca gtg gca gaa ctg gac agg cat ctg gca gtg aag ace aaa 826 
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Asp Asp Thr Val Ala Glu Leu Asp Arg His Leu Ala Val Lys Thr Lys 



245 



250 



255 



gaa etc ctt gga tga aagtccactg gggccagcaa tactccagag cccagtttct- 881 
5 Glu Leu Leu Gly 
260 

gctggatccc atgggtggca cattgggact tctctccctc ccccatctac acagaagact 941 
10 gtcaccatgc tgacagaagc ctgtccttgt aaggcccagc cttccagggg aacactcaga 1001 
catgttcatt ctcttcctgc ttctgctctg ggccggtggg tggctctcag aaaatacttg 1061 
ctgctggcaa aaggcctgta ctcaggcatt tgctttgact tgatgttgcc aagggactga 1121 



ggccattggc aggcttagta ccacctgctc ctcatcttag gagtctcctt ttcaaataat 1181 



taggctctgt tcccatttta aaactctgat attggectte acctgtgact ggacacttta 1241 



20 ctagaggccc attttcacta aacaataaaa tctaaataaa ttggaaggaa taacaaccac 1301 



15 



aaagg 



1306 



25 



<210> 8 



<211> 262 



<212>. PRT 



<213> Homo sapiens 
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<400> 8 

Met Ala Leu Gly Leu Lys Cys Phe Arg Met Val His Pro Thr Phe Arg 
1 5 " 10 15 

5 

Asn Tyr Leu Ala Ala Ser I le Arg Pro Val Ser Glu Val Thr Leu Lys 
20 25 30 

Thr Val His Glu Arg Gin His Gly His Arg Gin Tyr Met Ala Tyr Ser 
10 35 40 45 

Ala Val Pro Val Arg His Phe Ala Thr Lys Lys Ala Lys Ala Lys Gly 
50 55 60 

15 Lys Gly Gin Ser Gin Thr Arg Val Asn lie Asn Ala Ala Leu Val Glu 
65 70 75 80 

Asp lie lie Asn Leu Glu Glu Val Asn Glu Glu Met Lys Ser Val Me 

85 " 90 95 

20 

Glu Ala Leu Lys Asp Asn Phe Asn Lys Thr Leu Asn I le Arg Thr Ser 
100 105 110 

Pro Gly Ser Leu Asp Lys lie Ala Val Val Thr Ala Asp Gly Lys Leu 
25 115 120 125 



Ala Leu Asn Gin Me Ser Gin Me Ser Met Lys Ser Pro Gin Leu Me 
130 135 140 
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Leu Val Asn Met Ala Ser Phe Pro Glu Cys Thr Ala Ala Ala I le Lys 
145 150 155 160 

5 Ala lie Arg Glu Ser Gly Met Asn Leu Asn Pro Glu Val Glu Gly Thr 

165 170 175 

Leu Me Arg Val Pro lie Pro Gin Val Thr Arg Glu His Arg Glu Met 
180 185 190 

10 

Leu Val Lys Leu Ala Lys Gin Asn Thr Asn Lys Ala Lys Asp Ser Leu 
195 200 205 

Arg Lys Val Arg Thr Asn Ser Met Asn Lys Leu Lys Lys Ser Lys Asp 
15 210 215 220 

Thr Val Ser Glu Asp Thr I le Arg Leu I le Glu Lys Gin I le Ser Gin 
225 230 235 240 

20 Met Ala Asp Asp Thr Val Ala Glu Leu Asp Arg His Leu Ala Val Lys 

245 250 255 



Thr Lys Glu Leu Leu Gly 
260 



25 



<210> 9 
<211> 893 
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<212> DNA 

<213> Homo sapiens 

<220> 
5 <221> CDS 

<222> (96) . . (404) 

<400> 9 

aaaaaaattt gaagaccagg aagttgatca atcccgaggc tgctgagaga cggtggcgcg 60 

10 

attgggacag tcgccaggga tggctgagcg tgaag atg cag egg gtg tec ggg 113 

Met Gin Arg Val Ser Gly 
1 5 

15 ctg etc tcc.tgg acg ctg age aga gtc ctg tgg etc tec ggc etc tct 161 
Leu Leu Ser Trp Thr Leu Ser Arg Val Leu Trp Leu Ser Gly Leu Ser 
10 15 20 

gag ccg gga get gec egg cag ccc egg ate atg gaa gag aaa gcg eta 209 
20 Glu Pro Gly Ala Ala Arg Gin Pro Arg Me Met Glu Glu Lys Ala Leu 
25 30 35 

gag gtt tat gat ttg att aga act ate egg gac cca gaa aag ccc aat 257 
Glu Val Tyr Asp Leu lie Arg Thr Me Arg Asp Pro Glu Lys Pro Asn 
25 40 45 50 

act tta gaa gaa ctg gaa gtg gtc teg gaa agt tgt gtg gaa gtt cag 305 
Thr Leu Glu Glu Leu Glu Val Val Ser Glu Ser Cys Val Glu Val Gin 
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55 60 65 70 

gag ata aat gaa gaa gaa tat ctg gtt att ate agg ttc acg cca aca 353 
Glu I le Asn Glu Glu Glu Tyr Leu Val Me He Arg Phe Thr Pro Thr 
5 75 80 85 

gta cct cat tgc tct ttg gcg act ctt att gtt gga aat eta cat ttc 401 
Val Pro His Cys Ser Leu Ala Thr Leu I le Val Gly Asn Leu His Phe 
90 95 100 

10 

tga aggaacccac tcaacagaag aagacatcaa taagcagata aatgacaaag 454 
agcgagtggc agetgeaatg gaaaacccca acttaeggga aattgtggaa cagtgtgtcc 514 

15 

ttgaacctga ctgatagctg ttttaagagc cactggcctg taattgtttg atatatttgt 574 
ttaaactctt tgtataatgt cagagactca tgtttaatac ataggtgatt tgtacctcag 634 
20 agcatttttt aaaggattct ttccaagega gatttaatta taaggtagta cctaatttgt 694 
tcaatgtata acattctcag gatttgtaac acttaaatga tcagacagaa taatattttc 754 
tagttattat gtgtaagatg agttgctatt tttctgatgc tcattctgat acaactattt 814 

25 

ttcgtgtcaa atatctactg tgcccaaatg tactcaattt aaatcattac tctgtaaaat 874 



aaataagcag atgattctt 
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<210> 10 
<211> 102 
5 <212> PRT 

<213> Homo sapiens 

<400> 10 

Met Gin Arg Val Ser Gly Leu Leu Ser Trp Thr Leu Ser Arg Val Leu 
10 1 5 10 15 

Trp Leu Ser Gly Leu Ser Glu Pro Gly Ala Ala Arg Gin Pro Arg lie 
20 25 30 

15 Met Glu Glu Lys Ala Leu Glu Val Tyr Asp Leu I le Arg Thr I le Arg 
35 40 45 

Asp Pro Glu Lys Pro Asn Thr Leu Glu Glu Leu Glu Val Val Ser Glu 
50 55 - 60 

20 

Ser Cys Val Glu Val Gin Glu Me Asn Glu Glu Glu Tyr Leu Val Me 
65 70 75 80 

Me Arg Phe Thr Pro Thr Val Pro His Cys Ser Leu Ala Thr Leu Me 
25 85 90 95 

Val GJy Asn Leu His Phe 
100 
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<210> 11 
<211> 597 
5 <212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
10 <222> (21). . (497) 



<400> 11 

actttccgcg ggccgcgggg atg gcg gcg cag ggc gta ggg cct ggg ccg ggg 53 

Met Ala Ala Gin Gly Val Gly Pro Gly Pro Gly 

15 1 5 10 

teg gcg gcg ccc ccg ggg ctg gag gcg gec egg cag aag ctg gcg ctg 101 

Ser Ala Ala Pro Pro Gly Leu Glu Ala Ala Arg Gin Lys Leu Ala Leu 

15 20 25 

20 

egg egg aag aag gtg ctg age ace gag gag atg gag ctg tac gag ctg 149 

Arg Arg Lys Lys Val Leu Ser Thr Glu Glu Met Glu Leu Tyr Glu Leu 

30 35 40 



25 



gcg cag gcg gcg ggc ggc get ate gac ccc gac gtg ttc aag ate ctg 
Ala Gin Ala Ala Gly Gly Ala I le Asp Pro Asp Val Phe Lys I ie Leu 
45 50 55 



197 
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gtg gac ctg ctg aag ctg aac gtg gcc ccc etc gec gtc ttc cag atg 245 
Val Asp Leu Leu Lys Leu Asn Va I Ala Pro Leu Ala Val Phe Gin Met 
60 65 70 75 

5 etc aag tec atg tgt gcc ggg cag agg eta gcg age gag ccc cag gac 293 
Leu Lys Ser Met Cys Ala Gly Gin Arg Leu Ala Ser Glu Pro Gin Asp 
80 85 90 

cct gcg gcc gtg tct ctg ccc acg teg age gtg ccc gag acc cga ggg 341 
10 Pro Ala Ala Val Ser Leu Pro Thr Ser Ser Val Pro Glu Thr Arg Gly 
95 100 105 



aga aac aaa ggc age get gcc etc ggg gga gca ttg gcc ctg gcg gaa 

Arg Asn Lys Gly Ser Ala Ala Leu Gly Gly Ala Leu Ala Leu Ala Glu 

15 110 115 120 

cgc age age cgc gaa gga tec age cag agg atg cca cgc cag ccc age 

Arg Ser Ser Arg Glu Gly Ser Ser Gin Arg Met Pro Arg Gin Pro Ser 

125 130 135 



20 



389 



437 



485 



get acc agg ctg ccc aag ggg ggc ggg cct ggg aag age cct aca egg 
Ala Thr Arg Leu Pro Lys Gly Gly Gly Pro Gly Lys Ser Pro Thr Arg 
140 145 150 155 



25 ggc age acc tag gatggggcag agacttgttg catctttgtc cccagcaaag 537 
Gly Ser Thr 



gctacatgtt acctccttca attgataata aacctttctg agatgeagag ggtccaggtc 597 
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<210> 12 

<211> 158 

5 <212> PRT 

<213> Homo sapiens 

<400> 12 

Met Ala Ala Gin Gly Val Gly Pro Gly Pro Gly Ser Ala Ala Pro Pro 
10 1 5 10 15 

Gly Leu Glu Ala Ala Arg Gin Lys Leu Ala Leu Arg Arg Lys Lys Val 
20 25 30 

15 Leu Ser Thr Glu Glu Met Glu Leu Tyr Glu Leu Ala Gin Ala Ala Gly 
35 40 45 

Gly Ala Me Asp Pro Asp Val Phe Lys I le Leu Val Asp Leu Leu Lys 
50 55 " 60 

20 

Leu Asn Val Ala Pro Leu Ala Va l^ Phe Gin Met Leu Lys Ser Met Cys 
65 70 75 80 

Ala Gly Gin Arg Leu Ala Ser Glu Pro Gin Asp Pro Ala Ala Val Ser 
25 85 90 95 



Leu Pro Thr S r Ser Val Pro Glu Thr Arg Gly Arg Asn Lys Gly Ser 
100 105 110 
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Ala A!a Leu Giy Gly Ala Leu Ala Leu Ala Glu Arg Ser Ser Arg Glu 
115 120 125 

5 Giy Ser Ser Gin Arg Met Pro Arg Gin Pro Ser Ala Thr Arg Leu Pro 
130 135 140 

Lys Gly Gly Gly Pro Gly Lys Ser Pro Thr Arg Gly Ser Thr 
145 150 155 

10 

<210> 13 

<211> 760 

<212> DNA 

<213> Homo sapiens 

15 

<220> 

<221> CDS 

<222> (97) . . (696) 

20 <400> 13 

ttggggacgg accggaagtg cccgagggcg gccgcagaac ggtcaatttg agccgcgtcg 60 

agctcccctg ggacctgtgg ccgccgccca cagacc atg etc ctg ggg cgc ctg 114 

Met Leu Leu Gly Arg Leu 
25 1 5 

act tec cag ctg ttg agg gec gtt cct tgg gca ggc ggc cgc ccg cct 162 
Thr Ser Gin Leu L u Arg Ala Val Pro Trp Ala Gly Gly Arg Pro Pro 
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10 15 20 

tgg ccc gtc tct gga gtg ctg ggc age egg gtc tgc ggg ccc ctt tac 210 

Trp Pro Val Ser Gly Va I Leu Giy Ser Arg Val Cys Gly Pro Leu Tyr 
5 25 30 35 

age aca teg ccg gec ggc cca ggt agg gcg gec tct etc cct cgc aag 258 

Ser Thr Ser Pro Ala Gly Pro Gly Arg Ala Ala Ser Leu Pro Arg Lys 
40 45 50 

10 

ggg gee cag ctg gag ctg gag gag atg ctg gtc ccc agg aag atg tec 306 

Gly Ala Gin Leu Glu Leu Glu Glu Met Leu Val Pro Arg Lys Met Ser 

55 60 65 70 

15 gtc age ccc ctg gag age tgg etc acg gee cgc tgc ttc ctg ccc aga 354 

Val Ser Pro Leu Glu Ser Trp Leu Thr Ala Arg Cys Phe Leu Pro Arg 

75 80 85 

ctg gat ace ggg ace gca ggg act gtg get cca ccg caa tec tac cag 402 

20 Leu Asp Thr Gly Thr Ala Gly Thr Val Ala Pro Pro Gin Ser Tyr Gin 

90 95 100 

tgt ccg ccc age cag ata ggg gaa ggg gee gag cag ggg gat gaa ggc 450 

Cys Pro Pro Ser Gin Me Gly Glu Gly Ala Glu Gin Gly Asp Glu Gly 
25 105 110 115 

gtc gcg gat gcg cct caa att cag tgc aaa aac gtg ctg aag ate cgc 498 

Val Ala Asp Ala Pro Gin I le Gin Cys Lys Asn Val Leu Lys I le Arg 
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120 125 130 

egg egg aag atg aac cac cac aag tac egg aag ctg gtg aag aag acg 546 
Arg Arg Lys Met Asn His His Lys Tyr Arg Lys Leu Val Lys Lys Thr 
5 135 140 145 150 

egg ttc ctg egg agg aag gtc cag gag gga cgc ctg aga cgc aag cag 594 
Arg Phe Leu Arg Arg Lys Val Gin Glu 61 y Arg Leu Arg Arg Lys Gin 
155 160 165 

10 

ate aag ttc gag aaa gac ctg agg cgc ate tgg ctg aag gcg ggg eta 642 
I le Lys Phe Glu Lys Asp Leu Arg Arg I le Trp Leu Lys Ala Gly Leu 
170 175 180 

15 aag gaa gee ccc gaa ggc tgg cag ace cce aag ate tac ctg egg ggc 690 
Lys Glu Ala Pro Glu Gly Trp Gin Thr Pro Lys I le Tyr Leu Arg Gly 
185 190 195 

aaa tga gtctggcgcc gcccttcccg cccgttgctg ctgtgatccg tagtaataaa 746 
20 Lys 

200 



ttctcagaga actc 760 



25 



<210> 14 
<211> 199 
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<212> PRT 

<213> Homo sapiens 
<400> 14 

5 Met Leu Leu Gly Arg Leu Thr Ser Gin Leu Leu Arg Ala Val Pro Trp 
15 10 15 

Ala Gly Gly Arg Pro Pro Trp Pro Val Ser Gly Val Leu Gly Ser Arg 
20 25 30 

10 

Val Cys Gly Pro Leu Tyr Ser Thr Ser Pro Ala Gly Pro Gly Arg Ala 
35 40 45 

Ala Ser Leu Pro Arg Lys Gly Ala Gin Leu Glu Leu Glu Glu Met Leu 
15 50 55 60 

Val Pro Arg Lys Met Ser Val Ser Pro Leu Glu Ser Trp Leu Thr Ala 
65 70 75 80 

20 Arg Cys Phe Leu Pro Arg Leu Asp Thr Gly Thr Ala Gly Thr Val Ala 

85 90 95 

Pro Pro Gin Ser Tyr Gin Cys Pro Pro Ser Gin I le Gly Glu Gly Ala 
100 105 110 

25 

Glu Gin Gly Asp Glu Gly Val Ala Asp Ala Pro Gin I le Gin Cys Lys 
115 120 125 
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Asn Val Leu Lys lie Arg Arg Arg Lys Met Asn His His Lys Tyr Arg 
130 135 140 

Lys Leu Val Lys Lys Thr Arg Phe Leu Arg Arg Lys Val Gin Glu Gly 
5 145 150 155 160 

Arg Leu Arg Arg Lys Gin Me Lys Phe Glu Lys Asp Leu Arg Arg I le 
165 170 175 

10 Trp Leu Lys Ala Gly Leu Lys Glu Ala Pro Glu Gly Trp Gin Thr Pro 
180 185 ' - 190 

Lys I le Tyr Leu Arg Gly Lys 
195 

15 

<210> 15 
<211> 806 
<212> DNA 
20 <213> Homo sapiens 

<220> 

<221> CDS 

<222> (15).. (767) 

25 

<400> 15 

agttatgcga aaac atg get gcg gec ggt ttg gec ctt ctt tgt agg aga 50 
Met Ala Ala Ala Gly Leu Ala Leu Leu Cys Arg Arg 
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1 5 10 

gtt tea tec gee ctg aaa tct tec cga teg tta ata act cct cag gtc 98 
Val Ser Ser Ala Leu Lys Ser Ser Arg Ser Leu lie Thr Pro Gin Val 
5 15 20 25 

cct gec tgc aca ggg ttt ttt ctt agt ttg ttg cct aag agt aca cca 146 

Pro Ala Cys Thr Gly Phe Phe Leu Ser Leu Leu Pro Lys Ser Thr Pro 
30 35 40 

10 

aat gtg aca tec ttt cac caa tat aga tta ctt cat acc aca ttg tea 194 

Asn Val Thr Ser Phe His Gin Tyr Arg Leu Leu His Thr Thr Leu Ser 
45 50 55 60 

15 agg aaa gga eta gaa gaa ttt ttt gat gac cca aaa aac tgg ggg caa 242 
Arg Lys Gly Leu Glu Glu Phe Phe Asp Asp Pro Lys Asn Trp Gly Gin 
65 70 75 

gaa aaa gta aaa tct gga gca gca tgg acc tgt cag caa eta agg aac 290 
20 Glu Lys Val Lys Ser Gly Ala Ala Trp Thr Cys Gin Gin Leu Arg Asn 
80 85 90 

aaa agt aat gaa gat tta cac aaa ctt tgg tat gtc tta ctg aaa gaa 338 
Lys Ser Asn Glu Asp Leu His Lys Leu Trp Tyr Val Leu Leu Lys Glu 
25 95 100 105 

aga aac atg ctt eta acc eta gag cag gag gec aag egg cag aga ttg 386 
Arg Asn Met Leu Leu Thr Leu Glu Gin Glu Ala Lys Arg Gin Arg Leu 
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110 115 120 

cca atg cca agt cca gag egg tta gat aag gta gta gat tec atg gat 434 

Pro Met Pro Ser Pro Glu Arg Leu Asp Lys Va I Va I Asp Ser Met Asp 

5 125 130 135 140 



10 



gca tta gat aaa gtt gtc cag gaa aga gaa gat gee eta agg ctt ctt 482 

Ala Leu Asp Lys Val Va I Gin Glu Arg Glu Asp Ala Leu Arg Leu Leu 
145 150 155 

cag act ggt caa gaa aga get aga cct ggt get tgg aga aga gac ate 530 

Gin Thr Gly Gin Glu Arg Ala Arg Pro Gly Ala Trp Arg Arg Asp Me 
160 165 170 



15 ttt gga aga ate ate tgg cac aag ttc aag cag tgg gtt ata cct tgg 578 
Phe Gly Arg lie lie Trp His Lys Phe Lys Gin Trp Val lie Pro Trp 
175 180 185 



cac eta aat aaa aga tac aat agg aaa cga ttc ttt gec ttg cct tat 626 
20 His Leu Asn Lys Arg Tyr Asn Arg Lys Arg Phe Phe Ala Leu Pro Tyr 
190 195 200 



gtg gac cat ttt etc aga ctg gaa cgt gag aaa cga gee cgc ate aaa 674 

Val Asp His Phe Leu Arg Leu Glu Arg Glu Lys Arg Ala Arg I le Lys 

25 205 210 215 220 

gca egg aag gaa aat tta gag aga aag aaa gca aaa att ctt tta aaa 722 

Ala Arg Lys Glu Asn Leu Glu Arg Lys Lys Ala Lys I le Leu Leu Lys 
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225 230 235 

aag ttt cca cat ctt get gaa gec caa aag tea agt ctt gtc taa 767 
Lys Phe Pro His Leu Ala Glu Ala Gin Lys Ser Ser Leu Val 
5 240 245 250 

gatgtctgaa ctattaaatt taccattttg tttttcttg 806 



10 <210> 16 
<211> 250 
<212> PRT 

<213> Homo sapiens 
15 <400> 16 

Met Ala Ala Ala Gly Leu Ala Leu Leu Cys Arg Arg Val Ser Ser Ala 
15 10 15 

Leu Lys Ser Ser Arg Ser Leu Me Thr Pro Gin Val Pro Ala Cys Thr 
20 20 25 30 

Gly Phe Phe Leu Ser Leu Leu Pro Lys Ser Thr Pro Asn Val Thr Ser 
35 40 45 

25 Phe His Gin Tyr Arg Leu Leu His Thr Thr Leu Ser Arg Lys Gly Leu 
50 55 60 

Glu Glu Phe Phe Asp Asp Pro Lys Asn Trp Gly Gin Glu Lys Val Lys 
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65 



70 



75 



80 



Ser Gly Ala Ala Trp Thr Cys Gin Gin Leu Arg Asn Lys Ser Asn Glu 
85 90 95 

5 

Asp Leu His Lys Leu Trp Tyr Val Leu Leu Lys Glu Arg Asn Met Leu 
100 105 110 

Leu Thr Leu Glu Gin Glu Ala Lys Arg Gin Arg Leu Pro Met Pro Ser 
10 115 120 125 

Pro Glu Arg Leu Asp Lys Val Val Asp Ser Met Asp Ala Leu Asp Lys 
130 135 140 

15 Val Val Gin Glu Arg Glu Asp Ala Leu Arg Leu Leu Gin Thr Gly Gin 
145 150 155 160 



20 



Glu Arg Ala Arg Pro Gly Ala Trp Arg Arg Asp I le Phe Gly Arg I le 
165 170 175 

I le Trp His Lys Phe Lys Gin Trp Val I le Pro Trp His Leu Asn Lys 
180 185 190 



Arg Tyr Asn Arg Lys Arg Phe Phe Ala Leu Pro Tyr Val Asp His Phe 
25 195 200 205 



Leu Arg Leu Glu Arg Glu Lys Arg Ala Arg I le Lys Ala Arg Lys Glu 
210 215 220 
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Asn Leu Qlu Arg Lys Lys Ala Lys I le Leu Leu Lys Lys Phe Pro His 
225 230 235 240 

5 Leu Ala Glu Ala Gin Lys Ser Ser Leu Val 

245 250 

<210> 17 
10 <211> 3907 
<212> DNA 
<213> Homo sapiens 

<220> 
15 <221> CDS 

<222> (132). . (1976) 

<400> 17 

aacatggccg cgcccagggg agatggcgtg caagtatccg ctgcggtgtt ctggtgctag 60 

20 

agtggagagg ctggcaaaga agaaggcaca cgcatggtga gaatccggcc tgagccgaag 120 

cggagtttgc t atg gac age aac cat caa agt aat tac aaa etc agt aaa 170 
Met Asp Ser Asn His 6 In Ser Asn Tyr.Lys Leu Ser Lys 
25 15 10 



act gag aag aag ttc tta agg aaa cag att aaa gec aag cat act ttg 218 
Thr Glu Lys Lys Phe Leu Arg Lys Gin I le Lys Ala Lys His Thr Leu 
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15 



20 



25 



ctg aga cat gaa ggc att gag aca gta tec tat gec act cag age ctg 266 
Leu Arg His Glu Gly Me Glu Thr Vai Ser Tyr Ala Thr Gin Ser Leu 
5 30 35 40 45 



gtt gtt gec aat ggt ggt ttg ggt aat ggt gtg agt egg aac cag ctg 314 

Val Val Ala Asn Gly Gly Leu Gly Asn Gly Va I Ser Arg Asn Gin Leu 

50 55 60 

10 

etc ccg gtt tta gag aaa tgt gga ctg gtg gat get etc tta atg cca 362 

Leu Pro Val Leu Glu Lys Cys Gly Leu Val Asp Ala Leu Leu Met Pro 

65 70 75 



15 cct aac aag ccg tac 
Pro Asn Lys Pro Tyr 
80 

aag aga gec tat gtt 
20 Lys Arg Ala Tyr Val 
95 

gga caa aag ate act 
Gly Gin Lys I le Thr 
25 110 

aag gag ttg agg cct 
Lys Glu Leu Arg Pro 



tea ttt gca aga tac aga 
Ser Phe Ala Arg Tyr Arg 
85 

ace etc aat gga aaa gaa 
Thr Leu Asn Gly Lys Glu 
100 

ctg tat ttg aat ttt gtg 
Leu Tyr Leu Asn Phe Val 
115 120 

caa gec tta cca cca gga 
Gin Ala Leu Pro Pro Gly 



act aca gaa gaa tct 410 
Thr Thr Glu Glu Ser 
90 

gta gtg gat gat tta 458 
Val Val Asp Asp Leu 
105 

gaa aaa gtg cag tgg 506 
Glu Lys Val Gin Trp 
125 

etc atg gta gta gaa 554 
Leu Met Val Val Glu 
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130 



135 



140 



gaa ata att tct tct gag gag gag aaa atg ctt ttg gaa agt gtt gat 
Glu Me Me Ser Ser Glu Glu Glu Lys Met Leu Leu Glu Ser Val Asp 
5 145 150 155 



602 



tgg aca gaa gat aca gac aat caa 

Trp Thr Glu Asp Thr Asp Asn Gin 

1 60 1 65 

10 

aga aga gta aag cat ttt ggt tat 

Arg Arg Val Lys His Phe Gly Tyr 

175 180 

15 gta gat aaa gat aag cca tta tct 
Val Asp Lys Asp Lys Pro Leu Ser 
190 195 



aac tct caa aaa tec tta aaa cac 650 
Asn Ser Gin Lys Ser Leu Lys His 
170 

gag ttc cac tat gag aac aac aat 698 
Glu Phe His Tyr Glu Asn Asn Asn 
185 

ggg ggt ctt cct gac att tgt gaa 746 
Gly Gly Leu Pro Asp Me Gys Glu 
200 205 



age ttt ttg gag aaa tgg ttg agg aaa ggt tac att aaa cat aaa cct 794 
20 Ser Phe Leu Glu Lys Trp Leu Arg Lys Gly Tyr Me Lys His Lys Pro 

210 215 220 



gat caa atg acc ata aat cag tat gaa cct ggg caa gga att ccc get 842 
Asp Gin Met Thr Me Asn Gin Tyr Glu Pro Gly Gin Gly Me Pro Ala 
25 225 230 235 

cat att gac aca cat tec get ttt gag gat gag ate gtt tct etc agt 890 
His Me Asp Thr His Ser Ala Phe Glu Asp Glu Me Val Ser Leu Ser 
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240 245 250 

ttg ggg tea gag att gtc atg gat ttt aag cac cca gat ggc att gca 938 
Leu Gly Ser Glu tie Va I Met Asp Phe Lys His Pro Asp Gly Me Ala 
5 255 260 . 265 

gtg cca gtt atg ttg cct cgt egg agt ttg ctg gtg atg aca gga gaa 986 

Val Pro Val Met Leu Pro Arg Arg Ser Leu Leu Val Met Thr Gly Glu 
270 275 280 285 

10 

tct aga tac ctt tgg ace cat gga ate acg tgc aga aaa ttt gat act 1034 

Ser Arg Tyr Leu Trp Thr His Gly Me Thr Cys Arg Lys Phe Asp Thr 
290 295 300 

15 gtt caa gca tct gag agt ctt aaa agt gga att ate acc agt gat gtt 1082 
Val Gin Ala Ser Glu Ser Leu Lys Ser Gly Me Me Thr Ser Asp Val 
305 310 315 

gga gac tta act tta age aag agg gga eta cga aca tea ttt aca ttt 1130 
20 Gly Asp Leu Thr Leu Ser Lys Arg Gly Leu Arg Thr Ser Phe Thr Phe 
320 325 330 

agg aaa gtg agg caa aca cct tgt aac tgt agt tac ccg ttg gtc tgt 1178 
Arg Lys Val Arg Gin Thr Pro Cys Asn Cys Ser Tyr Pro Leu Val Cys 
25 335 340 345 

gat age cag agg aaa gag act ccc ccc tea ttt cca gag agt gat aaa 1226 
Asp Ser Gin Arg Lys Glu Thr Pro Pro Ser Phe Pro Glu Ser Asp Lys 
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350 355 360 365 

gaa gcc tea egg ctg gag caa gag tac gtc cat cag gtt tat gaa gag 1274 
Glu Ala Ser Arg Leu Glu Gin Glu Tyr Val His Gin Val Tyr Glu Glu 
5 370 375 380 

att get ggg cac ttc age age aea aga cat ace cct tgg ccg cac att 1322 

I le Ala Gly His Phe Ser Ser Thr Arg His Thr Pro Trp Pro His I le 

385 390 395 

10 

gtg gag ttt ttg aag get ttg cca agt ggt tea ata gtg get gat att 1370 

Val Glu Phe Leu Lys Ala Leu Pro Ser Gly Ser I le Val Ala Asp I le 
400 405 410 

15 gga tgt ggt aat gga aag tat ctt ggc ate aat aag gag tta tat atg 1418 
Gly Cys Gly Asn Gly Lys Tyr Leu Gly lie Asn Lys Glu Leu Tyr Met 
415 420 425 

gag cgt aga gtg gca get etc caa gaa att gtt cga etc ctg aga cca 1466 
20 Glu Arg Arg Val Ala Ala Leu Gin Glu I le Val Arg Leu Leu Arg Pro 
430 435 440 445 

ggt ggg aag gca etc att tat gtc tgg gca atg gaa caa gaa tat aat 1514 
Gly Gly Lys Ala Leu Me Tyr Val Trp Ala Met Glu Gin Glu Tyr Asn 
25 450 455 460 



aag cag aag tec aag tat ctt aga gga aac aga aat age caa gga aag 
Lys Gin Lys Ser Lys Tyr Leu Arg Gly Asn Arg Asn Ser Gin Gly Lys 



1562 
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465 470 475 

aaa gag gag atg aac agt gat acc tea gtg cag agg tea ctt gtg gag 
Lys Glu Glu Met Asn Ser Asp Thr Ser Val Gin Arg Ser Leu Val Glu 
5 480 485 490 

caa atg cgt gac atg ggc agt cga gac teg gca tct tct gtc ccc cgc 

Gin Met Arg Asp Met Giy Ser Arg Asp Ser Ala Ser Ser Val Pro Arg 
495 500 505 

10 

att aat gac tct cag gaa gga gga tgt aat tea agg caa gtt tct aat 

lie Asn Asp Ser Gin Glu Gly Gly Cys Asn Ser Arg Gin Val Ser Asn 

510 515 520 525 

15 tec aag ctg cct gtt cat gtt aac agg act tct ttt tat tct caa gat 
Ser Lys Leu Pro Val His Val Asn Arg Thr Ser Phe Tyr Ser Gin Asp 
530 . 535 540 

gta ctg gtt ccc tgg cac ctt aag gga aat cct gat aaa ggc aaa cct 
20 Val Leu Val Pro Trp His Leu Lys Gly Asn Pro Asp Lys Gly Lys Pro 
545 550 555 

gtt gag cca ttt ggt ccc ata gga tec cag gac cca agt cct gtg ttt 
Val Glu Pro Phe Gly Pro I le Gly Ser Gin Asp Pro Ser Pro Val Phe 
25 560 565 570 



1610 



1658 



1706 



1754 



1802 



1850 



cat cgt tac tac cat gtg ttc cgt gag gga gaa ctg gaa ggt gee tgc 
His Arg Tyr Tyr His Val Phe Arg Glu Gly Glu Leu Glu Gly Ala Cys 



1898 
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575 580 585 

agg act gtg agt gat gtc aga att ctg caa age tac tac gat caa gga 1946 
Arg Thr Val Ser Asp Val Arg I le Leu Gin Ser Tyr Tyr Asp Gin Gly 
5 590 595 600 605 

aac tgg tgt gtg att ctt caa aag gec tga ttatttacct gaacacatca 1996 
Asn Trp Cys Val Me Leu Gin Lys Ala 

610 615 

10 

tatataaaga agaaatgetc acttaaaaaa aaagagagaa taaattaatt acccttttaa 2056 
ttaaagagaa aacttgtggg aaagtaccaa aggaaagctg agaaaaattt ggaagtaggg 2116 
15 attcattagg agacattcaa atgtctcctg ttggctgaca tcacagatgt ggtgttggct 2176 
cctcctactt ccctaggaga ggtggtttct aaaagtgatt gaagcagttt gtgcagtgtt 2236 
tgtaattctt gggtaagagc ccaggatttt gaagataata gttttttagt aaagtgctac 2296 

20 

taaatgtagt aaatcatgta ggattttagg gatgtaatta tatgttaata cagaaaatag 2356 
tcctggtcaa tagaaaattg tctgaagttt tacctatgat ttttagctct gtaaaatcat 2416 
25 agacaataac cattctattt ccatgcctga ctagcccagg gctggacgta tagcgggtgt 2476 
ecaataaegt ttagtcaatc agataatacc cagaacttag taggagtttc attcaaaaac 2536 
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tattttttga acccaaccat gtaccagtta ctattttaag tactgataat gaagcagtga 2596 
ataagaaaga gcaaagctct tgcccttatg gtgcttacat tctagacggg gagacagaca 2656 
5 gcaggcaaat caataaatag atactatgtg ccagatagtg ataaatgcca tgaaaaacat 2716 
aaaatgagag acgattcacc ttggagcaaa agattacttt taagtgactg aaataactac 2776 
taatcctgac taatttatta tcaagagtta attggtattc caaattcatt gagcagggtg 2836 

10 

ctaaaaacaa cccaaatgtg ctcctttaac tcctttgttt aaatgacaaa agttagaatg 2896 
tggtcactca gacctaactg tgcccttaga gccaaagctg tggtgtcatt attggttatt 2956 
15 tctagttgat tcatagtttg tcccaatcca ggttcaatcg ggttattttt aagatctgta 3016 
caatattgca taatagtaac ccagttaact taccacttag gttagatttc ctggaggaac 3076 
aaaggtagaa attcaaccat aggtcaaatt atcacataga aggaaaaggc tttttttcaa 3136 

20 

agaaaaaatt ttttgaacac tttactccca gtatgcatta cttttgtagt agtaatgctt 3196 
aagactgttt taaagaaaaa ttgctttctg tttaattaat gtttactgtt attaatgcta 3256 
25 gtgatactta atcttgaagc atcaagtttt cagaaaccta tagtgatcaa taatgggtct 3316 
cagatgagag gatgattatt tttttcatgg aatttcagtc caacatcctg gtgtactggt 3376 
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ccctctggga tgaatttata aggctcatga tataggaaaa ggaatatagg gctaaaaata 3436 

gttttatttc tgatataaat tctggtactt gacaccaaag tttgaagtca agtcatgcca 3496 

5 ataaatttta acatccaaat gaaatagatg attttctatg aagatgaaaa ataccaaaat 3556 

tgactcaaga agggagagaa aatggaagat gttgaaaaat agcataggaa ttcagaactg 3616 

ggctctagaa tcagatttcc tgagagttga attctagatc tgccatttat tagctgtggg 3676 

10 

attttgggca aatttcttga ctttctgtgc ttcagttttc ttagctgtaa aattggaaga 3736 

gttgttatga aaattcactg aaagtatatt tgtatacatc ataggatagt gtaagaatat 3796 

15 agtatggctt tgagaaatgt tcattattat tactcccaga ggagttttag gtattaagtg 3856 

atgccaaata taatttgtta attgtataat aaaaatctat attcttactg a 3907 



20 <210> 18 
<211> 614 
<212> PRT 

<213> Homo sapiens 
25 <400> 18 

Met Asp Ser Asn His Gin Ser Asn Tyr Lys Leu Ser Lys Thr Glu Lys 
1-5 10 15 
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Lys Phe Leu Arg Lys Gin lie Lys Ala Lys His Thr Leu Leu Arg His 
20 25 30 

Glu Gly Me Glu Thr Val Ser Tyr Ala Thr Gin Ser Leu Val Val Ala 
5 35 40 45 

Asn Gly Gly Leu Gly Asn Gly Val Ser Arg Asn Gin Leu Leu Pro Val 
50 55 60 

10 Leu Glu Lys Cys Gly Leu Val Asp Ala Leu Leu Met Pro Pro Asn Lys 
65 70 75 80 

Pro Tyr Ser Phe Ala Arg Tyr Arg Thr Thr Glu Glu Ser Lys Arg Ala 
85 90 95 

15 

Tyr Val Thr Leu Asn Gly Lys Glu Val Val Asp Asp Leu Gly Gin Lys 
100 105 110 

I le Thr Leu Tyr Leu Asn Phe Val Glu Lys Val Gin Trp Lys Glu Leu 
20 115 120 125 

Arg Pro Gin Ala Leu Pro Pro Gly Leu Met Val Val Glu Glu lie Me 
130 135 140 



25 Ser Ser Glu Glu Glu Lys Met Leu Leu Glu Ser Val Asp Trp Thr Glu 
145 150 155 160 



Asp Thr Asp Asn Gin Asn Ser Gin Lys Ser Leu Lys His Arg Arg Val 
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165 



170 



175 



Lys His Phe Gly Tyr Glu Phe His Tyr Glu Asn Asn Asn Va I Asp Lys 
180 185 190 



Asp Lys Pro Leu Ser Gly Gly Leu Pro Asp lie Cys Glu Ser Phe Leu 
195 200 205 



Glu Lys Trp Leu Arg Lys Gly Tyr 
10 210 215 

Thr I le Asn Gin Tyr Glu Pro Gly 
225 230 

15 Thr His Ser Ala Phe Glu Asp Glu 

245 



Me Lys His Lys Pro Asp Gin Met. 
220 

Gin Gly Me Pro Ala His Me Asp 

" 235 240 

Me Val Ser Leu Ser Leu Gly Ser 
250 255 



Glu Me Val Met Asp Phe Lys His Pro Asp Gly Me Ala Val Pro Val 

260 ~* 265 270 

20 

Met Leu Pro Arg Arg Ser Leu Leu Val Met Thr Gly Glu Ser Arg Tyr 
275 280 285 

Leu Trp Thr His Gly Me Thr Cys Arg Lys Phe Asp Thr Val Gin Ala 
25 290 295 300 

Ser G-lu Ser Leu Lys S r Gly I le I le Thr Ser Asp Val Gly Asp Leu 
305 310 315 320 
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Thr Leu Ser Lys Arg Gly Leu Arg Thr Ser Phe Thr Phe Arg Lys Val 
325 330 335 

5 Arg Gin Thr Pro Cys Asn Cys Ser Tyr Pro Leu Val Cys Asp Ser Gin 
340 345 350 

Arg Lys Glu Thr Pro Pro Ser Phe Pro Glu Ser Asp Lys Glu Ala Ser 
355 360 365 

10 

Arg Leu Glu Gin Glu Tyr Val His Gin Val Tyr Glu Glu lie Ala Gly 
370 375 380 

His Phe Ser Ser Thr Arg His Thr Pro Trp Pro His I le Val Glu Phe 
15 385 390 395 400 

Leu Lys Ala Leu Pro Ser Gly Ser I le Val Ala Asp I le Gly Cys Gly 
405 410 415 

20 Asn Gly Lys Tyr Leu Gly Me Asn Lys Glu Leu Tyr Met Glu Arg Arg 
420 425 430 



25 



Val Ala Ala Leu Gin Glu Me Val Arg Leu Leu Arg Pro Gly Gly Lys 
435 440 445 

Ala Leu Me Tyr Val Trp Ala Met Glu Gin Glu Tyr Asn Lys Gin Lys 
450 455 460 
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Ser Lys Tyr Leu Arg Gly Asn Arg Asn Ser Gin Gly Lys Lys Glu Giu 
465 470 475 480 

Met Asn Ser Asp Thr Ser Val Gin Arg Ser Leu Val Glu Gin Met Arg 
5 485 490 495 

Asp Met Gly Ser Arg Asp Ser Ala Ser Ser Val Pro Arg lie Asn Asp 
500 505 510 

10 Ser Gin Glu Gly Gly Cys Asn Ser Arg Gin Val Ser Asn Ser Lys Leu 
515 520 525 

Pro Val His Val Asn Arg Thr Ser Phe Tyr Ser Gin Asp Val Leu Val 
530 535 540 

15 

Pro Trp His Leu Lys Gly Asn Pro Asp Lys Gly Lys Pro Val Glu Pro 
545 550 555 560 

Phe Gly Pro I le Gly Ser Gin Asp Pro Ser Pro Val Phe His Arg Tyr 
20 565 570 575 

Tyr His Val Phe Arg Glu Gly Glu Leu Glu Gly Ala Cys Arg Thr Val 
580 585 590 



25 Ser Asp Val Arg I le Leu Gin Ser Tyr Tyr Asp Gin Gly Asn Trp Cys 
595 600 605 



Val I le Leu Gin Lys Ala 
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610 

<210> 19 
5 <211> 901 
<212> DNA 

<213> Homo sapiens 

<220> 
10 <221> CDS 

<222> (36) . . (635) 

<400> 19 

aaaaagaaat tcccgggctc tggcttcttg 

15 

ggt gat ctg gac tgt ccc gac tgg 
Gly Asp Leu Asp Cys Pro Asp Trp 
20 10 

gcc aag atg tec tct gtg aag ttg 

Ala Lys Met Ser Ser Val Lys Leu 

25 30 

25 

aag gag ctg ctg gga cag ggg att 

Lys Glu Leu Leu Gly Gin Gly Me 

40 45 



gcgcg atg agg ttc egg ttc tgt 53 
Met Arg Phe Arg Phe Cys 
1 5 

gtc ctg gca gaa ate age acg ctg 101 
Val Leu Ala Glu Me Ser Thr Leu 
15 20 

egg ctg etc tgc age cag gta eta 149 

Arg Leu Leu Cys Ser Gin Val Leu 
35 

gat tat gag aag ate ctg aag etc 197 

Asp Tyr Glu Lys I le Leu Lys Leu 
50 
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25 



acg get gac gec aag ttt gag tea ggc gat gtg aag gec aca gtg gca 245 
Thr Ala Asp Ala Lys Phe Glu Ser Gly Asp Val Lys Ala Thr Val Ala 
55 60 65 * 70 



293 



341 



gtg ctg agt ttc ate etc tec agt gcg gee aag cac agt gtc gat ggc 
Val Leu Ser Phe Me Leu Ser Ser Ala Ala Lys His Ser Val Asp Gly 
75 80 85 

10 gaa tec ttg tec agt gaa ctg cag cag ctg ggg ctg ccc aaa gag cac 
Glu Ser Leu Ser Ser Glu Leu Gin Gin Leu Gly Leu Pro Lys Glu His 
90 95 100 



gcg gec age ctg tgc cgc tgt tat gag gag aag caa age ccc ttg cag 389 
15 Ala Ala Ser Leu Cys Arg Cys Tyr Glu Glu Lys Gin Ser Pro Leu Gin 
105 110 115 

aag cac ttg egg gtc tgc age eta cgc atg aat agg ttg gca ggt gtg 437 
Lys His Leu Arg Val Cys Ser Leu Arg Met Asn Arg Leu Ala Gly Val 
20 120 125 130 

ggc tgg egg gtg gac tac acc ctg age tec age ctg ctg caa tec gtg 485 
Gly Trp Arg Val Asp Tyr Thr Leu Ser Ser Ser Leu Leu Gin Ser Val 
135 140 145 150 



gaa gag ccc atg gtg cac ctg egg ctg gag gtg gca get gec cca ggg 533 
Glu GJu Pro Met Val His Leu Arg Leu Glu Val Ala Ala Ala Pro Gly 
155 160 165 
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acc cca gcc cag cct gtt gcc atg tec etc tea gca gac aag ttc cag 581 
Thr Pro Ala Gin Pro Val Ala Met Ser Leu Ser Ala Asp Lys Phe Gin 
170 175 180 

5 

gtc etc ctg gca gaa ctg aag cag gcc cag acc ctg atg age tec ctg 629 
Val Leu Leu Ala Glu Leu Lys Gin Ala Gin Thr Leu Met Ser Ser Leu 
185 190 195 

10 ggc tga ggagaagggt gttccaggcc tgtgtggagc cgccctgccc gtatggagtc 685 
Gly 

200 

acgccctctg aactgetett egggaggcag ccctggttct aggatgetga ggccctggcc 745 

15 

eggactctgg cctcccagat ccccagctgc ctcacttctc tcttgagaac ttggctcagg 805 
gctcctgagg acctttccca gcattacctt cccttccctt gaaaggcaat tgttggctgt 865 



20 tttcataagc aggaaaaata aacagaagta taaagg 



901 



<210> 20 
<211> 199 
25 <212> PRT 

<213> Homo sapiens 



<400> 20 
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Met Arg Phe Arg Phe Cys Gly Asp Leu Asp Cys Pro Asp Trp Val Leu 
15 10 15 

Ala Glu Me Ser Thr Leu Ala Lys Met Ser Ser Val Lys Leu Arg Leu 
5 20 25 30 

Leu Cys Ser Gin Val Leu Lys Glu Leu Leu Gly Gin Gly I le Asp Tyr 
35 40 45 

10 Glu Lys Me Leu Lys Leu Thr Ala Asp Ala Lys Phe Glu Ser Gly Asp 
50 55 60 

Val Lys Ala Thr Val Ala Val Leu Ser Phe Me Leu Ser Ser Ala Ala 
65 70 75 80 

15 

Lys His Ser Val Asp Gly Glu Ser Leu Ser Ser Glu Leu Gin Gin Leu 
85 90 95 

Gly Leu Pro Lys Glu His Ala Ala Ser Leu Cys Arg Cys Tyr Glu Glu 
20 100 105 110 

Lys Gin Ser Pro Leu Gin Lys His Leu Arg Val Cys Ser Leu Arg Met 
115 120 125 



25 Asn Arg Leu Ala Gly Val Gly Trp Arg Val Asp Tyr Thr Leu Ser Ser 
130 135 140 



Ser Leu Leu Gin Ser Val Glu Glu Pro Met Val His Leu Arg L u Glu 
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145 150 155 160 

Val Ala Ala Ala Pro Gly Thr Pro Ala Gin Pro Val Ala Met Ser Leu 
165 170 175 

5 

Ser Ala Asp Lys Phe Gin Val Leu Leu Ala Glu Leu Lys Gin Ala Gin 
180 185 190 

Thr Leu Met Ser Ser Leu Gly 
10 195 

<210> 21 

<211> 1274 

15 <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
20 <222> (131). . (1111) 

<400> 21 

acagcgcgtc gcggcagccc ccaaggaaga ccagcctgcc tctggtcggt tcctggcgct 60 

25 ctgcgtttcg tgaccttgtc cagtagaagg ctatttaatt ttcacaactg cttgaatttt 120 

gacatacaag atg aag caa gat gcc tea aga aat get gec tac act gtg 169 
Met Lys Gin Asp Ala Ser Arg Asn Ala Ala Tyr Thr Val 
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10 



gat tgt gaa gat tat gtg cat gtg gta gaa ttt aat ccc ttt gag aat 217 
Asp Cys Glu Asp Tyr Val His Val Val Glu Phe Asn Pro Phe Glu Asn 
5 15 20 25 

ggg gat tea gga aac eta att gca tat ggt ggc aat aat tat gtg gtc 265 
Gly Asp Ser Gly Asn Leu lie Ala Tyr Gly Gly Asn Asn Tyr Val Val 
30 35 40 45 

10 

att ggc acg tgt acg ttt cag gaa gaa gaa gca gac gtt gaa ggc att 313 
Me Gly Thr Cys Thr Phe Gin Glu Glu Glu Ala Asp Val Glu Gly Me 
50 55 60 

15 cag tat aaa aca ctt cga aca ttt cac cat gga gtc agg gtt gat ggc 361 
Gin Tyr Lys Thr Leu Arg Thr Phe His His Gly Val Arg Val Asp Gly 
65 70 75 

ata get tgg age cca gag act aga ctt gat tea ttg cct cca gta ate 409 
20 I le Ala Trp Ser Pro Glu Thr Arg Leu Asp Ser Leu Pro Pro Val I le 
80 85 90 

aaa ttt tgt act tea get get gat atg aaa att aga tta ttt act tea 457 
Lys Phe Cys Thr Ser Ala Ala Asp Met Lys Me Arg Leu Phe Thr Ser 
25 95 100 105 



gat ctt cag gat aaa aat gaa tat aag gtt tta gag ggc cat ace gat 
Asp Leu Gin Asp Lys Asn Glu Tyr Lys Val Leu Glu Gly His Thr Asp 



505 
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110 115 120 125 

ttc att aat ggt ttg gtg ttt gat ccc aaa gaa ggc caa gaa att gca 553 
-: Phe I le Asn Gly Leu Val Phe Asp Pro Lys Glu Gly Gin Glu I le Ala 
5 130 135 140 

agt gtg agt gac gat cac acc tgc agg att tgg aac ttg gaa gga gtg 601 

Ser Val Ser Asp Asp His Thr Cys Arg I le Trp Asn Leu Glu Gly Val 

145 150 155 

10 

caa aca get cat ttt gtt ctt cat tct cct ggc atg agt gtg tgc tgg 649 

Gin Thr Ala His Phe Val Leu His Ser Pro Gly Met Ser Val Cys Trp 

160 165 170 

15 cat cct gag gag act ttt aag eta atg gtt gca gag aag aat gga aca 697 
His Pro Glu Glu Thr Phe Lys Leu Met Val Ala Glu Lys Asn Gly Thr 
175 180 185 

ate egg ttt tat gat ctt ttg gee caa cag get att tta tct ctt gaa 745 
20 I le Arg Phe Tyr Asp Leu Leu Ala Gin Gin Ala I le Leu Ser Leu Glu 
190 195 200 205 

tea gaa caa gtg cea tta atg tea gca cac tgg tgc tta aaa aac acc 793 
Ser Glu Gin Val Pro Leu Met Ser Ala His Trp Cys Leu Lys Asn Thr 
25 210 215 220 

ttc aaa gtt gga gee gtt gca gga aat gat tgg tta att tgg gat att 841 
Phe Lys Val Gly Ala Val Ala Gly Asn Asp Trp Leu lie Trp Asp Me 
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225 

act egg tec agt tat 
Thr Arg Ser Ser Tyr 
5 240 

gec tgc tta ttc agg 
Ala Cys Leu Phe Arg 
255 

10 

act ggt tat cct ggc 
Thr Gly Tyr Pro Gly 
270 



230 

cct caa aat aag aga cct 
Pro Gin Asn Lys Arg Pro 
245 

tgg tec aca att agt gaa 
Trp Ser Thr lie Ser Glu 
260 

aaa atg gca age cag ttt 
Lys Met Ala Ser Gin Phe 
275 280 



235 

gtt eac atg gat cga 889 
Val His Met Asp Arg 
250 

aat ctg ttt gca acc 937 
Asn Leu Phe Ala Thr 
265 

caa att cat cat tta 985 
Gin Me His His Leu 
285 



15 gga cac cct cag ccc ate etc atg ggt tct gta gee gtt gga tct gga 1033 

Gly His Pro Gin Pro Me Leu Met Gly Ser Val Ala Val Gly Ser Gly 
290 295 300 

ctg tec tgg cat cga act etc cct ctg tgt gta att gga gga gac cac 1081 

20 Leu Ser Trp His Arg Thr Leu Pro Leu Cys Val Me Gly Gly Asp His 
305 310 315 



aag ctg ttg ttt tgg gtg act gaa 
Lys Leu Leu Phe Trp Val Thr Glu 
25 320 325 

ttcacaaact ttgtattttt agtacatatt 



gta taa agtgttttct gtaccttaga 1131 
Val 

ttgaagaatt tctatagtac atattttgaa 1191 
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gaatttttat atcaaatata ccgtatactt tagaaaatgt ctcagttgct tttattaaat 1251 
aaaatgttga tggtttgaaa aat 1274 

5 

<210> 22 

<211> 326 

<212> PRT 

<213> Homo sapiens 

10 

<400> 22 

Met Lys Gin Asp Ala Ser Arg Asn Ala Ala Tyr Thr Val Asp Cys Glu 
15 10 15 

15 Asp Tyr Val His Val Val Glu Phe Asn Pro Phe Glu Asn Gly Asp Ser 
20 25 30 

Gly Asn Leu Me Ala Tyr Gly Gly Asn Asn Tyr Val Val Me Gly Thr 
35 40 45 

20 

Cys Thr Phe Gin Glu Glu Glu Ala Asp Val Glu Gly Me Gin Tyr Lys 
50 55 60 



Thr Leu Arg Thr Phe His His Gly Val Arg Val Asp Gly Me Ala Trp 

25 65 70 75 80 

Ser Pro Glu Thr Arg Leu Asp Ser Leu Pro Pro Val Me Lys Phe Cys 

85 90 95 
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Thr Ser Ala Ala Asp Met Lys I le Arg Leu Phe Thr Ser Asp Leu Gin 
100 105 110 

5 Asp Lys Asn Glu Tyr Lys Val Leu Glu Gly His Thr Asp Phe I le Asn 
115 120 125 

Gly Leu Val Phe Asp Pro Lys Glu Gly Gin Glu lie Ala Ser Val Ser 
130 135 140 

10 

Asp Asp His Thr Cys Arg lie Trp Asn Leu Glu Gly Val Gin Thr Ala 
145 150 155 160 

His Phe Val Leu His Ser Pro Gly Met Ser Val Cys Trp His Pro Glu 
15 165 170 175 

Glu Thr Phe Lys Leu Met Val Ala Glu Lys Asn Gly Thr I le Arg Phe 
180 185 190 

20 Tyr Asp Leu Leu Ala Gin Gin Ala lie Leu Ser Leu Glu Ser Glu Gin 
195 200 205 

Val Pro Leu Met Ser Ala His Trp Cys Leu Lys Asn Thr Phe Lys Val 
210 215 220 

25 

Gly Ala Val Ala Gly Asn Asp Trp Leu Me Trp Asp lie Thr Arg Ser 
225 230 235 240 
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Ser Tyr Pro Gin Asn Lys Arg Pro Va I His Met Asp Arg Ala Cys Leu 
245 250 255 

Phe Arg Trp Ser Thr Me Ser Glu Asn Leu Phe Ala Thr Thr Gly Tyr 
260 265 270 

Pro Gly Lys Met Ala Ser Gin Phe Gin Me His His Leu Gly His Pro 
275 280 285 

Gin Pro Me Leu Met Gly Ser Val Ala Val Gly Ser Gly Leu Ser Trp 
290 295 300 

His Arg Thr Leu Pro Leu Cys Val I le Gly Gly Asp His Lys Leu Leu 
305 310 315 320 

Phe Trp Val Thr Glu Val 

325 



<210> 23 
<211> 1000 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222>. (33) . . (185) 
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<400> 23 

cttttcgagg taggagtcga ctcctgtgag 

5 

rtg tgg etc tgg ata gca cct tat 
Val Trp Leu Trp lie Ala Pro Tyr 
10 15 

10 atg aga ata get act gaa gtc eta 
Met Arg Me Ala Thr Glu Val Leu 
25 30 

tgg cac aca ggc att aga cag aaa 
15 Trp His Thr Gly lie Arg Gin Lys 
40 45 

tccaacttgc ctggaecagc ttaatggttc 

20 acttgettgg gtaaggacat gaagacagtt 

attgatgtta acgttaattg attgagctac 

tgggaatctc tctgagaaag aaaatggaga 

25 

atcttttaga aatccaccta ttactaccta 
tggagagtcg gcttgactac actgtgtgga 



60/360 



gt atg gtg ctg ggt gca gat gca 53 
Met Val Leu Gly Ala Asp Ala 
1 5 

gga cag ttg tgt ccc caa gga agg 101 
Gly Gin Leu Cys Pro Gin Gly Arg 
20 

aag age aag cct aac tea age cat 149 
Lys Ser Lys Pro Asn Ser Ser His 
35 

get gga agt tga aatggtggag 195 
Ala Gly Ser 
50 

tgctcctggt aacgttttta tccatggatg 255 
cctgtcatac cttttaaagg tacatgtttt 315 
tgttagtgat gattttaaaa ttaaagcaga 375 
ttaatcttaa actgaaacag tagttgggaa 435 
ttggtaaagg agattaaatt tctacaggta 495 
gcaagtttta aagaagcaaa ggactcagaa 555 
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ttcatgattg aagaaatgca ggcagacctg ttatcctaaa ctaggtgagt cagcttttgg 615 
tacatgtgat gattttcagt gtaaccaatg atgtaatgat tctgccaaat gaaatataat 675 
gatatcactg taaaaccgtt ccattttgat tctgaggtta ctctactaac aagcatcaca 735 
catttgtatt ttgccctgat taatatgttg gcttcgcttt cagggttttt aatgaccaca 795 
acaagcaagc atgcagctta ctgcttgaaa gggtcttgcc tcacccaagc tagagtgcag 855 
tggcctttga agcttactac agcctcaaac ttctgggctc aagtgatcct cagcctccca 915 
gtggtctttg tagactgcct gatggagtct catggcacaa gaagattaaa acagtgtctc 975 
caattttaat aaatttttgc aatcc 1000 

<210> 24 
<211> 50 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Val Leu Gly Ala Asp Ala Val Trp Leu Trp Me Ala Pro Tyr Gly 
15 10 15 

Gin Leu Cys Pro Gin Gly Arg Met Arg I le Ala Thr Glu Val Leu Lys 
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20 25 30 

Ser Lys Pro Asn Ser Ser His Trp His Thr Gly I le Arg Gin Lys Ala 
35 40 45 

Gly Ser 
50 

<210> 25 

<211> 1087 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (558) 

<400> 25 

agcttccggg tttcctgggc tactacg atg gcg atg agt ttc gag tgg ccg tgg 54 

Met Ala Met Ser Phe Glu Trp Pro Trp 
1 5 

cag tat cgc ttc cca ccc ttc ttt acg tta caa ccg aat gtg gac act 102 
Gin Tyr Arg Phe Pro Pro Phe Phe Thr Leu Gin Pro Asn Val Asp Thr 
10 15 20 25 



egg cag aag cag ctg gec gec tgg tgc teg ctg gtc ctg tec ttc tgc 150 
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Arg Gin Lys Gin Leu Ala Ala Trp Cys Ser Leu Val Leu Ser Phe Cys 
30 35 40 

cgc ctg cac aaa cag tec age atg acg gtg atg gaa get cag gag age 198 
5 Arg Leu His Lys Gin Ser Ser Met Thr Val Met Glu Ala Gin Glu Ser 
45 50 55 

ccg etc ttc aac aac gtc aag eta cag cga aag ctt cct gtg gag teg 246 
Pro Leu Phe Asn Asn Val Lys Leu Gin Arg Lys Leu Pro Val Glu Ser 
10 60 65 70 

ate cag att gta tta gag gaa ctg agg aag aaa ggg aac etc gag tgg 294 
Me Gin lie Val Leu Glu Glu Leu Arg Lys Lys Gly Asn Leu Glu Trp 
75 80 85 

15 

ttg gat aag age aag tec age ttc ctg ate atg tgg egg agg cca gaa 342 
Leu Asp Lys Ser Lys Ser Ser Phe Leu I le Met Trp Arg Arg Pro Glu 
90 95 100 105 

20 gaa tgg ggg aaa etc ate tat cag tgg gtt tec agg agt ggc cag aac 390 
Glu Trp Gly Lys Leu Me Tyr Gin Trp Val Ser Arg Ser Gly Gin Asn 
110 115 120 

aac tec gtc ttt ace ctg tat gaa ctg act aat ggg gaa gac aca gag 438 
25 Asn Ser Val Phe Thr Leu Tyr Glu Leu Thr Asn Gly Glu Asp Thr Glu 
125 130 135 

gat gag gag ttc cac ggg ctg gat gaa gee act eta ctg egg get ctg 486 
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Asp Glu Glu Phe His Gly Leu Asp Glu Ala Thr Leu Leu Arg Ala Leu 
140 145 150 

cag gcc eta cag cag gag cac aajg gec gag ate ate act gtc age gat 534 
5 Gin Ala Leu Gin Gin Glu His Lys Ala Glu Me Me Thr Val Ser Asp 
155 160 165 

ggc cga ggc gtc aag ttc ttc tag cagggacctg tctcccttta cttcttacct 588 
Gly Arg Gly Val Lys Phe Phe 
10 170 175 

cccacctttc cagggctttc aaaaggagac agacccagtg tcccccaaag actggatctg 648 

tgactccacc agactcaaaa ggactccagt cctgaaggct gggacctggg gatgggtttc 708 

15 

tcacacccca tatgtctgtc ccttggatag ggtgaggctg aagcaccagg gagaaaatat 768 

gtgettctte tcgccctacc tcctttccca tcctagactg tccttgagcc agggtctgta 828 

20 aacctgacac tttatatgtg ttcacacatg taagtacata cacacatgcg cctgcagcac 888 

atgcttctgt ctcctcctcc tcccacccct ttagctgctg ttgcctccct tctcaggctg 948 

gtgctggatc cttcctaggg gatgggggaa gccctggctg caggcagcct tccaggcaat 1008 

25 

atgaagatag gaggcccacg ggcctggcag tgagaggtgt ggccccacac cgatttatga 1068 



tattaaaatc tcaaetccc 



1087 
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<210> 26 

<211> 176 

5 <212> PRT 

<213> Homo sapiens 

<400> 26 

Met Ala Met Ser Phe Glu Trp Pro Trp Gin Tyr Arg Phe Pro Pro Phe 
10 1 5 10 15 

Phe Thr Leu Gin Pro Asn Val Asp Thr Arg Gin Lys Gin Leu Ala Ala 
20 25 30 

15 Trp Cys Ser Leu Val Leu Ser Phe Cys Arg Leu His Lys Gin Ser Ser 
35 40 45 

Met Thr Val Met Glu Ala Gin Glu Ser Pro Leu Phe Asn Asn Val Lys 

50 55 ' : 60 

20 

Leu Gin Arg Lys Leu Pro Val Glu Ser Me Gin Me Val Leu Glu Glu 
65 70 75 80 

Leu Arg Lys Lys Gly Asn Leu Glu Trp Leu Asp Lys Ser Lys Ser Ser 
25 85 90 95 



Phe Leu I le Met Trp Arg Arg Pro Glu Glu Trp Gly Lys Leu I le Tyr 
100 105 110 
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Gin Trp Val Ser Arg Ser Gly Gin Asn Asn Ser Val Phe Thr Leu Tyr 
115 120 125 

5 Glu Leu Thr Asn Gly Glu Asp Thr Glu Asp Glu Glu Phe His Gly Leu 
130 135 140 

Asp Glu Ala Thr Leu Leu Arg Ala Leu Gin Ala Leu Gin Gin Glu His 
145 150 155 160 

10 

Lys Ala Glu lie lie Thr Val Ser Asp Gly Arg Gly Val Lys Phe Phe 
165 170 175 



15 <210> 27 
<211> 703 
<212> DNA 

<213> Homo sapiens 

20 <220> 

<221> CDS 

<222> (67) . . (222) 

<400> 27 

25 cgggcgcgag gcggccaccg tggagagcag agcgcggcgg ctggaagctg ctaagtcaga 60 

gccgcg atg ttc egg att gag ggc etc gcg ccg aag ctg gac ccg gag 10: 
M t Phe Arg I le Glu Gly Leu Ala Pro Lys Leu Asp Pro Glu 
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1 5 10 

gag atg aaa egg aag atg cgc gag gat gtg ate tec tec ata egg aac 156 
Glu Met Lys Arg Lys Met Arg Glu Asp Val Me Ser Ser I le Arg Asn 
5 15 20 25 30 

ttt etc ate tac gtg gee etc ctg cga gtc act cca ttt ate tta aag 204 
Phe Leu lie Tyr Val Ala Leu Leu Arg Val Thr Pro Phe Me Leu Lys 
35 40 45 

10 

aaa ttg gac age ata tga agacaggaca tcacatatga atgeacgata 252 
Lys Leu Asp Ser Me 
50 

15 tgaagagect ggttacagtt tcgactcctc tetgeaagtg aataggecca gaaaggtgta 312 
agagactctt tgaatggaca taaaattctg cttgttaaga acaagtttgg ctctggtaac 372 
tgaccttcaa agctaaaata taaaactatt tgggaagtat gaaacgatgt ctegtgatet 432 

20 

ggtgtaccct tatccctgtg acgtttggcc cctgacaata ctggtataat tgtaaataat 492 
gtcaaactcc gttttctagc aagtattaag ggagctgtgt ctgaaatggc actgtcttgt 552 
25 cagtcatttc tgtttacctt tttcttctgc ccagagtgta tttgtgaaga gtctcttata 612 
ttatgttttg tggaaatcag cacacaacca caatgacatt taagcacagg atcattatta 672 
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gtctatgttt ttaataaaca tatcaattaa g 



703 



<210> 28 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Phe Arg Me Glu Gly Leu Ala Pro Lys Leu Asp Pro Glu Glu Met 
1 5 10 15 

Lys Arg Lys Met Arg Glu Asp Val I le Ser Ser I le Arg Asn Phe Leu 
20 25 30 

lie Tyr Val Ala Leu Leu Arg Val Thr Pro Phe He Leu Lys Lys Leu 
35 40 45 

Asp Ser lie 
50 



<210> 29 

<211> 921 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (204). . (776) 

<400> 29 

5 ctcccccggc gcggtccgcc aggccagtgc cctcagcatc tccaccccga ggtggtttga 60 
actttgagcc ttttgtagtc ctgatgaata atttcatttt cctcaagttt atgacactcg 120 
gaacgtcaag aactggaggt ttgtgcaatt tgagaccggt cggcactgtg cagagatcag 180 

10 

agtactaaga gacagagatt aaa atg get tec aga gga aag aca gag aca age 233 

Met Ala Ser Arg Gly Lys Thr Glu Thr Ser 
1 5 10 

aat tta gaa gaa cag ttg gat aga etc atg caa caa 281 
Asn Leu Glu Glu Gin Leu Asp Arg Leu Met Gin Gin 
15 20 25 

ctg gag gaa tgc aga gag gaa ctt gat aca gat gaa tat 329 
Leu Glu Glu Cys Arg Glu Glu Leu Asp Thr Asp Glu Tyr 
30 35 40 

gaa gaa acc aaa aag gaa act ctg gag caa eta agt gaa ttt aat gat 377 
Glu Glu Thr Lys Lys Glu Thr Leu Glu Gin Leu Ser Glu Phe Asn Asp 
25 45 50 55 

tea eta aag aaa att atg tct gga aat atg act ttg gta gat gaa eta 425 
Ser Leu Lys Lys II Met Ser Gly Asn Met Thr Leu Val Asp Glu Leu 



15 aaa tta aag cag 
Lys Leu Lys Gin 



tta caa gat 
20 Leu Gin Asp 
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60 65 70 

agt gga atg cag ctg get att cag gca get ate age cag gee ttt aaa 473 

Ser Gly Met Gin Leu Ala Me Gin Afa Ala lie Ser Gin Ala Phe Lys 
5 75 80 85 90 

ace cca gag gtc ate aga ttg ttt gca aag aaa caa cca ggt cag ctt 521 

Thr Pro Glu Val Me Arg Leu Phe Ala Lys Lys Gin Pro Gly Gin Leu 
95 100 105 

10 

egg aca agg tta gca gag atg gat aga gat ctg atg gta gga aag ctg 569 

Arg Thr Arg Leu Ala Glu Met Asp Arg Asp Leu Met Val Gly Lys Leu 
110 115 120 

15 gaa aga gac ctg tac act caa cag aaa gtg gag at a eta aca get ctt 617 

Glu Arg Asp Leu Tyr Thr Gin Gin Lys Val Glu Me Leu Thr Ala Leu 
125 130 135 

agg aaa ctt gga gag aag ctg act gca gat gat gag gee ttc ttg tea 665 

20 Arg Lys Leu Gly Glu Lys Leu Thr Ala Asp Asp Glu Ala Phe Leu Ser 
140 145 150 

gca aat gca ggt get at a etc age cag ttt gag aaa gtc tct aca gac 713 

Ala Asn Ala Gly Ala I le Leu Ser Gin Phe Glu Lys Val Ser Thr Asp 
25 155 160 165 170 

ctt ggc tct gga gac aaa att ctt get ctg gca agt ttt gag gtt gaa 761 
Leu Gly Ser Gly Asp Lys I le L u Ala Leu Ala Ser Phe Glu Val Glu 
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175 180 185 

aaa aca aaa aaa tga catggtgcag aagcttgtaa cattgatcac attcttaatg 816 
Lys Thr Lys Lys 
5 190 

taaatggtgt ctttcttctg gggttttcag ttattgcaaa gaaatgaaga gattctggaa 876 

atgcatcaat aacctaagaa aaagcgacat aaaaatatac ttatg 921 

10 

<210> 30 
<211> 190 
<212> PRT 
15 <213> Homo sapiens 

<400> 30 

Met Ala Ser Arg Gly Lys Thr GIu Thr Ser Lys Leu Lys Gin Asn Leu 
1 5 10 15 

20 

GIu GIu Gin Leu Asp Arg Leu Met Gin Gin Leu Gin Asp Leu GIu GIu 
20 25 30 

Cys Arg GIu GIu Leu Asp Thr Asp GIu Tyr GIu GIu Thr Lys Lys GIu 
25 35 40 45 



Thr Leu GIu Gin Leu Ser GIu Phe Asn Asp Ser Leu Lys Lys I le Met 
50 55 60 
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Ser G!y Asn Met Thr Leu Val Asp Glu Leu Ser Gly Met Gin Leu Ala 
65 70 75 80 

5 I le Gin Ala Ala I le Ser Gin Ala Phe Lys Thr Pro Glu Val I le Arg 

85 90 95 



10 



Leu Phe Ala Lys Lys Gin Pro Gly Gin Leu Arg Thr Arg Leu Ala Glu 
100 105 110 

Met Asp Arg Asp Leu Met Val Gly Lys Leu Glu Arg Asp Leu Tyr Thr 
115 120 125 



Gin Gin Lys Val Glu Me Leu Thr Ala Leu Arg Lys Leu Gly Glu Lys 
15 130 135 .140 

Leu Thr Ala Asp Asp Glu Ala Phe Leu Ser Ala Asn Ala Gly Ala lie 
145 150 155 160 

20 Leu Ser Gin Phe Glu Lys Val Ser Thr Asp Leu Gly Ser Gly Asp Lys 

165 170 175 



Me Leu Ala Leu Ala Ser Phe Glu Val Glu Lys Thr Lys Lys 
180 185 190 



25 



<210>. 31 
<211> 584 



WO 01/42302 
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<212> DNA 

<213> Homo sapiens 

<220> 
5 <221> CDS 

<222> (41). . (418) 

<400> 31 

ttttttccgg ttccggcctg gcgagagttt gtgcggcgac atg aaa ctg ctt acc 55 

10 Met Lys Leu Leu Thr 

1 5 

cac aat ctg ctg age teg cat gtg egg ggg gtg ggg tec cgt ggc ttc 103 

His Asn Leu Leu Ser Ser His Val Arg Gly Val Gly Ser Arg Giy Phe 
15 10 15 20 

ccc ctg cgc etc cag gee acc gag gtc cgt ate tgc cct gtg gaa ttc 151 
Pro Leu Arg Leu Gin Ala Thr Glu Val Arg Me Cys Pro Val Glu Phe 
25 30 35 

20 

aac ccc aac ttc gtg gcg cgt atg ata cct aaa gtg gag tgg teg gcg 199 
Asn Pro Asn Phe Val Ala Arg Met I le Pro Lys Val Glu Trp Ser Ala 
40 45 50 

25 ttc ctg gag gcg gee gat aac ttg cgt ctg ate cag gtg ccg aaa ggg 247 
Phe Leu Glu Ala Ala Asp Asn Leu Arg Leu Me Gin Val Pro Lys Gly 
55 60 65 
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ccg gtt gag gga tat gag gag aat 
Pro Val GIu Gly Tyr Glu Glu Asn 
70 75 

5 cac ctg ctg ctg gag gtg gaa gtg 
His Leu Leu Leu Glu Val Gtu Val 
90 

gaa tct gga cgt atg ttc ccc ate 
10 Glu Ser Gly Arg Met Phe Pro I le 
105 

ctg agt gaa gag gaa act gag agt 
Leu Ser Glu Glu Glu Thr Glu Ser 
15 120 125 

tcttgttatg actgtgtatt tttgttgatc 

atccccaacc cttgacccaa tgacaccaaa 

20 

ttttttctca ttaaaggttt aaaacc 



gag gag ttt ctg agg acc atg cac 295 
Glu Glu Phe Leu Arg Thr Met His 
80 85 

ata gag ggc acc ctg cag tgc ccg 343 
Me Glu Gly Thr Leu Gin Cys Pro 
95 100 

age cgc ggg ate ccc aac atg ctg 391 
Ser Arg Gly Me Pro Asn Met Leu 
110 115 

tga ttgtgccagg cgccagtttt 438 



tataccctgt ttccgaattc tgccgtgtgt 498 
cacagtgttt ttgagctegg tattatatat 558 

584 



<210> 32 
25 <211> 125 
<212> PRT 

<213>. Homo sapiens 
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<400> 32 

Met Lys Leu Leu Thr His Asn Leu Leu Ser Ser His Val Arg Gly Val 
15 10 15 

5 Gly Ser Arg Gly Phe Pro Leu Arg Leu Gin Ala Thr Glu Val Arg lie 
20 25 30 

Cys Pro Val Glu Phe Asn Pro Asn Phe Val Ala Arg Met Me Pro Lys 
35 40 45 

10 

Val Glu Trp Ser Ala Phe Leu Glu Ala Ala Asp Asn Leu Arg Leu lie 
50 55 60 

Gin Val Pro Lys Gly Pro Val Glu Gly Tyr Glu Glu Asn Glu Glu Phe 
15 65 70 75 80 

Leu Arg Thr Met His His Leu Leu Leu Glu Val Glu Val Me Glu Gly 
85 90 95 

20 Thr Leu Gin Cys Pro Glu Ser Gly Arg Met Phe Pro Me Ser Arg Gly 
100 105 1 10 

I le Pro Asn Met Leu Leu Ser Glu Glu Glu Thr Glu Ser 
115 120 125 

25 

<210>. 33 
<211> 875 



20 
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51 



<212> DNA 

<213> Homo sapiens 

<220> 
5 <221> CDS 

<222> (25) . . (555) 

<400> 33 

ctttgcgcgg cacctggcga caaa atg get gec cga ggg aga egg gcg gag 

10 Met Ala Ala Arg Gly Arg Arg Ala Glu 

1 5 



cct cag ggc egg gag get ccg ggc ccc gcg ggc ggt ggc ggt ggc ggg 99 
Pro Gin Gly Arg Glu Ala Pro Gly Pro Ala Gly Gly Gly Gly Gly Gly 
15 10 15 20 25 

age cgt tgg get gag teg gga teg ggg acg teg ccc gag age ggg gac 147 
Ser Arg Trp Ala Glu Ser Gly Ser Gly Thr Ser Pro Glu Ser Gly Asp 
30 ' " 35 40 



gag gag gtg teg ggc gcg ggt teg age ccg gtg teg ggc ggc gtg aac 195 
Glu Glu Val Ser Gly Ala Gly Ser Ser Pro Val Ser Gly Gly Val Asn 
45 50 55 



25 



ttg ttc gee aac gac ggc age ttc ctg gag ctg ttc aag egg aag atg 
Leu Phe Ala Asn Asp Gly Ser Phe Leu Glu Leu Phe Lys Arg Lys Met 
60 65 70 
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gag gag gag cag egg cag egg cag gag gag ccg ccc ccg ggt ccg cag 291 
Glu Glu Glu Gin Arg Gin Arg Gin Glu Glu Pro Pro Pro Gly Pro Gin 
75 80 85 

5 cga ccc gac cag teg gec gec gec get ggc ccc ggg gat ccg aag agg 339 
Arg Pro Asp Gin Ser Ala Ala Ala Ala Gly Pro Gly Asp Pro Lys Arg 
90 95 100 105 



aag ggc ggt ccg ggc tec aca ctt age ttc gtg ggc aaa cgc aga ggc 387 
10 Lys Gly Gly Pro Gly Ser Thr Leu Ser Phe Val Gly Lys Arg Arg Gly 

110 115 . 120 

ggg aac aaa eta gec etc aag acg gga ata gta gec aag aag cag aag 435 
Gly Asn Lys Leu Ala Leu Lys Thr Gly Me Val Ala Lys Lys Gin Lys 
15 125 130 135 

acg gag gat gag gta tta aca agt aaa ggt gac gcg tgg gee aag tac 483 
Thr Glu Asp Glu Val Leu Thr Ser Lys Gly Asp Ala Trp Ala Lys Tyr 
140 145 150 

20 

atg gca gaa gtg aaa aag tac aaa get cac cag tgc ggt gac gat gat 531 
Met Ala Glu Val Lys Lys Tyr Lys Ala His Gin Cys Gly Asp Asp Asp 
155 160 165 

25 aaa act egg ccc ctg gtg aaa tga cgcccctccc ccacctgccc atggcctggg 585 
Lys Thr Arg Pro Leu Val Lys 
170 ■ 175 
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actctctgcg atgtacataa ctatttaatg cagcggcagc ggcgacagcc ttccctgaga 645 
ggacttaaaa gcagaaggaa accgagatgc ttcccgcagc cgtggacgat tctccaggac 705 
5 tcttttttta ccttgagcac ttgcctcgtg agacttcata gaacagtggt ttactgtccc 765 
ccccttctca cctcctcatt ctctctggct ctttctgtct tcctcttctc accctcctcc 825 
ctccccttag ccatcacttc tgggaagtaa agaacttgac ttagtgccgg 875 

10 

<210> 34 
<211> 176 
<212> PRT 
15 <213> Homo sapiens 

<400> 34 

Met Ata Ala Arg Gly Arg Arg Ala Glu Pro Gin Gly Arg Glu Ala Pro 

1 5 " " 10 15 

20 

Gly Pro Ala Gly Gly Gly Gly Gly Gly Ser Arg Trp Ala Glu Ser Gly 
20 25 30 

Ser Gly Thr Ser Pro Glu Ser Gly Asp Glu Glu Val Ser Gly Ala Gly 
25 35 40 45 

Ser S r Pro Val Ser Gly Gly Val Asn Leu Phe Ala Asn Asp Gly Ser 
50 55 60 
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Phe Leu Glu Leu Phe Lys Arg Lys Met Glu Glu G!u Gin Arg Gin Arg 
65 70 75 80 

5 Gin Glu Glu Pro Pro Pro Gly Pro Gin Arg Pro Asp Gin Ser Ala Ala 

85 90 95 

Ala Ala Gly Pro Gly Asp Pro Lys Arg Lys Gly Gly Pro Gly Ser Thr 
100 105 110 

10 

Leu Ser Phe Val Gly Lys Arg Arg Gly Gly Asn Lys Leu Ala Leu Lys 
115 120 125 

Thr Gly I le Val Ala Lys Lys Gin Lys Thr Glu Asp Glu Val Leu Thr 
15 130 135 140 

Ser Lys Gly Asp Ala Trp Ala Lys Tyr Met Ala Glu Val Lys Lys Tyr 
. 145 150 155 160 



20 Lys Ala His Gin Cys Gly Asp Asp Asp Lys Thr Arg Pro Leu Val Lys 

165 170 175 



<210> 35 
25 <211> 470 
<212> DNA 
<213>. Homo sapi ns 
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<220> 
<221> CDS 

<222> (216). . (374) 
<400> 35 

cttagtcgtg tgtacatcat tgggaatgga gggaaataaa tgactggatg gtcgctgctt 60 

tttaagtttc aaattgacat tccagacaag cggtgcctga gcccgtgcct gtcttcagat 120 

cttcacagca cagttcctgg gaaggtggag ccaccagcct ctccttgaat aactgggaga 180 

tgaaacagga agctctatga cacacttgat cgaat atg aca gac acc gaa aat 233 

Met Thr Asp Thr Glu Asn 
1 5 

cac gac tea gec ccc tec age acc tct acc tgt tgc ccg ccg ate aca 281 
His Asp Ser Ala Pro Ser Ser Thr Ser Thr Cys Cys Pro Pro I le Thr 
10 15 20 

gee gga atg cag ctg aaa gat tec ctg ggg cct ggt tec aac cgc cca 329 
Ala Gly Met Gin Leu Lys Asp Ser Leu Gly Pro Gly Ser Asn Arg Pro 
25 30 35 

°tg tgg act ctg agg cct ctg cat ttg tgg gtg gtc tgc ctg tga 374 
Leu Trp Thr Leu Arg Pro Leu His Leu Trp Val Val Cys Leu 
40 45 50 



tattttggtc atgggctggt ctggtcggtt tcccatttgt ctggccagtc tctatgtgtc 434 
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ttaatccctt gtccttcatt aaaagcaaaa ctaaag 470 



5 <210> 36 
<211> 52 
<212> PRT 

<213> Homo sapiens 
10 <400> 10 

Met Thr Asp Thr Glu Asn His Asp Ser Ala Pro Ser Ser Thr Ser Thr 
15 10 15 

Cys Cys Pro Pro I le Thr Ala Gly Met Gin Leu Lys Asp Ser Leu Gly 
15 20 25 30 

Pro Gly Ser Asn Arg Pro Leu Trp Thr Leu Arg Pro Leu His Leu Trp 
35 40 45 

20 Val Val Cys Leu 
50 



<210> 37 
25 <211> 2920 
<212> DNA 
<213>. Homo sapiens 
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<220> 

<221> CDS 

<222> (73) . . (2652) 

5 <400> 37 

aggtacagcg gcggtttctg aggttcttca ctcgcgactg acggagctgc ggtggcgtct 60 

ccacacgcaa cc atg aag ttg aag gac aca aaa tea agg cca aag cag tea 1 1 1 
Met Lys Leu Lys Asp Thr Lys Ser Arg Pro Lys Gin Ser 
10 1 5 10 

age tgt ggc aaa ttt cag aca aag gga ate aaa gtt gtg gga aaa tgg 159 

Ser Cys Gly Lys Phe Gin Thr Lys Gly lie Lys Va I Val Gly Lys Trp 

15 20 25 

15 

aag gaa gtg aag att gac cca aat atg ttt gca gat gga cag atg gat 207 

Lys Glu Val Lys Me Asp Pro Asn Met Phe Ala Asp Gly Gin Met Asp 

30 35 40 45 

20 gac ttg gtg tgc ttt gag gaa ttg aca gat tac cag ttg gtc tec cct 255 
Asp Leu Val Cys Phe Glu Glu Leu Thr Asp Tyr Gin Leu Val Ser Pro 
50 55 60 

gee aag aat ccc tec agt etc ttc tea aag gaa gca ccc aag aga aag 303 
25 Aia Lys Asn Pro Ser Ser Leu Phe Ser Lys Glu Ala Pro Lys Arg Lys 
65 70 75 



gca caa get gtt tea gaa gaa gag gag gag gag gag gga aag tct age 



351 



WO 01/42302 



83/360 



PCT/JP00/08631 



Ala Gin Ala Vai Ser Glu Glu Glu Glu Glu Glu Glu Gly Lys Ser Ser 
80 85 90 

tea cca aag aaa aag ate- aag ttg aag aaa agt aaa aat gta gca act 399 
Ser Pro Lys Lys Lys I le Lys Leu Lys Lys Ser Lys Asn Val Ala Thr 
95 100 105 

gaa gga acc agt acc cag aaa gaa ttt gaa gtg aaa gat cct gag ctg 447 
Glu Gly Thr Ser Thr Gin Lys Glu Phe Glu Val Lys Asp Pro Glu Leu 
110 115 120 125 

gag gec cag gga gat gac atg gtt tgt gat gat ccg gag get ggg gag 495 
Glu Ala Gin Gly Asp Asp Met Val Cys Asp Asp Pro Glu Ala Gly Glu 
130 135 140 

atg aca tea gaa aac ctg gtc caa act get cca aaa aag aag aaa aat 543 
Met Thr Ser Glu Asn Leu Val Gin Thr Ala Pro Lys Lys Lys Lys Asn 
145 150 155 

aaa ggg aaa aaa ggg ttg gag cct tct cag age act get gee aag gtg 591 
Lys Gly Lys Lys Gly Leu Glu Pro Ser Gin Ser Thr Ala Ala Lys Val 
160 165 170 

ccc aaa aaa gcg aag aca tgg att cct gaa gtt cat gat cag aaa gca 639 
Pro Lys Lys Ala Lys Thr Trp lie Pro Glu Val His Asp Gin Lys Ala 
175 180 185 

gat gtg tea get tgg aag gac ctg ttt gtt ccc agg ccg gtt etc cga 687 
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Asp Val Ser Ala Trp Lys Asp Leu 
190 195 

gca etc age ttt eta ggc ttc tct 
5 Ala Leu Ser Phe Leu Gly Phe Ser 

210 



Phe Val Pro Arg Pro Val Leu Arg 
200 205 

gca ccc aca cca ate caa gee ctg 735 
Ala Pro Thr Pro lie Gin Ala Leu 
215 220 



acc ttg gca cct gec ate cgt gac aaa ctg gac ate ctt ggg get get 783 

Thr Leu Ala Pro Ala lie Arg Asp Lys Leu Asp Me Leu Gly Ala Ala 

10 225 230 235 

gag aca gga agt ggg aaa act ctt gec ttt gec ate cca atg att cat 831 

Glu Thr Gly Ser Gly Lys Thr Leu Ala Phe Ala Me Pro Met Me His 

240 245 250 

15 

gcg gtg ttg cag tgg cag aag agg aat get gee cct cct cca agt aac 879 

Afa Val Leu Gin Trp Gin Lys Arg Asn Ala Ala Pro Pro Pro Ser Asn 

255 260 265 

20 acc gaa gca cca cct gga gag ace aga act gag gee gga get gag act 927 

Thr Glu Ala Pro Pro Gly Glu Thr Arg Thr Glu Ala Gly Ala Glu Thr 

270 275 280 285 



aga tea cca ggc aag get gaa get gag tct gat gca ttg cct gac gat 975 
25 Arg Ser Pro Gly Lys Ala Glu Ala Glu Ser Asp Ala Leu Pro Asp Asp 

290 295 300 



act gta att gag agt gaa gca ctg ccc agt gat att gca gec gag gec 



1023 
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Thr Val Me Glu Ser Glu Ala Leu Pro Ser Asp Me Ala Ala Glu Ala 
305 310 315 

aga gcc aag act gga ggc act gtc tea gac cag gcg ttg etc ttt ggt 1071 
5 Arg Ala Lys Thr Gly Gly Thr Val Ser Asp Gin Ala Leu Leu Phe Gly 
320 325 330 

gac gat gat get ggt gaa ggg cct tct tec ctg ate agg gag aaa cct 1119 
Asp Asp Asp Ala Gly Glu Gly Pro Ser Ser Leu Me Arg Glu Lys Pro 
10 335 340 345 

gtt ccc aaa cag aat gag aat gag gag gaa aat ctt gat aaa gag cag 1167 

Val Pro Lys Gin Asn Glu Asn Glu Glu Glu Asn Leu Asp Lys Glu Gin 
350 355 360 365 

15 

act gga aat eta aaa cag gag ttg gat gac aaa age gcc acc tgt aag 1215 

Thr Gly Asn Leu Lys Gin Glu Leu Asp Asp Lys Ser Ala Thr Cys Lys 
370 375 380 

20 gca tat cca aag cgt cct ctg ctt gga ctg gtt ctg act ccc act cga 1263 
Ala Tyr Pro Lys Arg Pro Leu Leu Gly Leu Val Leu Thr Pro Thr Arg 
385 390 395 

gag ctg gcc gtc cag gtc aaa cag cac att gat get gtg gcc agg ttt 1311 
25 Glu Leu Ala Val Gin Val Lys Gin His Me Asp Ala Val Ala Arg Phe 
400 405 410 



aca gga att aaa act get att ttg gtt ggt gga atg tec acg cag aaa 



1359 
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Thr Gly I le Lys Thr Ala I le Leu 
415 420 

cag cag agg atg ctg aac cgt cgt 
5 Gin Gin Arg Met Leu Asn Arg Arg 
430 435 

ggc egg ctg tgg gaa tta att aaa 
Gly Arg Leu Trp Glu Leu I le Lys 
10 450 



Val Gly Gly Met Ser Thr Gin Lys 
425 

cct gag att gtg gtt get act cca 1407 
Pro Glu He Val Val Ala Thr Pro 
440 445 

gaa aag cat tat cat ttg agg aac 1455 
Glu Lys His Tyr His Leu Arg Asn 
455 460 



ctt egg cag etc agg tgc 
Leu Arg Gin Leu Arg Cys 
465 

15 

gag aaa ggc cat ttt get 
Glu Lys Gly His Phe Ala 
480 

20 gac tec caa tac aac cca 
Asp Ser Gin Tyr Asn Pro 
495 



ctg gta gtg gat gag get 
Leu Val Val Asp Glu Ala 
470 

gag etc tea cag ctg eta 
Glu Leu Ser Gin Leu Leu 
485 

aag aga caa acg ctt gtt 
Lys Arg Gin Thr Leu Val 
500 505 



gac egg atg gtt 1503 
Asp Arg Met Val 
475 

gag atg etc aat 1551 

Glu Met Leu Asn 

490 

ttt tct gee aca 1599 
Phe Ser Ala Thr 



etc ace ctg gtg cat cag get cct get cga ate ctt cat aag aag cae 1647 
25 Leu Thr Leu Val His Gin Ala Pro Ala Arg lie Leu His Lys Lys His 
510 515 520 525 



ace aag aaa atg gat aaa aca gec aaa ctt gac etc ctt atg cag aaa 1695 
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Thr Lys Lys Met Asp Lys Thr Ala Lys Leu Asp Leu Leu Met Gin Lys 
530 535 540 

att ggc atg agg ggc aag ccc aag gtc att gac etc aca agg aat gag 1743 
5 I le Gly Met Arg Gly Lys Pro Lys Val Me Asp Leu Thr Arg Asn Glu 
545 550 555 

gec acg gtg gag acg eta aca gag acc aag ate cat tgt gag act gat 1791 
Ala Thr Val Glu Thr Leu Thr Glu Thr Lys lie His Cys Glu Thr Asp 
10 560 565 570 

gag aaa gac ttc tac ttg tac tac ttc ctg atg cag tat cca ggc cgc 1839 

Glu Lys Asp Phe Tyr Leu Tyr Tyr Phe Leu Met Gin Tyr Pro Gly Arg 
575 580 585 

15 

age tta gtg ttt gec aac agt ate tec tgc ate aaa cgc etc tct ggg 1887 

Ser Leu Val Phe Ala Asn Ser I le Ser Cys I le Lys Arg Leu Ser Gly 
590 595 600 605 

20 etc etc aaa gtc ctt gat ate atg ccc ttg acc ctg cat gec tgt atg 1935 
Leu Leu Lys Val Leu Asp I le Met Pro Leu Thr Leu His Ala Cys Met 
610 615 620 

cac cag aag cag agg etc aga aac ctg gag cag ttt gee cgt ctg gaa 1983 
25 H is Gtn Lys Gin Arg Leu Arg Asn Leu Glu Gin Phe Ala Arg Leu Glu 
625 630 635 



gac tgt gtt etc ttg gca aca gat gtg gca get egg ggt ctg gat att 2031 
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Asp Cys Val Leu Leu Ala Thr Asp Val Ala Ala Arg Gly Leu Asp I le 
640 645 650 



cct aaa gtc cag cat gtc ate cat tac cag gtc cca cgt acc teg gag 2079 
5 Pro Lys Val Gin His Val lie His Tyr Gin Val Pro Arg Thr Ser Glu 
655 660 665 

att tat gtc cac cga agt ggt cga act get cga get acc aat gaa ggc 2127 
He Tyr Val His Arg Ser Gly Arg Thr Ala Arg Ala Thr Asn Glu Gly 
10 670 675 680 685 

etc agt ctg atg etc att ggg cct gag gat gtg ate aac ttt aag aag 2175 
Leu Ser Leu Met Leu I le Gly Pro Glu Asp Val I le Asn Phe Lys Lys 
690 695 700 

15 

att tac aaa acg etc aag aaa gat gag gat ate cca ctg ttc ccc gtg 2223 
Me Tyr Lys Thr Leu Lys Lys Asp Glu Asp I le Pro Leu Phe Pro Val 
705 710 715 

20 cag aca aaa tac atg gat gtg gtc aag gag cga ate cgt tta get cga 2271 
Gin Thr Lys Tyr Met Asp Val Val Lys Glu Arg lie Arg Leu Ala Arg 
720 725 730 

cag att gag aaa tct gag tat egg aac ttc cag get tgc ctg cac aac 2319 
25 Gin I le Glu Lys Ser Glu Tyr Arg Asn Phe Gin Ala Cys Leu His Asn 
735 740 745 

tct tgg att gag cag gca gca get gee ctg gag att gag ctg gaa gaa 2367 
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Ser Trp lie Glu Gin Ala Ala Ala Ala Leu Glu lie Glu Leu Glu Glu 
750 755 760 765 

gac atg tat aag gga gga aaa get gac cag caa gaa gaa cgt egg aga 2415 
5 Asp Met Tyr Lys Gly Gly Lys Ala Asp Gin Gin Glu Glu Arg Arg Arg 

770 775 780 

caa aag cag atg aag gtt ctg aag aag gag ctg cgc cac ctg ctg tec 2463 
Gin Lys Gin Met Lys Val Leu Lys Lys Glu Leu Arg His Leu Leu Ser 
10 785 790 795 

cag cca ctg ttt acg gag age cag aaa acc aag tat ccc act cag tct 2511 
Gin Pro Leu Phe Thr Glu Ser Gin Lys Thr Lys Tyr Pro Thr Gin Ser 
800 805 810 

ggc aag ccg ccc ctg ctt gtg tct gee cca agt aag age gag tct get 2559 
Gly Lys Pro Pro Leu Leu Val Ser Ala Pro Ser Lys Ser Glu Ser Ala 
815 820 825 

20 ttg age tgt etc tec aag cag aag aag aag aag aca aag aag ccg aag 2607 
Leu Ser Cys Leu Ser Lys Gin Lys Lys Lys Lys Thr Lys Lys Pro Lys 
830 835 840 845 

gag cca cag ccg gaa cag cca cag cca agt aca agt gca aat taa 2652 
25 Glu Pro Gin Pro Glu Gin Pro Gin Pro Ser Thr Ser Ala Asn 

850 855 860 



ctggtcaagt gtgtcagtga ctgcacattg gtttctgttc tctggctatt tgeaaaaect 2712 
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ctcccaccct tgtgtttcac tccaccacca accccaggta aaaaagtctc cctctcttcc 2772 
actcacaccc atagcgggag agacctcatg cagatttgca ttgttttgga gtaagaattc 2832 

5 

aatgcagcag cttaattttt ctgtattgca gtgtttatag gcttcttgtg tgttaaactt 2892 
gatttcataa attaaaaaca atggtcag 2920 

10 

<210> 38 
<211> 859 
<212> PRT 

<213> Homo sapiens 

15 

<400> 38 

Met Lys Leu Lys Asp Thr Lys Ser Arg Pro Lys Gin Ser Ser Cys Gly 

1 5 10 15 

Lys Phe Gin Thr Lys Gly Me Lys Val Val Gly Lys Trp Lys Glu Val 
20 20 25 30 

Lys I le Asp Pro Asn Met Phe Ala Asp Gly Gin Met Asp Asp Leu Val 

35 40 45 

Cys Phe Glu Glu Leu Thr Asp Tyr Gin Leu Val Ser Pro Ala Lys Asn 
50 55 60 

25 Pro Ser Ser Leu Phe Ser Lys Glu Ala Pro Lys Arg Lys Ala Gin Ala 
65 70 75 80 

Val Ser Glu Glu Glu Glu Glu Glu Glu Gly Lys Ser Ser Ser Pro Lys 
85 90 95 



WO 01/42302 



9 i/360 



PCT/JP00/08631 



Lys Lys Me Lys Leu Lys Lys Ser Lys Asn Va I Ala Thr G!u Gly Thr 

100 105 110 

Ser Thr Gin Lys Glu Phe Glu Va I Lys Asp Pro Glu Leu Glu Ala Gin 

115 120 125 

Gly Asp Asp Met Val Cys Asp Asp Pro Glu Ala Gly Glu Met Thr Ser 

130 135 140 

Glu Asn Leu Val Gin Thr Ala Pro Lys Lys Lys Lys Asn Lys Giy Lys 
145 150 155 160 

Lys Gly Leu Glu Pro Ser Gin Ser Thr Ala Ala Lys Val Pro Lys Lys 

165 170 175 

Ala Lys Thr Trp lie Pro Glu Val His Asp Gin Lys Ala Asp Val Ser 

180 185 190 

Ala Trp Lys Asp Leu Phe Val Pro Arg Pro Val Leu Arg Ala Leu Ser 

195 200 205 

Phe Leu Gly Phe Ser Ala Pro Thr Pro I le Gin Ala Leu Thr Leu Ala 

210 215 220 

Pro Ala Me Arg Asp Lys Leu Asp Me Leu Gly Ala Ala Glu Thr Gly 
225 230 235 240 

Ser Gly Lys Thr Leu Ala Phe Ala I le Pro Met Me His Ala Val Leu 

245 250 255 

Gin Trp Gin Lys Arg Asn Ala Ala Pro Pro Pro Ser Asn Thr Glu Ala 

260 265 270 

Pro Pro Gly Glu Thr Arg Thr Glu Ala Gly Ala Glu Thr Arg Ser Pro 

275 280 285 

Gly Lys Ala Glu Ala Glu Ser Asp Ala Leu Pro Asp Asp Thr Val I le 

290 295 300 

Glu Ser Glu Ala Leu Pro Ser Asp I le Ala Ala Glu Ala Arg Ala Lys 
305 310 315 320 
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Thr Gly Gly Thr Val Ser Asp Gin Ala Leu Leu Phe Gly Asp Asp Asp 

325 330 335 

Ala Gly Glu Gly Pro Ser Ser Leu I le Arg Glu Lys Pro Val Pro Lys 
340 345 350 

5 Gin Asn Glu Asn Glu Glu Glu Asn Leu Asp Lys Glu Gin Thr Gly Asn 
355 360 365 

Leu Lys Gin Glu Leu Asp Asp Lys Ser Ala Thr Cys Lys Ala Tyr Pro 

370 375 380 

Lys Arg Pro Leu Leu Gly Leu Val Leu Thr Pro Thr Arg Glu Leu Ala 
10 385 390 395 400 

Val Gin Val Lys Gin His Me Asp Ala Val Ala Arg Phe Thr Gly Me 

405 410 415 

Lys Thr Ala I le Leu Val Gly Gly Met Ser Thr Gin Lys Gin Gin Arg 
420 425 430 

15 Met Leu Asn Arg Arg Pro Glu Me Val Val Ala Thr Pro Gly Arg Leu 
435 440 445 

Trp Glu Leu I le Lys Glu Lys His Tyr His Leu Arg Asn Leu Arg Gin 

450 455 460 

Leu Arg Cys Leu Val Val Asp Glu Ala Asp Arg Met Val Glu Lys Gly 
20 465 470 475 480 

His Phe Ala Glu Leu Ser Gin Leu Leu Glu Met Leu Asn Asp Ser Gin 

485 490 495 

Tyr Asn Pro Lys Arg Gin Thr Leu Val Phe Ser Ala Thr Leu Thr Leu 
500 505 510 

25 Val His Gin Ala Pro Ala Arg I le Leu His Lys Lys His Thr Lys Lys 
515 520 525 

Met Asp Lys Thr Ala Lys Leu Asp Leu Leu Met Gin Lys lie Gly Met 
530 535 540 
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Arg Gly Lys Pro Lys Val I le Asp Leu Thr Arg Asn Glu Ala Thr Va I 
545 550 555 560 

Glu Thr Leu Thr Glu Thr Lys lie His Cys Glu Thr Asp Glu Lys Asp 

565 570 575 

Phe Tyr Leu Tyr Tyr Phe Leu Met Gin Tyr Pro Gly Arg Ser Leu Val 

580 585 590 

Phe Ala Asn Ser lie Ser Cys Me Lys Arg Leu Ser Gly Leu Leu Lys 

595 600 605 

Val Leu Asp lie Met Pro Leu Thr Leu His Ala Cys Met His Gin Lys 

610 615 620 

Gin Arg Leu Arg Asn Leu Glu Gin Phe Ala Arg Leu Glu Asp Cys Val 
625 630 635 640 

Leu Leu Ala Thr Asp Val Ala Ala Arg Gly Leu Asp Me Pro Lys Val 

645 650 655 

Gin His Val I le His Tyr Gin Val Pro Arg Thr Ser Glu I le Tyr Val 

660 665 670 

His Arg Ser Gly Arg Thr Ala Arg Ala Thr Asn Glu Gly Leu Ser Leu 

675 680 685 

Met Leu Me Gly Pro Glu Asp Val Me Asn Phe Lys Lys Me Tyr Lys 

690 695 700 

Thr Leu Lys Lys Asp Glu Asp I le Pro Leu Phe Pro Val Gin Thr Lys 
705 710 715 720 

Tyr Met Asp Val Val Lys Glu Arg Me Arg Leu Ala Arg Gin Me Glu 

725 730 735 

Lys Ser Glu Tyr Arg Asn Phe Gin Ala Cys Leu His Asn Ser Trp I le 

740 745 750 

Glu GJn Ala Ala Ala Ala Leu Glu Me Glu Leu Glu Glu Asp Met Tyr 
755 760 765 
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Lys Gly Gly Lys Ala Asp Gin Gin Glu Glu Arg Arg Arg Gin Lys Gin 

770 775 780 

Met Lys Val Leu Lys Lys Glu Leu Arg His Leu Leu Ser Gin Pro Leu 
785 790 -795 800 

Phe Thr Glu Ser Gin Lys Thr Lys Tyr Pro Thr Gin Ser Gly Lys Pro 

805 810 815 

Pro Leu Leu Val Ser Ala Pro Ser Lys Ser Glu' Ser Ala Leu Ser Cys 

820 825 830 

Leu Ser Lys Gin Lys Lys Lys Lys Thr Lys Lys Pro Lys Glu Pro Gin 

835 840 845 

Pro Glu Gin Pro Gin Pro Ser Thr Ser Ala Asn 
850 855 

<210> 39 

<211> 1502 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15).. (998) 

<400> 39 

actcgactac caag atg gcg gcc ccc ggg age tgt get eta tgg age tat 50 

Met Ala Ala Pro Gly Ser Cys Ala Leu Trp Ser Tyr 
1 5 10 
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tgc ggc cgt ggg tgg teg egg gcg atg egg ggc tgc cag etc etc ggg 98 
Cys Gly Arg Gly Trp Ser Arg Ala Met Arg Gly Cys Gin Leu Leu Gly 
15 20 25 

5 ctt cgt age tct tgg ccc ggg gac eta eta agt get egg etc ttg tec 146 
Leu Arg Ser Ser Trp Pro Gly Asp Leu Leu Ser Ala Arg Leu Leu Ser 
30 35 40 

caa gag aag egg gca gcg gaa acg cac ttt ggg ttt gag act gtg teg 194 
10 Gin Glu Lys Arg Ala Ala Glu Thr His Phe Gly Phe Glu Thr Val Ser 
45 50 55 60 

gaa gag gag aag ggg ggc aaa gtc tat cag gtg ttt gaa agt gtg get 242 
Glu Glu Glu Lys Gly Gly Lys Val Tyr Gin Val Phe Glu Ser Val Ala 
15 65 70 75 

aag aag tat gat gtg atg aat gat atg atg agt ctt ggt ate cat cgt 290 
Lys Lys Tyr Asp Val Met Asn Asp Met Met Ser Leu Gly Me His Arg 
80 85 90 



20 



gtt tgg aag gat ttg ctg etc tgg aag atg cac ccg ctt cct ggg ace 338 
Val Trp Lys Asp Leu Leu Leu Trp Lys Met His Pro Leu Pro Gly Thr 
95 100 105 



25 cag ctg ctt gat gtt get gga ggc aca ggt gac att gca ttc egg ttc 
Gin Leu Leu Asp Val Ala Gly Gly Thr Gly Asp Me Ala Phe Arg Phe 
110 115 120 



386 
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ctt aat tat gtt cag tec cag cat cag aga aaa cag aag agg cag tta 434 
Leu Asn Tyr Val Gin Ser Gin His Gin Arg Lys Gin Lys Arg Gin Leu 
125 130 135 140 

agg gec caa caa aat tta tec tgg gaa gaa att gec aaa gag tac cag 482 
Arg Ala Gin Gin Asn Leu Ser Trp Glu Glu lie Ala Lys Glu Tyr Gin 
145 150 155 

aat gaa gaa gat tec ttg ggc ggg tct cgt gtc gtg gtg tgt gac ate 530 
Asn Glu Glu Asp Ser Leu Gly Gly Ser Arg Val Val Val Cys Asp lie 
160 165 170 

aac aag gag atg eta aag gtt gga aag cag aaa gec ttg get caa gga 578 
Asn Lys Glu Met Leu Lys Val Gly Lys Gin Lys Ala Leu Ala Gin Gly 
175 180 185 

tac aga get gga ctt gca tgg gta tta gga gat get gaa gaa ctg ccc 626 
Tyr Arg Ala Gly Leu Ala Trp Val Leu Gly Asp Ala Glu Glu Leu Pro 
190 195 f 200 

ttt gat gat gac aag ttt gat att tac acc att gec ttt ggg ate egg 674 
Phe Asp Asp Asp Lys Phe Asp I le Tyr Thr I le Ala Phe Gly I le Arg 
205 210 215 220 



aat gtc aca cac att gat cag gca etc cag gaa get cat egg gtg ctg 
Asn Val Thr His Me Asp Gin Ala Leu Gin Glu Ala His Arg Val Leu 
225 230 235 



722 
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aaa cca gga gga egg ttt etc tgt ctg gaa ttt age caa gtg aac aat 770 
Lys Pro Gly Gly Arg Phe Leu Cys Leu Glu Phe Ser Gin Va I Asn Asn 
240 245 250 

5 ccc etc ata tec agg ctt tat gat eta tat age ttc cag gtc ate cct 818 
Pro Leu I le Ser Arg Leu Tyr Asp Leu Tyr Ser Phe Gin Va I Me Pro 
255 260 265 

gtc ctg gga gag gtc ate get gga gac tgg aag tec tat cag tac ctt 866 
10 Val Leu Gly Glu Va I Me Ala Gly Asp Trp Lys Ser Tyr Gin Tyr Leu 
270 275 280 



gta gag agt ate cga agg ttt ccg tct cag gaa gag ttc aag gac atg 914 
Val Glu Ser I le Arg Arg Phe Pro Ser Gin Gl u Glu Phe Lys Asp Met 
15 285 290 295 300 

ata gaa gat gca ggc ttt cac aag gtg act tac gaa agt eta aca tea 962 

Me Glu Asp Ala Gly Phe His Lys Val Thr Tyr Glu Ser Leu Thr Ser 

305 310 315 

20 

ggc att gtg gee att cat tct ggc ttc aaa ctt taa ttcctttcct 1008 

Gly Me Val Ala Me His Ser Gly Phe Lys Leu 

320 325 

25 atcatggagc atgaaccagt catatcctgt tgaaagcctg gaactgaagg ataatctggc 1068 



aaatgagaca gcagcagagc atctcctctt aaggatacgt 



gecttggact catgtttgaa 1128 
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tcgaacagtc tcaaagtgga agaacaaatt cttgtcactt ttttacagct ttctttggag 1188 
ctgcttcagt ccatctccca gaggcatttg gtctgtatct ttgctcaact gctaatttct 1248 
5 cttggctgta gggtgtgtgg ttaaggtaca accaccccta aagctcagtt ttgaagtgag 1308 
tgtatttata gcttctctgc tggtgctgcc ttctagaggg atgatagatc atttgaaccc 1368 
aatgacaatt tttaaccaga aaatttaatt gtacctgaat caacctttca gcctaggacg 1428 

10 

aagtctaggc ccaagtcaga gtattaatga tcatgagaat tgtgtgctga accagtaaac 1488 
gagtttacct tttg 1502 

15 

<210> 40 

<211> 327 

<212> PRT 

<213> Homo sapiens 

20 

<400> 40 

Met Ala Ala Pro Gly Ser Cys Ala Leu Trp Ser Tyr Cys Gly Arg Gly 

15 10 15 

Trp Ser Arg Ala Met Arg Gly Cys Gin Leu Leu Gly Leu Arg Ser Ser 
25 20 25 30 

Trp Pro Gly Asp Leu Leu Ser Ala Arg Leu Leu Ser Gin Glu Lys Arg 

35 40 45 

Ala Ala Glu Thr His Phe Gly Phe Glu Thr Val Ser Glu Glu Glu Lys 
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50 55 60 

Gly Gly Lys Va I Tyr Gin Val Phe Glu Ser Val Ala Lys Lys Tyr Asp 
65 70 75 80 

Val Met Asn Asp Met Met Ser Leu Gly Me His Arg Val Trp Lys Asp 

85 90 95 

Leu Leu Leu Trp Lys Met His Pro Leu Pro Gly Thr Gin Leu Leu Asp 

100 105 110 

Val Ala Gly Gly Thr Gly Asp I le Ala Phe Arg Phe Leu Asn Tyr Val 

115 120 125 

Gin Ser Gin His Gin Arg Lys Gin Lys Arg Gin Leu Arg Ala Gin Gin 

130 135 140 

Asn Leu Ser Trp Glu Glu lie Ala Lys Glu Tyr Gin Asn Glu Glu Asp 
145 150 155 160 

Ser Leu Gly Gly Ser Arg Val Val Val Cys Asp I le Asn Lys Glu Met 

165 170 175 

Leu Lys Val Gly Lys Gin Lys Ala Leu Ala Gin Gly Tyr Arg Ala Gly 

180 185 190 

Leu Ala Trp Val Leu Gly Asp Ala Glu Glu Leu Pro Phe Asp Asp Asp 

195 200 205 

Lys Phe Asp I le Tyr Thr I le Ala Phe Gly I le Arg Asn Val Thr His 

210 215 220 

lie Asp Gin Ala Leu Gin Glu Ala His Arg Val Leu Lys Pro Gly Gly 
225 230 235 240 

Arg Phe Leu Cys Leu Glu Phe Ser Gin Val Asn Asn Pro Leu lie Ser 

245 250 255 

Arg Leu Tyr Asp Leu Tyr Ser Phe Gin Val lie Pro Val Leu Gly Glu 

260 265 270 

Val lie Ala Gly Asp Trp Lys Ser Tyr Gin Tyr Leu Val Glu Ser Me 
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275 280 285 

Arg Arg Phe Pro Ser Gin Glu Glu Phe Lys Asp Met lie Glu Asp Ala 

290 295 300 

Gly Phe His Lys Val Thr Tyr Glu. Ser Leu Thr Ser Gly lie Val Ala 
5 305 310 315 320 

Me His Ser Gly Phe Lys Leu 
325 



10 <210> 41 

<211> 737 

<212> DNA 

<213> Homo sapiens 

15 <220> 

<221> CDS 

<222> (127). . (387) 

<400> 41 

20 aaaaattctt cttcgacggc gcggacctgg agcttccgcg cggtggcttc actctcctgt 60 

aaaacgctag agcggcgagt tgttacctgc gtcctctgac ctgagagcga aggggaaagc 120 

ggcgag atg act gac cgc tac acc ate cat age cag ctg gag cac ctg 168 
25 Met Thr Asp Arg Tyr Thr I le His Ser Gin Leu Glu His Leu 

1 5 10 

cag tec aag tac ate ggc acg ggc cac gec gac acc acc aag tgg gag 216 
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Gin Ser Lys Tyr He Gly Thr Gly 
15 20 

tgg ctg gtg aac caa cac cgc gac 
5 Trp Leu Val Asn Gin His Arg Asp 

35 

ttc gac ctt etc aac tac ttc gec 
Phe Asp Leu Leu Asn Tyr Phe Ala 
10 50 

cga gtc cgc ttc aac ttg atg gaa 
Arg Val Arg Phe Asn Leu Met Glu 
65 70 

15 

« 

cca gec gac aag ccc gag gag aac 
Pro Ala Asp Lys Pro Glu Glu Asn 
80 85 

20 gtgeggggea cctctcccag cgtttctccg 

ccaaaggacc ggctctccat ggctcctgcg 

cccggggagt cccgcctgac ctgccttcat 

25 

gcaggactcc tgagaactgt gctggtggag 
agggcatggc gctggagtga gatgggattt 



His Ala Asp Thr Thr Lys Trp Glu 
25 30 

teg tac tgc tec tac atg ggc cac 264 
Ser Tyr Cys Ser Tyr Met Gly His 
40 45 

att gcg gag aat gag age aaa gcg 312 
I le Ala Glu Asn Glu Ser Lys Ala 
55 60 

aag atg ctt cag cct tgt gga ccg 360 
Lys Met Leu Gin Pro Cys Gly Pro 
75 

tga gactctgcct taccacctca 407 



gtttgccaat cctcttaagt attcctgtct 467 
cctcgtgctt tccgcgtaca gaagtgcttg 527 
gtggaccctt agaacagcac tgggagacca 587 
aggtcctaga gccggcgagc gtttgagaag 647 
ggcgtctcgt ttttggctaa ttgattgtca 707 



WO 01/42302 



102/360 



PCT/JP00/08631 



ttggcttttt ccataaagtt tagaaatcgt 737 



<210> 42 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Thr Asp Arg Tyr Thr Me His Ser Gin Leu Glu His Leu Gin Ser 

15 10 15 

Lys Tyr Me Gly Thr Gly His Ala Asp Thr Thr Lys Trp Glu Trp Leu 

20 25 30 

Val Asn Gin His Arg Asp Ser Tyr Cys Ser Tyr Met Gly His Phe Asp 

35 40 45 

Leu Leu Asn Tyr Phe Ala Me Ala Glu Asn Glu Ser Lys Ala Arg Val 

50 55 60 

Arg Phe Asn Leu Met Glu Lys Met Leu Gin Pro Cys Gly Pro Pro Ala 
65 70 75 80 

Asp Lys Pro Glu Glu Asn 
85 



<210> 43 
<211> 903 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (85). . (621) 

<400> 43 

ctgaggcccc acagcctccc aattccgggc agacccctga cacctgctgt ctggcccctt 60 

ccggcctgaa gctgcagccg cgcc atg tec acc cct ccg ttg gec gcg teg 111 

Met Ser Thr Pro Pro Leu Ala Ala Ser 
1 5 

ggg atg gcg ccc ggg ccc ttc gee ggg ccc cag get cag cag gee gee 159 
Gly Met Ala Pro Gly Pro Phe Ala Gly Pro Gin Ala Gin Gin Ala Ala 
10 15 20 25 

egg gaa gtc aac acg gcg teg ctg tgc cgc ate ggg cag gag aca gtg 207 
Arg Glu Val Asn Thr Ala Ser Leu Cys Arg lie Gly Gin Glu Thr Val 
30 35 40 

cag gac ate gtg tac cgc acc atg gag ate ttc cag etc ctg agg aac 255 
Gin Asp I le Val Tyr Arg Thr Met Glu I le Phe Gin Leu Leu Arg Asn 
45 50 55 

atg cag ctg cca aat ggt gtc act tac cac act gga aca tat caa gac 303 
Met Gin Leu Pro Asn Gly Val Thr Tyr His Thr Gly Thr Tyr Gin Asp 
60 65 70 



WO 01/42302 



104/360 



PCT/JP00/08631 



egg tta aca aag eta cag gat aat ctt cgc caa ctt tea gtt etc ttc 351 
Arg Leu Thr Lys Leu Gin Asp Asn Leu Arg Gin Leu Ser Val Leu Phe 
75 80 85 



5 agg aag ctg aga ttg gta tat gac aaa tgc aat gaa aac tgt ggt ggg 399 
Arg Lys Leu Arg Leu Val Tyr Asp Lys Cys Asn Glu Asn Cys Gly Gly 
90 95 100 105 

atg gat ccc att cca gtc gag caa ctt att cca tat gtg gaa gaa gat 447 
10 Met Asp Pro lie Pro Val Glu Gin Leu I te Pro Tyr Val Glu Glu Asp 

110 115 120 

ggc tea aag aat gat gat egg get ggc cca cct cgt ttt get agt gaa 495 
Gly Ser Lys Asn Asp Asp Arg Ala Gly Pro Pro Arg Phe Ala Ser Glu 
15 125 130 135 



gag agg cga gaa att get gaa gta aat 
Glu Arg Arg Glu lie Ala Glu Val Asn 
140 145 

20 

caa cag ctg aaa caa att atg gat caa 
Gin Gin Leu Lys Gin lie Met Asp Gin 
155 160 

25 ata aat gee atg ttg gca atg agg aac 
I le Asn Ala Met Leu Ala Met Arg Asn 
170 . 175 



aaa aaa etc aaa cag aag aat 543 
Lys Lys Leu Lys Gin Lys Asn 
150 

tta cga aat etc ate tgg gat 591 
Leu Arg Asn Leu I le Trp Asp 
165 

taa gctgatattt aaatttcctg 641 
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ctttacacat gttataccat tgttttttcc ctcaagtatt ttttccctgt gaagaagatt 701 
atttatctgc ttttatttta gtcactaaaa ctaaagtttt tatttttaca ttgtgatttt 761 
5 tacattaaaa tattaacttt ttttaatgct attttatgaa agattattgt aataaacttt 821 
gatggggttt gtattttggt taatcttcat gaattgaata attgtttttt taaagcaaaa 881 
taaagttttt taaataaatg tt 903 

10 

<210> 44 
<211> 178 
<212> PRT 
15 <213> Homo sapiens 

<400> 44 

Met Ser Thr Pro Pro Leu Ala Ala Ser Gly Met Ala Pro Gly Pro Phe 
1 5 - - 10 15 

20 Ala Gly Pro Gin Ala Gin Gin Ala Ala Arg Glu Va I Asn Thr Ala Ser 
20 25 30 

Leu Cys Arg Me Gly Gin Glu Thr Val Gin Asp Me Val Tyr Arg Thr 

35 40 45 

Met Glu t le Phe Gin Leu Leu Arg Asn Met Gin Leu Pro Asn Gly Val 
25 50 55 60 

Thr Tyr His Thr Gly Thr Tyr Gin Asp Arg Leu Thr Lys Leu Gin Asp 
65 . 70 75 80 

Asn Leu Arg Gin Leu Ser Val Leu Phe Arg Lys Leu Arg Leu Val Tyr 
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85 

Asp Lys Cys Asn Glu Asn Cys Gly 
100 

Gin Leu lie Pro Tyr Val Glu Glu 
115 120 
Ala Gly Pro Pro Arg Phe Ala Ser 

130 135 
Val Asn Lys Lys Leu Lys Gin Lys 
145 150 - 

Asp Gin Leu Arg Asn Leu I le Trp 
165 

Arg Asn 



90 95 
Gly Met Asp Pro lie Pro Val Glu 
105 110 
Asp Gly Ser Lys Asn Asp Asp Arg 
125 

Glu Glu Arg Arg Glu Me Ala Glu 
140 

Asn Gin Gin Leu Lys Gin lie Met 
155 160 
Asp I le Asn Ala Met Leu Ala Met 
170 175 



<210> 45 

<211> 1170 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (187). . (540) 

<400> 45 

tatagtccag ggcctgtttc cctgtagcag ctccttattg ctggagaagg agaaaagtgc 60 
ccaagatcct ttcaggatat ttggtttttt gggcgcgaca caaatcgagg tgagggaaga 120 
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gagaggaaaa tcccctgaat ccctgcagga ttaatttatt caaaaaggaa ataaaaaata 180 

ctcaat atg caa aag tct tgt gaa gaa aat gag gga aaa cca cag aac 228 

- Met Gin Lys Ser Cys Glu Glu Asn Glu Gly Lys Pro Gin Asn 

5 15 10 



10 



atg cca aag gcc gag gaa gat cgc cct ttg gag gat gta cca cag gag 276 
Met Pro Lys Ala Glu Glu Asp Arg Pro Leu Glu Asp Val Pro Gin Glu 
15 20 25 30 

gca gaa gga aat cct caa cct tec gaa gaa ggc gta age cag gaa gca 324 
Ala Glu Gly Asn Pro Gin Pro Ser Glu Glu Gly Val Ser Gin Glu Ala 
35 40 45 



15 gaa gga aac ccc aga gga ggg ccg aat cag cct ggc cag gga ttt aaa 372 
Glu Gly Asn Pro Arg Gly Gly Pro Asn Gin Pro Gly Gin Gly Phe Lys 
50 55 60 

gag gac aca ccc gtt agg cat ttg gac cct gaa gaa atg ata aga gga 420 
20 Glu Asp Thr Pro Val Arg His Leu Asp Pro Glu Glu Met I le Arg Gly 
65 70 75 



gta gat gag ctt gaa agg ctt agg 
Val Asp Glu Leu Glu Arg Leu Arg 
25 80 85 

aag ttt gtg atg atg cat tgg aag 
Lys Ph Val M t Met His Trp Lys 



gaa gag ata aga aga gta aga aac 468 
Glu Glu Me Arg Arg Val Arg Asn 
90 

caa aga cat tea cgc age cgt cct 516 
Gin Arg His Ser Arg S r Arg Pro 
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95 100 105 110 

tat cct gtg tgc ttt agg cct tga attcattttt gcctaatatt aaaatctggc 570 
Tyr Pro Val Cys Phe Arg Pro 
115 

cccagctttc tttctgttag cattttctga tgtatctttg acctccattt tacttttaat 630 
catctgatga aattttgttt taggtaattt ccttggtacc agcatctcat tggattttgg 690 
attttgaccc attttccagg tctatttttc aattggaaac tttcacacat ttgcatggga 750 
atatgttcat tccatgttgt aaagtaaaac ataacaggtt atggcaaagc agcatattta 810 
atatcagctc acatatgtag gataaaattc caaactttgt gtgtgtgcgt gtgtgtatac 870 
atacatccat ataacatata tcacaaactt aaccaagctt atttctgtgt ggtgtgaaat 930 
tttatttgtt ttcttctttt tgttcttttt gcttatatgt actttttaat gaacacgtgt 990 
ctcacacaca aaaagaatta aggatttttt ttacaagtaa gagtcaaata atttgcaacc 1050 
agcttatgag ggcaatgggg gcacctaaac tcttgatgaa agaactttaa aaagaaatgt 1110 
aaacctcaaa ttacctctgg atctcttagc cagaggaata aactggcaat tattacagat 1170 

<210> 46 
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<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Gin Lys Ser Cys Glu Glu Asn Glu Gly Lys Pro Gin Asn Met Pro 

15 10 15 

Lys Ala Glu Glu Asp Arg Pro Leu Glu Asp Val Pro Gin Glu Ala Glu 

20 25 30 

Gly Asn Pro Gin Pro Ser Glu Glu Gly Val Ser Gin Glu Ala Glu Gly 

35 40 45 

Asn Pro Arg Gly Gly Pro Asn Gin Pro Gly Gin Gly Phe Lys Glu Asp 

50 55 60 

Thr Pro Val Arg His Leu Asp Pro Glu Glu Met Me Arg Gly Val Asp 
65 70 75 80 

Glu Leu Glu Arg Leu Arg Glu Glu I le Arg Arg Val Arg Asn Lys Phe 

85 90 95 

Val Met Met His Trp Lys Gin Arg His Ser Arg Ser Arg Pro Tyr Pro 

100 105 110 

Val Cys Phe Arg Pro 
115 

<210> 47 

<211> 404 

<212> DNA 

<213>. H mo sapiens 



WO 01/42302 PCT/JP00/08631 
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<220> 

<221> CDS 

<222> (105).. (365) 

5 <400> 47 

tttttccagc ggaagtggct cctgtaaggc agcaaggtag cgtggccggc gcccgagctg 60 

gggttgtgtc cctgctgggc tgccgttcca gctggactgc cgcc atg gaa etc age 1 1 6 

Met Glu Leu Ser 
10 1 

gec gaa tac etc cgc gag aag ctg cag egg gac ctg gag gcg gag cat 164 
Ala Glu Tyr Leu Arg Glu Lys Leu Gin Arg Asp Leu Glu Ala Glu His 
5 10 15 20 

15 

gtg gag gtg gag gac acg acc etc aac cgt tgc tec tgt age ttc cga 212 
Val Glu Vai Glu Asp Thr Thr Leu Asn Arg Cys Ser Cys Ser Phe Arg 
25 30 35 

20 gtc ctg gtg gtg teg gee aag ttc gag ggg aaa ccg ctg ctt cag aga 260 
Val Leu Val Val Ser Ala Lys Phe Glu Gly Lys Pro Leu Leu Gin Arg 
40 45 50 

cac agg ctg gtg aac gcg tgc eta gca gaa gag etc ccg cac ate cat 308 
25 His Arg Leu Val Asn Ala Cys Leu Ala Glu Glu Leu Pro His lie His 
55 60 65 



gec ttt gaa cag aaa acc ctg acc cca gac cag tgg gca cgt gag cga 



356 
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Ala Phe Glu Gin Lys Thr Leu Thr Pro Asp Gin Trp Ala Arg Glu Arg 
70 75 80 

cag aaa tga gggactggga tctgcacagc cattaaatta taaatctgg 404 
5 Gin Lys 
85 

<210> 48 
10 <211> 86 
<212> PRT 
<213> Homo sapiens 

<400> 12 

15 Met Glu Leu Ser Ala Glu Tyr Leu Arg Glu Lys Leu Gin Arg Asp Leu 
1 5 10 15 

Glu Ala Glu His Val Glu Val Glu Asp Thr Thr Leu Asn Arg Cys Ser 

20 25 30 

Cys Ser Phe Arg Val Leu Val Val Ser Ala Lys Phe Glu Gly Lys Pro 
20 35 40 45 

Leu Leu Gin Arg His Arg Leu Val Asn Ala Cys Leu Ala Glu Glu Leu 

50 55 60 

Pro His lie His Ala Phe Glu Gin Lys Thr Leu Thr Pro Asp Gin Trp 
65 70 75 80 

25 Ala Arg Glu Arg Gin Lys 

85 
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<210> 49 

<211> 752 

<212> DNA 

<213> Homo sapiens 

5 

<220> 

<221> CDS 

<222> (95) . . (634) 



10 <400> 49 

ttttcgcttc cggctgccgc aggcgcttcg ctggtgcaga cgcagtgctg agcacacagc 60 



taccggacaa agagtgacgc ccggagctgg agtt atg gcg get acg gag ccg ate 115 

Met Ala Afa Thr Glu Pro Me 
15 1 5 



ttg gcg gec act ggg agt 
Leu Ala Ala Thr Gly Ser 
10 

20 

gga gec ggt teg age tea 
Gly Ala Gly Ser Ser Ser 
25 

25 ctg cca gag gee tea ccg 
Leu Pro Glu Ala Ser Pro 
40 45 



ccc gcg gcg gtg cca ccg 
Pro Ala Ala Val Pro Pro 
15 

gee cct gag cgt aac tgt 
Ala Pro Glu Arg Asn Cys 
30 35 

cct gee cct gag cct tec 
Pro Ala Pro Glu Pro Ser 
50 



gag aaa ctg gaa 163 
Glu Lys Leu Glu 
20 

gtg ggc tec teg 21 1 
Val Gly Ser Ser 

agt ccc aac gec 259 
Ser Pro Asn Ala 
55 
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gcg gtc cct gaa gcc ate cct acg ccc cga get gcg gec tec gcg gee 307 
Ala Val Pro Glu Ala Me Pro Thr Pro Arg Ala Ala Ala Ser Ala Ala 
60 65 70 



5 ctg gag ctg cct etc ggg ccc gca ccc gtg age gta gcg cct cag gcc 355 
Leu Glu Leu Pro Leu Gly Pro Ala Pro Val Ser Val Ala Pro Gin Ala 
75 " 80 85 

gaa get gaa gcg cgc tec aca cca ggc ccc gcc ggc tct aga etc ggt 403 
10 Glu Ala Glu Ala Arg Ser Thr Pro Gly Pro Ala Gly Ser Arg Leu Gly 
90 95 100 

ccc gag acg ttc cgc cag cgt ttc egg cag ttc cgc tac cag gat gcg 451 
Pro Glu Thr Phe Arg Gin Arg Phe Arg Gin Phe Arg Tyr Gin Asp Ala 
15 105 110 115 



gcg ggt ccc egg gag get ttc egg 
Ala Gly Pro Arg Glu Ala Phe Arg 
120 125 

tgg ctg egg cct gac ate cgc ace 
Trp Leu Arg Pro Asp I le Arg Thr 
140 



cag ctg egg gag ctg tec cgc cag 499 
Gin Leu Arg Glu Leu Ser Arg Gin 
130 135 

aag gag cag ate gtg gag atg ctg 547 
Lys Glu Gin lie Val Glu Met Leu 
145 150 



25 



gtg caa gag cag ctg etc gcc ate ctg ccc gag gcg get egg gcc egg 
Val Gin Glu Gin Leu Leu Ala Me Leu Pro Glu Ala Ala Arg Ala Arg 
155 160 165 
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egg ate cgc cgc cgc acg gat gtg cgc ate act ggc tga gcggtggagc 644 
Arg Me Arg Arg Arg Thr Asp Val Arg I le Thr Gly 

170 175 180 

5 tgegggegge cagggceggg cgctctgtgc ggactggggc catgateggg cccgggggcc 704 

tgagcctggg accceacccc gtgttaatga aaaatgagtt ttggcagc 752 



10 <210> 50 
<211> 179 
<212> PRT 

<213> Homo sapiens 
15 <400> 50 

Met Ala Ala Thr Glu Pro Me Leu Ala Ala Thr Gly Ser Pro Ala Ala 

15 10 15 

Val Pro Pro Glu Lys Leu Glu Gly Ala Gly Ser Ser Ser Ala Pro Glu 
20 25 30 

20 Arg Asn Cys Val Gly Ser Ser Leu Pro Glu Ala Ser Pro Pro Ala Pro 
35 40 45 

Glu Pro Ser Ser Pro Asn Ala Ala Val Pro Glu Ala Me Pro Thr Pro 

50 55 60 

Arg Ala Ala Ala Ser Ala Ala Leu Glu Leu Pro Leu Gly Pro Ala Pro 
25 65 70 75 80 

Val Ser Val Ala Pro Gin Ala Glu Ala Glu Ala Arg Ser Thr Pro Gly 

85 90 95 

Pro Ala Gly Ser Arg Leu Gly Pro Glu Thr Phe Arg Gin Arg Phe Arg 



i 



WO 01/42302 



1 15/360 



PCT/JP00/08631 



100 105 110 

Gin Phe Arg Tyr Gin Asp Ala Ala Gly Pro Arg Glu Ala Phe Arg G!n 

115 120 125 

Leu Arg Glu Leu Ser Arg Gin Trp Leu Arg Pro Asp I le Arg Thr Lys 
5 130 135 140 

Glu Gin I le Val Glu Met Leu Val Gin Glu Gin Leu Leu Ala I le Leu 
145 150 155 160 

Pro Glu Ala Ala Arg Ala Arg Arg I le Arg Arg Arg Thr Asp Val Arg 
165 170 175 

10 I le Thr Gly 

<210> 51 

<211> 1222 

15 <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
20 <222> (219).. (788) 

<400> 51 

ctcctgcctc agcctcccga gtagctggga ctacaggcgg ccgccaccat gcccggctaa 60 
25 ttttttgtat ttttagtaga gacggggttt caccatgtta gccaggatgg cctcgatctc 120 
ctgaccgcgt gatccgcccg cctcggcctc cgaaactgct gaaattacag gcgtgagcca 180 
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ccgcgcccgg ccctccctct tccgctgccg ccgtggga atg gaa aca tct gcc cca 236 

Met Glu Thr Ser Ala Pro 
1 5 

5 cgt gcc gga age caa gtg gtg gcg aca act gcg cgc cac tec gcg gcc 284 
Arg Ala Gly Ser Gin Val Val Ala Thr Thr Ala Arg His Ser Ala Ala 
10 15 20 



tac cgc 
10 Tyr Arg 

atg gcc 
Met Ala 
15 40 

gac ctt 
Asp Leu 
55 

20 

ggg cag 
Gly Gin 



gca gat cct 
Ala Asp Pro 
25 

gcg tec agt 
Ala Ser Ser 

gcg gaa ttt 
Ala Glu Phe 

gaa tct gga 
Glu Ser Gly 
75 



eta cgt gtg 
Leu Arg Val 
30 

caa gga aac 
Gin Gly Asn 
45 

get aag aag 
Ala Lys Lys 
60 

cct tea gca 
Pro Ser Ala 



tec teg cga 
Ser Ser Arg 

ttt gag gga 
Phe Glu Gly 

cag cca tgg 
Gin Pro Trp 
65 

gaa aag tat 
Glu Lys Tyr 
80 



gac aag etc 
Asp Lys Leu 
35 

aat ttt gag 
Asn Phe Glu 
50 

tgg cgt aag 
Trp Arg Lys 

age gtg gca 
Ser Val Ala 



ace gaa 332 
Thr Glu 

tea ctg 380 
Ser Leu 

ctg ttc 428 
Leu Phe 
70 

ace cag 476 
Thr Gin 
85 



25 ctg ttc att gga ggt gtc act gga tgg tgc aca ggt ttc ata ttc cag 
Leu Phe Me Gly Gly Val Thr Gly Trp Cys Thr Gly Phe lie Phe Gin 
90 95 100 



524 
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aag gtt gga aag ttg get gca aca get gtg gga ggt gga 
Lys Vat Gly Lys Leu Ala Ata Thr Ala Val Gly Gly Gly 
105 110 115 

5 ctt eag ctt gca aac cat act ggg tac ate aaa gtt gae tgg caa cga 620 
Leu Gin Leu Ala Asn His Thr Gly Tyr I le Lys Val Asp Trp Gin Arg 
120 125 130 

gtg gag aag gac atg aag aaa gee aaa gag cag ctg aag ate cgt aag 668 
10 Val Glu Lys Asp Met Lys Lys Ala Lys Glu Gin Leu Lys Me Arg Lys 
135 140 145 150 

age aat cag ata cct act gag gtc agg age aaa get gag gag gtg gtg 716 
Ser Asn Gin lie Pro Thr Glu Val Arg Ser Lys Ala Glu Glu Val Val 
15 155 160 165 

tea ttt gtg aag 
Ser Phe Val Lys 
170 

20 

ttt ctg ctt ggc atg gca tec taa ggaagatgac ctcatgttca ttgttcctgg 818 
Phe Leu Leu Gly Met Ala Ser 

185 190 

25 ttttttccag ceagcagcct ctacactcca tcataggaca tcgagtccct cctcctcttc 878 



ttt ttt etc 572 
Phe Phe Leu 



aag aat gtt eta gta act ggg gga ttt ttc gga ggc 764 
Lys Asn Val Leu Val Thr Gly Gly Phe Phe Gly Gly 
175 180 



tcccajtgcct tcttccctgc catggcaaat ctgagtggct tctctaagca tctgctggta 938 
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caagtcaatg tggcaccatg agcttcatgg tggcagaaga gacaatagtc cttagctctc 998 
ctcccagtac accccctact tggccagtct gtaggccaac aagaaggttc ctttaccccc 1058 
5 atgcaagaca cttatgagaa cacattacaa gatggctgac cgtggaggat gagtggatcc 1118 
tgaaaggttg tcccaaactg ttgatttgga aaagaaataa gcacatagat aaccttattg 1178 
tgtgctgcat ggaaaggaac tgaatacatt tgcctttaag catg 1222 

10 

<210> 52 
<211> 189 
<212> PRT 
15 <213> Homo sapiens 

<400> 52 

Met Glu Thr Ser Ala Pro Arg Ala Gly Ser Gin Val Val Ala Thr Thr 
1 5 ■ - 10 15 

20 Ala Arg His Ser Ala Ala Tyr Arg Ala Asp Pro Leu Arg Val Ser Ser 
20 25 30 

Arg Asp Lys Leu Thr Glu Met Ala Ala Ser Ser Gin Gly Asn Phe Glu 

35 40 45 

Gly Asn Phe Glu Ser Leu Asp Leu Ala Glu Phe Ala Lys Lys Gin Pro 
25 50 55 60 

Trp Trp Arg Lys Leu Phe Gly Gin Glu Ser Gly Pro Ser. Ala Glu Lys 
65 . 70 75 80 

Tyr Ser Val Ala Thr Gin Leu Phe lie Gly Gly Val Thr Gly Trp Cys 
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85 

Thr Gly Phe I le Phe Gin Lys Val 
100 

Gly Gly Gly Phe Phe Leu Leu Gin 
5 115 120 

Lys Val Asp Trp Gin Arg Val Glu 

130 135 
Gin Leu Lys I le Arg Lys Ser Asn 
145 150 
10 Lys Ala Glu Glu Val Val Ser Phe 

165 

Gly Gly Phe Phe Gly Gly Phe Leu 
180 



90 95 
Gly Lys Leu Ala Ala Thr Ala Val 
105 110 
Leu Ala Asn His Thr Gly Tyr lie 
125 

Lys Asp Met Lys Lys Ala Lys Glu 
140 

Gin I le Pro Thr Glu Val Arg Ser 
155 160 
Va I Lys Lys Asn Va I Leu Va I Thr 

170 175 
Leu Gly Met Ala Ser 
185 



15 

<210> 53 
<211> 1209 
<212> DNA 

<213> Homo sapiens 

20 

<220> 

<221> CDS 

<222> (95) . . (448) 

25 <400> 53 

tcgcgcttgc ctgtgtcccg ggcttgtctg 



tgaagtgggc gtgaagatcg ttgccacctt 60 



ccaacctacc tcacaggggt gttgtgggga cacc atg ate tct gga ttg ttc atg 115 
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Met Me Ser Gly Leu Phe Met 
1 5 

teg ttg tgc tgc gec ggg age cac cgc cct ccg gag aca ggg cag etc 163 
5 Ser Leu Cys Cys Ala Gly Ser His Arg Pro Pro Glu Thr Gly Gin Leu 
10 15 20 

ccc tac gac cct age gee tec gee etc cgc ggc ccc tct cct etc ttc 21 1 
Pro Tyr Asp Pro Ser Ala Ser Ala Leu Arg Gly Pro Ser Pro Leu Phe 
10 25 30 35 

ctg etc tgt ccc tec ttc tec ate agg gag cag cgt gac ttc age gag 259 
Leu Leu Cys Pro Ser Phe Ser I le Arg Glu Gin Arg Asp Phe Ser Glu 
40 45 50 55 

15 

tec cgc gag cac ctg get aga cag tta aca age acg tec ttc cag cct 307 
Ser Arg Glu His Leu Ala Arg Gin Leu Thr Ser Thr Ser Phe Gin Pro 
60 65 70 

20 gag cca gcg cag gtt tgg gag ggg get tec tgg ccc ccc cca egg tgt 355 
Giu Pro Ala Gin Va I Trp Glu Gly Ala Ser Trp Pro Pro Pro Arg Cys 
75 80 85 

tec age ccc tec tct ctt ccg ccc cct agt etc cca ccc ttc cct ccc 403 
25 Ser Ser Pro Ser Ser Leu Pro Pro Pro Ser Leu Pro Pro Phe Pro Pro 
90 95 100 

cgt agt gac caa ttc eta tct ctt ccc tct ccg cag get caa tga 448 



WO 01/42302 



Arg Ser Asp Gin Phe Leu Ser Leu 1 
105 110 

atcgaatgaa tgtgaacttc ttcatctgtg 

5 

tttgggggct tctgttttgt ttggcgagag 
gccctcgcgg caagcagggt gggggggact 
10 ctgttctgtg tctcacatgc tttttctttc 
cagagaagat agcgagatct aaatctctgc 
cacaaagagc aaagcagaac ttataaaatt 

15 

ttcacccccc agccttcctg aacctgcctc 
ccctcggccc tcttgttttt aaaataaact 
20 ctatttcttt tttttagtta gaggtggaac 
ccccttcccc cagcagccaa gccccctctt 
ggccccgccc gtcccccctc ccaggactgg 

25 

attgaaactg aaaacaaaat gagaacaaca 
atcgctcgtt tttaacttca caaataaatg 
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ro Ser Pro Gin Ala Gin 
115 



aaaaatcttt tttttttcca ttttgttctg 508 



agcgatggct gccgtgggga gtactgggga 568 



tgggggcatg ccgggccctc actctctcgc 628 



aaaattggga tccttccatg ttgagccagc 688 



caaaaaaaaa aaaaacttaa aaattaaaaa 748 



atatatatat atattaaaaa gtctctattc 808 



tctgaggata aagcaattca ttttctccca 868 



tttaaaaagg aaaaaaaaaa gtcactcttg 928 



attccttgga ccaggtgttg tattgcagga 988 



ctctccctcc cgccctggct cagctcccgc 1048 



tctgttgtct tttcatctgt tcaagaggag 1108 



aaaaaaattg tatggcagtt tttacttttt 1168 



ataacaaaac c 1209 
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<210> 54 
<211> 117 
5 <212> PRT 

<213> Homo sapiens 

<400> 54 

Met lie Ser Gly Leu Phe Met Ser Leu Cys Cys Ala Gly Ser His Arg 
10 1 5 10 15 

Pro Pro Glu Thr Gly Gin Leu Pro Tyr Asp Pro Ser Ala Ser Ala Leu 

20 25 30 

Arg Gly Pro Ser Pro Leu Phe Leu Leu Cys Pro Ser Phe Ser-Jle Arg 
35 40 45 

15 Glu Gin Arg Asp Phe Ser Glu Ser Arg Glu His Leu Ala Arg Gin Leu 
50 55 60 

Thr Ser Thr Ser Phe Gin Pro Glu Pro Ala Gin Val Trp Glu Gly Ala 
65 70 75 80 

Ser Trp Pro Pro Pro Arg Cys Ser Ser Pro Ser Ser Leu Pro Pro Pro 
20 85 90 95 

Ser Leu Pro Pro Phe Pro Pro Arg Ser Asp Gin Phe Leu Ser Leu Pro 

100 105 110 

Ser Pro Gin Ala Gin 
115 

25 

<210>.55 
<211> 1763 
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<212> DNA 

<213> Homo sapiens 

<220> 
5 <221> CDS 

<222> (26) . . (922) 



<400> 55 

gtgacggctg cgtgcggcgg gaatc atg get get cgc aga get ctg cac ttc 52 

10 Met Ala Ala Arg Arg Ala Leu His Phe 

1 5 

gta ttc aaa gtg gga aac cgc ttc cag acg gcg cgt ttc tat egg gac 100 

Val Phe Lys Val Gly Asn Arg Phe Gin Thr Ala Arg Phe Tyr Arg Asp 
15 10 15 20 25 

gtc ctg ggg atg aag gtt ctg egg cat gag gaa ttt gaa gaa ggc tgc 148 
Val Leu Gly Met Lys Val Leu Arg His Glu Glu Phe Glu Glu Gly Cys 
30 35 40 



20 



aaa get gee tgt aat ggg cct tat gat ggg aaa tgg agt aaa aca atg 196 
Lys Ala Ala Cys Asn Gly Pro Tyr Asp Gly Lys Trp Ser Lys Thr Met 
45 50 55 



25 



gtg gga ttt ggg cct gag gat gat cat ttt gtc gca gaa ctg act tac 
Val Gly Phe Gly Pro Glu Asp Asp His Phe Val Ala Glu Leu Thr Tyr 
60 65 70 



244 
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aat tat ggc gtc gga 
Asn Tyr Gly Val Gly 
75 

5 acg etc get tct age 
Thr Leu Ala Ser Ser 
90 

cca ctg acg gaa gtt 
10 Pro Leu Thr Glu Val 

110 

gga tat aag ttc tat 
Gly Tyr Lys Phe Tyr 
15 125 

gta tta aaa gta act 
Val Leu Lys Val Thr 
140 

20 

tac tgg tgt aat eta 
Tyr Trp Cys Asn Leu 
155 

25 aag caa agg get ttg 
Lys Gin Arg Ala Leu 
170 . 



gac tac aag ctt ggc aat 
Asp Tyr Lys Leu Gly Asn 
80 

cag get gtc age aac gec 
Gin Ala Val Ser Asn Ala 
95 100 

gca gaa ggt gtt ttt gaa 
Ala Glu Gly Val Phe Glu 
115 

ttg cag aat cgc agt ctg 
Leu Gin Asn Arg Ser Leu 
130 

eta gca gtg tct gat ctt 
Leu Ala Val Ser Asp Leu 
145 

ctg gga atg aaa att tat 
Leu Gly Met Lys I le Tyr 
160 

ctg ggc tat get gat aac 
Leu Gly Tyr Ala Asp Asn 
175 180 



gac ttt atg gga ate 292 
Asp Phe Met Gly lie 
85 

agg aag ctg gag tgg 340 
Arg Lys Leu Glu Trp 
105 

acc gag gec ccg gga 388 
Thr Glu Ala Pro Gly 
120 

cct cag tea gat cct 436 
Pro Gin Ser Asp Pro 
135 

caa aag tec ttg aac 484 
Gin Lys Ser Leu Asn 
150 

gaa aaa gat gaa gaa 532 

Glu Lys Asp Glu Glu 

165 

cag tgt aag ctg gag 580 
Gin Cys Lys Leu Glu 
185 
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eta cag ggc gtc aag ggt ggg gtg gac cat gca gca get ttt gga aga 628 

Leu Gin Gly Val Lys Gly Gly Val Asp His Ala Ala Ala Phe Gly Arg 
190 195 200 

5 att gec ttc tct tgc ccc cag aaa gag ttg cca gac tta gaa gac ttg 676 

Me Ala Phe Ser Cys Pro Gin Lys Glu Leu Pro Asp Leu Glu Asp Leu 
205 210 215 

atg aaa agg gag aac cag aag att ctg act ccc ctg gtg age ctg gac 724 

10 Met Lys Arg Glu Asn Gin Lys I le Leu Thr Pro Leu Val Ser Leu Asp 
220 225 230 

ace cca ggg aaa gca aca gta cag gtg gtc att ctg gec gac cct gac 772 

Thr Pro Gly Lys Ala Thr Val Gin Val Val lie Leu Ala Asp Pro Asp 

15 235 240 245 

gga cat gaa att tgc ttt gtc ggg gat gaa gca ttt cga gaa ctt tct 820 

Gly His Glu. Me Cys Phe Val Gly Asp Glu Ala Phe Arg Glu Leu Ser 
250 255 260 265 

20 

aag atg gat cca gag gga age aaa ttg ttg gat gat gca atg gca gca 868 

Lys Met Asp Pro Glu Gly Ser Lys Leu Leu Asp Asp Ala Met Ala Ala 
270 275 280 

25 gat aaa agt gac gag tgg ttt gec aaa cac aat aaa ccc aaa get tea 916 

Asp Lys Ser Asp Glu Trp Phe Ala Lys His Asn Lys Pro Lys Ala Ser 
285 290 295 
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ggt taa cggaagacat gatgcagagc aagcctctgt gattcctgcc cagcacctgt 972 
G»y 

gaggcctgac gtgtcagttc ccaataaatg ctcttctgat ttgtttcccg tacaggcaag 1032 

5 

gaggcttggg tagtgcagat ttgtgtattt caatctttga aagctctgat gtaatttaga 1092 
aatgaaatcc aatcatgagt ccaggtagag aacgcctgct gtaatctaca ctgttgctgg 1152 
10 gactgcgcat tctgtatata actgtgttgg atgagtgaca gatgattgtc cagactagga 1212 
cagcggcatg aacatgactt tggttgggat tgcggatagt tagggttacc tctgaatcgt 1272 
gtagctttta tgagagcagc tgtgcaagtg aatccacatt aatgccttgt cgtggtgcca 1332 

15 

ttcccagcgc ctgacgatac gctcttctat tgtcttattc tggcaggttt tgacgtttta 1392 
aattttttaa agaaatttta ttccttggac caaaaggttt ggttaaccac ccccctctta 1452 
20 cttgctttca cattttgagt gtccagagga aacagaaagg aatgagtgtg tgacgttgct 1512 
gcacgcctga ctctgtgcga gcttctttct gtgtatatat tttgttttat ttttttccgt 1572 
gtatattttt aatcccgaca gaacatcatg tgagatttct ttaaaatgga ttaaacgatt 1632 

25 

tcttcagcct gaaaaaaaag gttttgaaaa tgttttcttg tagttttgtt tggttctaaa 1692 
caacaaatag gttttaatca ctcgaaatgg aattatattg tgtattcatt gaataaattt 1752 
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tttttgaaag t 1763 



5 <210> 56 
<211> 298 
<212> PRT 

<213> Homo sapiens 
10 <400> 56 

Met Ala Ala Arg Arg Ala Leu His Phe Val Phe Lys Val Gly Asn Arg 

1 5 10 15 - 

Phe Gin Thr Ala Arg Phe Tyr Arg Asp Val Leu Gly Met Lys Val Leu 
20 25 30 

15 Arg His Glu Glu Phe Glu Glu Gly Cys Lys Ala Ala Cys Asn Gly Pro 
35 40 45 

Tyr Asp Gly Lys Trp Ser Lys Thr Met Val Gly Phe Gly Pro Glu Asp 

50 55 60 

Asp His Phe Val Ala Glu Leu Thr Tyr Asn Tyr Gly Val Gly Asp Tyr 
20 65 70 75 80 

Lys Leu Gly Asn Asp Phe Met Gly I le Thr Leu Ala Ser Ser Gin Ala 

85 90 95 

Val Ser Asn Ala Arg Lys Leu Glu Trp Pro Leu Thr Glu Val Ala Glu 
100 105 110 

25 Gly Val Phe Glu Thr Glu Ala Pro Gly Gly Tyr Lys Phe Tyr Leu Gin 
115 120 125 

Asn Arg Ser Leu Pro Gin Ser Asp Pro Val Leu Lys Val Thr Leu Ala 
130 135 140 
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Val Ser Asp Leu Gin Lys Ser Leu Asn Tyr Trp Cys Asn Leu Leu Gly 
145 150 155 160 

Met Lys lie Tyr Glu Lys Asp Glu Glu Lys Gin Arg Ala Leu Leu Gly 
165 170 . 175 - - 

5 Tyr Ala Asp Asn Gin Cys Lys Leu Glu Leu Gin Gly Val Lys Gly Gly 
180 185 190 

Val Asp His Ala Ala Ala Phe Gly Arg I le Ala Phe Ser Cys Pro Gin 

195 200 205 

Lys Glu Leu Pro Asp Leu Glu Asp Leu Met Lys Arg Glu Asn Gin Lys 
10 210 215 220 

I le Leu Thr Pro Leu Val Ser Leu Asp Thr Pro Gly Lys Ala Thr Val 
225 230 235 240 

Gin Val Val Me Leu Ala Asp Pro Asp Gly His Glu lie Cys Phe Val 
245 250 255 

15 Gly Asp Glu Ala Phe Arg Glu Leu Ser Lys Met Asp Pro Glu Gly Ser 
260 265 270 

Lys Leu Leu Asp Asp Ala Met Ala Ala Asp Lys Ser Asp Glu Trp Phe 

275 280 285 

Ala Lys His Asn Lys Pro Lys Ala Ser Gly 
20 290 295 



<210> 57 
25 <211> 1913 
<212> DNA 
<213> t Homo sapiens 
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<220> 
<221> CDS 

<222> (303). . (1379) 
5 <400> 57 

aacagtgcta cccacagagt gaacaagaga gagtcatttg ggaaacaaaa ggagaatttt 60 
acagagagag agggatagct aaaactacgt gagcctggcg agggtgcaga gcagaaagta 120 
10 gagactgtcc gaagactgct atctgggacg agacaagttg ttaaagggac aggagagaaa 180 
gcagagctat ttcaagagtg agccacagaa gggaatccag aggccatcta agcgaggaag 240 
ggtctacagg cagtgagtga aggccaggag cagggcccag gccaggcacg accaccgagg 300 

15 

gg atg aac ttc aca gtg ggt ttc aag ccg ctg eta ggg gat gca cac 347 
Met Asn Phe Thr Val Gly Phe Lys Pro Leu Leu Gly Asp Ala His 
1 5 10 15 

gag aag cag etc ate tgc ccc ate tgc ctg gag 395 
Glu Lys Gin Leu I le Cys Pro I le Cys Leu Glu 
25 30 



20 age atg gac aac ctg 
Ser Met Asp Asn Leu 
20 



atg ttc tec aaa cca gtg gtg ate ctg ccc tgc caa cac aac ctg tgc 443 
25 Met Phe Ser Lys Pro Val Val Me Leu Pro Cys Gin His Asn Leu Cys 
35 40 45 



cgc aaa tgt gec aac 



gac gtc ttc cag gec teg aat cct eta tgg cag 
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Arg Lys Cys Ala Asn Asp Val Phe Gin Ala Ser Asn Pro Leu Trp Gin 
50 55 60 

tec egg ggc tec acc act gtg tct tea gga ggc cgt ttc cgc tgc cca 539 
5 Ser Arg Gly Ser Thr Thr Val Ser Ser Gly Gly Arg Phe Arg Cys Pro 
65 70 75 

teg tgc agg cat gag gtt gtc ctg gac aga cac ggt gtc tae ggc ctg 587 
Ser Cys Arg His Glu Val Val Leu Asp Arg His Gly Val Tyr Gly Leu 
10 80 85 90 95 

cag cga aac ctg eta gtg gag aac att ate gac att tac aag cag gag 635 
Gin Arg Asn Leu Leu Val Glu Asn Me lie Asp I le Tyr Lys Gin Glu 
100 105 110 

15 

tea tec agg ccg ctg cac tec aag get gag cag cac etc atg tgc gag 683 
Ser Ser Arg Pro Leu His Ser Lys Ala Glu Gin His Leu Met Cys Glu 
115 120 125 

20 gag cat gaa gaa gag aag ate aat att tac tgc ctg age tgt gag gtg 731 
Glu His Glu Glu Glu Lys Me Asn Me Tyr Cys Leu Ser Cys Glu Val 
130 135 140 

ccc acc tgc tct etc tgc aag gtc ttc ggt gee cac aag gac tgt gag 779 
25 Pro Thr Cys Ser Leu Cys Lys Val Phe Gly Aia His Lys Asp Cys Glu 
145 150 155 



gtg gec cca ctg ccc acc att tac aaa cgc cag aag agt gag etc age 



827 
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Val Ala Pro Leu Pro Thr I le Tyr Lys Arg Gin Lys Ser Glu Leu Ser 

160 165 170 175 

gat ggc ate gcg atg ctg gtg gca ggc aat gac cgc gtg caa gca gtg 875 

5 Asp Gly Me Ala Met Leu Val Ala Gly Asn Asp Arg Val Gin Ala Val 

180 185 190 

ate aca cag atg gag gag gtg tgc cag act ate gag gac aat age egg 923 

lie Thr Gin Met Glu Glu Val Cys Gin Thr I le Glu Asp Asn Ser Arg 
10 195 200 205 

agg cag aag cag ttg tta aac cag agg ttt gag age ctg tgc gca gtg 971 

Arg Gin Lys Gin Leu Leu Asn Gin Arg Phe Glu Ser Leu Cys Ala Val 

210 215 220 

15 

ctg gag gag cgc aag ggt gag ctg ctg cag gcg ctg gec egg gag caa 1019 

Leu Glu Glu Arg Lys Gly Glu Leu Leu Gin Ala Leu Ala Arg Glu Gin 
225 230 235 

20 gag gag aag ctg cag cgc gtc cgc ggc etc ate cgt cag tat ggc gac 1067 

Glu Glu Lys Leu Gin Arg Val Arg Gly Leu Me Arg Gin Tyr Gly Asp 

240 245 250 255 

cac ctg gag gec tec tct aag ctg gtg gag tct gee ate cag tec atg 1115 

25 His Leu Glu Ala Ser Ser Lys Leu Val Glu Ser Ala Me Gin Ser Met 

260 265 270 



gaa gag cca caa atg gcg ctg tat etc cag cag gee aag gag, ctg ate 



1163 
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Glu Glu Pro Gin Met Ala Leu Tyr Leu Gin Gin Ala Lys Glu Leu Me 
275 280 285 

aat aag gtc ggg gcc atg teg aag gtg gag ctg gca ggg egg ccg gag 1211 
5 Asn Lys Val Gly Ala Met Ser Lys Val Glu Leu Ala Gly Arg Pro Glu 
290 295 300 

cca ggc tat gag age atg gag caa ttc ace gta agg gtg gag cac gtg 1259 
Pro Gly Tyr Glu Ser Met Glu Gin Phe Thr Val Arg Val Glu His Val 
10 305 310 315 

gcc gaa atg ctg egg ace ate gac ttc cag cca ggc 
Ala Glu Met Leu Arg Thr Me Asp Phe Gin Pro Gly 
320 325 330 

15 

gaa gag gag gtg gcc cca gac gga gag gag ggc age 
Glu Glu Glu Val Ala Pro Asp Gly Glu Glu Gly Ser 
340 345 

20 gaa gag egg ccg gat ggg cct taa ggcctgcgcc gacc« 
Glu Glu Arg Pro Asp Gly Pro 
355 

cccgcgctag agteggggag gatctgegea gagacegcag catcacccaa atcggcgccg 1469 

25 

gccccgggag gatctcaata aagaactcga gcgtcccaga cccgtatctc ctttcgctgc 1529 
ccaaccccgc agectggget tegaaggega cccgcccacc atcctgccct tcccagaacc 1589 



get tec ggg gag 1307 
Ala Ser Gly Glu 
335 

gcg ggg ccg gag 1355 
Ala Gly Pro Glu 
350 

cgaccc tgctcgagag 1409 
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tgagaccgtc tggggggcgg aagccaaatg aacccctatt gggcacctct gtgatgccag ' 1 649 
gagcgaactg gtgagcccag cgccctggga agagggccga gggcggggcg gtggtgccgg 1709 
gacctctgag gtcctgggga tttggggacc cttggggtcc acatgcacct ggctgacctg 1769 
gctgaaagcc gctgtctcgg agccccccac agcattttgt tcccctcccg ctggcccggg 1829 
ggccccacct tcccacgggt tcccacgctg ctgtgactgc cctgcctcta cgacaaaagc 1889 
caacgggtct tcagtacttt tatt 1913 

<210> 58 
<211> 358 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Asn Phe Thr Val Gly Phe Lys Pro Leu Leu Gly Asp Ala His Ser 

15 10 15 

Met Asp Asn Leu Glu Lys Gin Leu I le Cys Pro I le Cys Leu Glu Met 

20 25 30 

Phe Ser Lys Pro Val Val I le Leu Pro Cys Gin His Asn Leu Cys Arg 

35 40 45 

Lys Cys Ala Asn Asp Val Phe Gin Ala Ser Asn Pro Leu Trp Gin Ser 
50 55 60 
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Arg Gly Ser Thr Thr Val Ser Ser Gly Gly Arg Phe Arg Cys Pro Ser 
65 70 75 80 

Cys Arg His Glu Val Val Leu Asp Arg His Gly Val Tyr Gly Leu Gin 
85 90 - - 95 

5 Arg Asn Leu Leu Val Glu Asn lie lie Asp Me Tyr Lys Gin Glu Ser 
100 105 110 

Ser Arg Pro Leu His Ser Lys Ala Glu Gin His Leu Met Cys Glu Glu 

115 120 125 

His Glu Glu Glu Lys lie Asn Me Tyr Cys Leu Ser Cys Glu Val Pro 
10 130 135 140 

Thr Cys Ser Leu Cys Lys Val Phe Gly Ala His Lys Asp Cys Glu Val 
145 150 155 160 

Ala Pro Leu Pro Thr I le Tyr Lys Arg Gin Lys Ser Glu Leu Ser Asp 
165 170 175 

15 Gly Me Ala Met Leu Val Ala Gly Asn Asp Arg Val Gin Ala Val Me 
180 185 190 

Thr Gin Met Glu Glu Val Cys Gin Thr I le Glu Asp Asn Ser Arg Arg 

195 200 205 

Gin Lys Gin Leu Leu Asn Gin Arg Phe Glu Ser Leu Cys Ala Val Leu 
20 210 215 220 

Glu Glu Arg Lys Gly Glu Leu Leu Gin Ala Leu Ala Arg Glu Gin Glu 
225 230 235 240 

Glu Lys Leu Gin Arg Val Arg Gly Leu I le Arg Gin Tyr Gly Asp His 
245 250 255 

25 Leu Glu Ala Ser Ser Lys Leu Val Glu Ser Ala Me Gin Ser Met Glu 
260 265 270 

Glu Pro Gin Met Ala Leu Tyr Leu Gin Gin Ala Lys Glu Leu Me Asn 
275 280 285 
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Lys Val Gly Ala Met Ser Lys Va I Glu Leu Ala Gly Arg Pro Giu Pro 

290 295 300 

Gly Tyr Glu Ser Met Glu Gin Phe Thr Val Arg Val Glu His Val Ala 
305 310 315 . 320 

Glu Met Leu Arg Thr I le Asp Phe Gin Pro Gly Ala Ser Gly Glu Glu 

325 330 335 

Glu Glu Val Ala Pro Asp Gly Glu Glu Gly Ser Ala Gly Pro Glu Glu 

340 345 350 

Glu Arg Pro Asp Gly Pro 
355 



<210> 59 
<211> 1520 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (32).. (1147) 
<400> 59 

aatccgagct cgtcccggcc tcaccagcgc c atg ctg ggc teg cga gec gcg 52 

Met Leu Gly Ser Arg Ala Ala 
1 5 

ggg ttc gcg egg ggc ctg egg get ttg gca ctg gcg tgg ctg ccg ggc 100 
Gly Phe Ala Arg Gly Leu Arg Ala Leu Ala Leu Ala Trp Leu Pro Gly 
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10 15 20 

tgg egg ggc cgc tec ttc gec ctg gcg cgt gcg gca ggc gcg ccc cac 148 
Trp Arg Gly Arg Ser Phe Ala Leu Ala Arg Ala Ala Gly Ala Pro His 
25 30 35 

ggt ggt gac ttg cag ccc ccc gec tgt ccc gag ccg cgc ggg cgc cag 196 
Gly Gly Asp Leu Gin Pro Pro Ala Cys Pro Giu Pro Arg Gly Arg Gin 
40 45 50 55 

etc agt ttg tec gcg gcg gcg gtg gtg gac tct gcg ccc cgc ccc ctg 244 
Leu Ser Leu Ser Ala Ala Ala Val Val Asp Ser Ala Pro Arg Pro Leu 
60 65 70 



cag ccg tac ttg cgc etc atg egg ttg gac aag ccc att gga acc tgg 292 
Gin Pro Tyr Leu Arg Leu Met Arg Leu Asp Lys Pro Me Gly Thr Trp 
75 80 85 

ctt ctg tat tta cca tgt acc tgg age att ggt ttg gca get gaa cca 340 
Leu Leu Tyr Leu Pro Cys Thr Trp Ser Me Gly Leu Ala Ala Glu Pro 
90 95 100 



ggt tgt ttt cca gat tgg tac atg etc tec etc ttt ggc act gga get 388 
Gly Cys Phe Pro Asp Trp Tyr Met Leu Ser Leu Phe Gly Thr Gly Ala 
105 110 115 

att ctg atg cgt gga gca ggc tgt act att aat gac atg tgg gac cag 436 
I le Leu Met Arg Gly Ala Gly Cys Thr I ie Asn Asp Met Trp Asp Gin 
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120 125 130 135 

gac tat gat aaa aag gtt aca aga aca gcc aat cgt cca ata gcc get 484 

Asp Tyr Asp Lys Lys Val Thr Arg Thr Ala Asn Arg Pro Me Ala Ala 

140 t45 150 



gga gac att tea act ttt cag tec ttt gtt ttt ctt ggg gga cag eta 532 
Gly Asp Me Ser Thr Phe Gin Ser Phe Val Phe Leu Gly Gly Gin Leu 
155 160 165 



ace ctg gca ctg ggt gtt ctt ctg tgt eta aat tac tac agt ata get 580 
Thr Leu Ala Leu Gly Val Leu Leu Cys Leu Asn Tyr Tyr Ser Me Ala 
170 175 180 



ctg gga gca gga tec tta 
Leu Gly Ala Gty Ser Leu 
185 



ctt ctt gtc ate ace 
Leu Leu Val Me Thr 
190 



tac cca eta atg aaa 628 

Tyr Pro Leu Met Lys 

195 



aga att tea tac tgg cct caa eta 
Arg Me Ser Tyr Trp Pro Gin Leu 
200 205 

gga gcg tta ctt gga tgg tct get 
Gly Ala Leu Leu Gly Trp Ser Ala 
220 



gcc ttg ggc ttg aca ttt aat tgg 676 
Ala Leu Gly Leu Thr Phe Asn Trp 
210 215 

ate aag ggt tec tgt gat cca tct 724 
I le Lys Gly Ser Cys Asp Pro Ser 
225 230 



gtt tgc ctg cct ctt tat ttt tct gga gtt atg tgg aca eta ata tat 772 
Val Cys Leu Pro Leu Tyr Phe Ser Gly Val Met Trp Thr Leu Me Tyr 
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235 240 245 

gac act att tat gcc cat cag gac aaa aga gat gat gtt ttg att ggt 820 
Asp Thr Me Tyr Ala His Gin Asp Lys Arg Asp Asp Val Leu lie Gly 
250 255 260 

ctt aag tea acg get ctg egg ttc gga gaa aat ace. aag ccg tgg etc 868 
Leu Lys Ser Thr Ala Leu Arg Phe Gly Glu Asn Thr Lys Pro Trp Leu 
265 270 275 

age ggc ttc agt gtt gca atg ctg ggg gca ctg age eta gtg ggt gtg 916 
Ser Gly Phe Ser Val Ala Met Leu Gly Ala Leu Ser Leu Val Gly Val 
280 285 290 295 

aac agt gga cag act get ccc tac tac get gcc ctg ggt get gta gga 964 
Asn Ser Gly Gin Thr Ala Pro Tyr Tyr Ala Ala Leu Gly Ala Val Gly 
300 305 310 

gcc cat ctg act cac cag att tac act eta gac ate cac aga cct gag 1012 
Ala His Leu Thr His Gin I le Tyr Thr Leu Asp I le His Arg Pro Glu 
315 320 325 

gat tgt tgg aat aaa ttt ate tec aac cga aca ctg gga eta ata gtt 1060 
Asp Cys Trp Asn Lys Phe I le Ser Asn Arg Thr Leu Gly Leu Me Val 
330 335 340 

ttt tta ggg att gtc ctt ggg aat ttg tgg aaa gaa aag aag aca gac 1108 
Phe Leu Gly Me Val Leu Gly Asn Leu Trp Lys Glu Lys Lys Thr Asp 
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345 350 355 

aaa aca aag aag ggt ata gag aat aaa ata gaa aat taa tgaatgaaat 1157 
Lys Thr Lys Lys Gly I le Glu Asn Lys Me Glu Asn 
5 360 365 370 

ttatctagga atttttaaaa cattttttac aaaatataat tagatttgaa tacaaaatct 1217 

gatacaatat gttaaagaat taagaacctg aagatgaaga tttagagcat atttacctgg 1277 

10 

attttactta tttgctagca aaattccccc ttgtcacaga aaccagggac tcttcaggat 1337 
ttgagatggc cttgagtatt ttagttgata cattcttctg cccattataa ttctcacctg 1397 
15 aagttatggg gattgcacag gttttggcac tttagaaaaa gcctgatgtg ggtcttacat 1457 
aaatgaatgt ctgtataaga aaatggactc ttttttttag ggaaaaataa aagcaactat 1517 
ggg " 1520 

20 

<210> 60 
<211> 371 
<212> PRT 
25 <213> Homo sapiens 



<400>.60 

Met Leu Gly Ser Arg Ala Ala Gly Phe Ala Arg Gly Leu Arg Ala Leu 
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15 10 15 

Ala Leu Ala Trp Leu Pro Gly Trp Arg Gly Arg Ser Phe Ala Leu Ala 

20 25 30 

Arg Ala Ala Gly Ala Pro His Gly Gly Asp Leu-Gin Pro Pro Ala Cys 
5 35 40 45 

Pro Glu Pro Arg Gly Arg Gin Leu Ser Leu Ser Ala Ala Ala Val Val 

50 55 60 

Asp Ser Ala Pro Arg Pro Leu Gin Pro Tyr Leu Arg Leu Met Arg Leu 
65 70 75 80 

10 Asp Lys Pro lie Gly Thr Trp Leu Leu Tyr Leu Pro Cys Thr Trp Ser 

85 90 95 

I le Gly Leu Ala Ala Glu Pro Gly Cys Phe Pro Asp Trp Tyr Met Leu 

100 105 110 

Ser Leu Phe Gly Thr Gly Ala Me Leu Met Arg Gly Ala Gly Cys Thr 
15 115 120 125 

I le Asn Asp Met Trp Asp Gin Asp Tyr Asp Lys Lys Val Thr Arg Thr 

130 135 140 

Ala Asn Arg Pro Me Ala Ala Gly Asp lie Ser Thr Phe Gin Ser Phe 
145 150 - 155 160 

20 Val Phe Leu Gly Gly Gin Leu Thr Leu Ala Leu Gly Val Leu Leu Cys 

165 170 175 

Leu Asn Tyr Tyr Ser Me Ala Leu Gly Ala Gly Ser Leu Leu Leu Val 

180 185 190 

I le Thr Tyr Pro Leu Met Lys Arg I le Ser Tyr Trp Pro Gin Leu Ala 
25 195 200 205 

Leu Gly Leu Thr Phe Asn Trp Gly Ala Leu Leu Gly Trp. Ser Ala Me 

210 215 220 

Lys Gly Ser Cys Asp Pro Ser Val Cys Leu Pro Leu Tyr Phe Ser Gly 
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225 230 235 240 

Val Met Trp Thr Leu Me Tyr Asp Thr Me Tyr Ala His Gin Asp Lys 

245 250 255 

Arg Asp Asp Val Leu Me Gly Leu Lys Ser Thr Ala Leu Arg Phe Gly 

260 265 270 

Glu Asn Thr Lys Pro Trp Leu Ser Gly Phe Ser Val Ala Met Leu Gly 

275 280 285 

Ala Leu Ser Leu Val Gly Val Asn Ser Gly Gin Thr Ala Pro Tyr Tyr 

290 295 300 

Ala Ala Leu Gly Ala Val Gly Ala His Leu Thr His Gin Me Tyr Thr 
305 310 315 320 

Leu Asp Me His Arg Pro Glu Asp Cys Trp Asn Lys Phe I le Ser Asn 

325 330 335 

Arg Thr Leu Gly Leu Me Val Phe^!te^jf^M 

340 345" ^ : 350 

Trp Lys Glu Lys Lys Thr Asp Lys Thr Lys Lys Gly Me Glu Asn Lys 

355 360 365 

Me Glu Asn 
370 



<210> 61 

<211> 1731 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (183). . (1301) 
<400> 61 

aagatagaac ccaaagaaag gcaaagagtc ctgcccggca ccggcgccgc gtgggccaaa 60 

cctgcgcccg tggaggggcg cgcagagggc accgggcgcc gggagcaggc ggcgcagcac 120 

cagcattgtg ttagtgccgg gaggccactg tgtcagcaag ctgagaggga aactgaagca 180 

ag atg teg ggc egg agt ggg aag aag aaa atg tec aag ctg tec cgt 227 
Met Ser Gly Arg Ser Gly Lys Lys Lys Met Ser Lys Leu Ser Arg 
15 10 15 

tea get agg gca ggt gtc ate ttt cca gtg ggg agg ctg atg cgt tat 275 
Ser Ala Arg Ala Gly Val I le Phe Pro Va I Gly Arg Leu Met Arg Tyr 
20 25 30 

ctg aag aaa ggg acg ttc aag tac egg ate age gtg ggc gec cct gtc 323 
Leu Lys Lys Gly Thr Phe Lys Tyr Arg I le Ser Val Gly Ala Pro Val 
35 40 45 

tac atg gcg gca gtc att gag tac ctg gca gcg gaa att eta gaa ttg 371 
Tyr Met Ala Ala Val I le Glu Tyr Leu Ala Ala Glu I le Leu Glu Leu 
50 55 60 

gee ggc aat gec gcg agg gac aac aag aag gee egg ata gec ccg aga 419 
Ala Gly Asn Ala Ala Arg Asp Asn Lys Lys Ala Arg I le Ala Pro Arg 



WO 01/42302 PCT/JP00/08631 

143/360 



65 70 75 



cac ate ttg ctg gca gtt gee aat gac 
His lie Leu Leu Ala Val Ala Asn Asp 
80 85 

aaa gga gtg acc ate gee agt gga ggc 
Lys Gly Val Thr lie Ala Ser Gly Gly 
100 

gaa ctg ctg gee aaa aag cga ggg acc 
Glu Leu Leu Ala Lys Lys Arg Gly Thr 
115 120 



gag gag etc aac cag ctg eta 467 
Glu Glu Leu Asn Gin Leu Leu 
90 95 

gtc ctg ccc aga att cac ccc 515 
Val Leu Pro Arg I le His Pro 
105 110 

aaa ggc aag teg gaa acg ate 563 
Lys Gly Lys Ser Glu Thr I le 
125 



etc tec cca ccc cca gag aaa aga ggc agg aag gee acg tea ggc aag 611 
Leu Ser Pro Pro Pro Glu Lys Arg Gly Arg Lys Ala Thr Ser Gly Lys 
130 135 140 



aag ggg ggg aag aaa tec aag get gee aaa cca egg acg tec aaa aag 659 
Lys Gly Gly Lys Lys Ser Lys Ala Ala Lys Pro Arg Thr Ser Lys Lys 
145 150 155 



tec aaa cca aag gac age gat aaa gaa gga act tea aat tec acc tct 707 
Ser Lys Pro Lys Asp Ser Asp Lys Glu Gly Thr Ser Asn Ser Thr Ser 
160 165 170 175 



gaa gat ggg cca ggg gat gga ttc acc att ctg tct tct aag age ctt 
Glu Asp Gly Pro Gly Asp Gly Phe Thr lie Leu Ser Ser Lys Ser Leu 



755 
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180 185 190 

gtt ctg gga cag aag ctg tec tta acc cag agt gac ate age cat att 803 

Val Leu Gly Gin Lys Leu Ser Leu Thr Gin Ser Asp Me Ser His lie 
5 195 200 205 

ggc tec atg aga gtg gag ggc att gtc cac cca acc aca gec gaa att 851 

Gly Ser Met Arg Val Glu Gly Me Val His Pro Thr Thr Ala Glu Me 
210 215 220 

10 

gac etc aaa gaa gat ata ggt aaa gec ttg gaa aag get ggg gga aaa 899 

Asp Leu Lys Glu Asp Me Gly Lys Ala Leu Glu Lys Ala Gly Gly Lys 
225 230 235 

15 gag ttc ttg gaa acg gta aag gag ctt cgc aaa tec caa ggc cct ttg 947 

Glu Phe Leu Glu Thr Val Lys Glu Leu Arg Lys Ser Gin Gly Pro Leu 
240 245 250 255 

gaa gtc gec gaa gee gee gtc age caa tec agt gga etc gca gec aaa 995 

20 Glu Val Ala Glu Ala Ala Val Ser Gin Ser Ser Gly Leu Ala Ala Lys 

260 265 270 

ttt gtc ate cac tgt cac ate cct cag tgg ggc tec gac aaa tgt gaa 1043 

Phe Val I le His Cys His I le Pro Gin Trp Gly Ser Asp Lys Cys Glu 
25 275 280 285 

gaa cag ctt gaa gag acc ate aaa aac tgc ctg tea gcg gcg gag gac 1091 

Glu Gin Leu Glu Glu Thr I le Lys Asn Cys Leu Ser Ala Ala Glu Asp 
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290 295 300 

aag aag eta aag tec gtc gcg ttc ccg cct ttc ccc age ggc aga aac 1139 
Lys Lys Leu Lys Ser Val Ala Phe Pro Pro Phe Pro Ser Gly Arg Asn 
305 310 315 

tgc ttt ccc aaa cag act gcg gec cag gtg acc etc aaa gec ate tea 1187 
Cys Phe Pro Lys Gin Thr Ala Ala Gin Val Thr Leu Lys Ala lie Ser 
320 325 330 335 

gec cac ttt gat gac teg age gcg tec teg ctg aag aac gtg tac ttc 1235 
Ala His Phe Asp Asp Ser Ser Ala Ser Ser Leu Lys Asn Val Tyr Phe 
340 345 350 

ctg etc ttc gac age gag age ate ggc ate tac gtg cag gag atg gee 1283 
Leu Leu Phe Asp Ser Glu Ser I le Gly I le Tyr Val Gin Glu Met Ala 
355 360 365 

aag etc gac gee aag tag ccgccgcact ttccagcagg gateggagga 1331 
Lys Leu Asp Ala Lys 
370 

cgacccgagt cccaagagtg gggttttgct ttttaaaagg agagaggagg ggtgatggca 1391 
ggggagtgga gggtggccgg gcaggtcctg ccggcgcagg gagccctctg cccttcacac 1451 
tctcctccaa aagagcctcc atctgtaagg aagcaggtct ccgcgagggg tttctttcca 1511 
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146/360 

tgtgttttcc tcctgttgtt ttagaacttt tttaaaaaaa cagacctcgt tttagattta 1571 
tagcattgac ttttacacac attcacacaa gaaaaaaatc ctttcaaaat tcttaaatct 1631 
tctgttcctc ctttttccaa gggaagaggg caaaaagtgg cctgggctct gttggtgtgc 1691 
gtgttccgtg gcggagagaa gaaaatggga aagacatctc 1731 

<210> 62 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Met Ser Gly Arg Ser Gly Lys Lys Lys Met Ser Lys Leu Ser Arg Ser 

1 5 10 15 

Ala Arg Ala Gly Val I le Phe Pro Val Gly Arg Leu Met Arg Tyr Leu 

20 25 30 

Lys Lys Gly Thr Phe Lys Tyr Arg I le Ser Val Gly Ala Pro Val Tyr 

35 40 45 

Met Ala Ala Val lie Glu Tyr Leu Ala Ala Glu He Leu Glu Leu Ala 

50 55 60 

Gly Asn Ala Ala Arg Asp Asn Lys Lys Ala Arg I le Ala Pro Arg His 
65 70 75 80 

I le Leu Leu Ala Val Ala Asn Asp Glu Glu Leu Asn Gin Leu Leu Lys 

85 90 95 

Gly Val Thr Me Ala Ser Gly Gly Val Leu Pro Arg Me His Pro Glu 
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100 105 110 

Leu Leu Ala Lys Lys Arg Gly Thr Lys Gly Lys Ser Glu Thr lie Leu 

115 120 125 

Ser Pro Pro Pro Glu Lys Arg Gly Arg Lys Ala Thr Ser Gly Lys Lys 

130 135 140 

Gly Gly Lys Lys Ser Lys Ala Ala Lys Pro Arg Thr Ser Lys Lys Ser 
145 150 155 160 

Lys Pro Lys Asp Ser Asp Lys Glu Gly Thr Ser Asn Ser Thr Ser Glu 

165 170 175 

Asp Gly Pro Gly Asp Gly Phe Thr I le Leu Ser Ser Lys Ser Leu Val 

180 185 190 

Leu Gly Gin Lys Leu Ser Leu Thr Gin Ser Asp Me Ser His Me Gly 

195 200 205 

Ser Met Arg Val Glu Gly Me Val His Pro Thr Thr Ala Glu Me Asp 

210 215 220 

Leu Lys Glu Asp Me Gly Lys Ala Leu Glu Lys Ala Gly Gly Lys Glu 
225 230 235 240 

Phe Leu Glu Thr Val Lys Glu Leu Arg Lys Ser Gin Gly Pro Leu Glu 

245 250 255 

Val Ala Glu Ala Ala Val Ser Gin Ser Ser Gly Leu Ala Ala Lys Phe 

260 265 270 

Val Me His Cys His lie Pro Gin Trp Gly Ser Asp Lys Cys Glu Glu 

275 280 285 

Gin Leu Glu Glu Thr I le Lys Asn Cys Leu Ser Ala Ala Glu Asp Lys 

290 295 300 

Lys Leu Lys Ser Val Ala Phe Pro Pro Phe Pro Ser Gly Arg Asn Cys 
305 . 310 315 320 

Phe Pro Lys Gin Thr Ala Ala Gin Val Thr Leu Lys Ala Me Ser Ala 
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325 

His Phe Asp Asp Ser Ser Ala Ser 
340 

Leu Phe Asp Ser Glu Ser Me Giy 
5 355 360 

Leu Asp Ala Lys 
370 



330 335 
Ser Leu Lys Asn Val Tyr Phe Leu 
345 350 
Me Tyr Val Gin Glu Met Ala Lys 
365 



<210> 63 

<211> 910 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21). . (698) 



20 <400> 63 

aaagtaaggg tgtcgtgctg atg gcc ctg tgc gca ctg acc cgc get ctg cgc 53 

Met Ala Leu Cys Ala Leu Thr Arg Ala Leu Arg 
1 5 10 



25 tct ctg aac ctg gcg ccc ccg acc gtc gcc gcc cct gcc ccg agt ctg 101 
Ser Leu Asn Leu Ala Pro Pro Thr Val Ala Ala Pro Ala Pro Ser Leu 
15 20 25 
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ttc ccc gcc gcc cag atg atg aac aat ggc etc etc caa cag ccc tct 149 
Phe Pro Ala Ala Gin Met Met Asn Asn Gly Leu Leu Gin Gin Pro Ser 
30 35 " 40 

gcc ttg atg ttg etc ccc tgc cgc cca gtt ctt act tct gtg gcc ctt 197 
Ala Leu Met Leu Leu Pro Cys Arg Pro Va I Leu Thr Ser Va! Ala Leu 
45 50 55 

aat gcc aac ttt gtg tec tgg aag agt cgt acc aag tac ace att aca 245 
Asn Ala Asn Phe Val Ser Trp Lys Ser Arg Thr Lys Tyr Thr I le Thr 
60 65 70 75 

cca gtg aag atg agg aag tct ggg ggc cga gac cac aca ggc cga ate 293 
Pro Val Lys Met Arg Lys Ser Gly Gly Arg Asp His Thr Gly Arg Me 
80 85 90 

egg gtg cat ggt att ggc ggg ggc cac aag caa cgt tat cga atg att 341 
Arg Val His Gly Me Gly Gly Gly His Lys Gin Arg Tyr Arg Met Me 
95 -100 105 



gac ttt ctg cgt ttc egg cct gag gag acc aag tea gga ccc ttt gag 389 
Asp Phe Leu Arg Phe Arg Pro Glu Glu Thr Lys Ser Gly Pro Phe Glu 
110 115 120 

gag aag gtt ate caa gtc cgc tat gat ccc tgt agg tea gca gac ata 437 
Glu Lys Val I le Gin Val Arg Tyr Asp Pro Cys Arg Ser Ala Asp ! le 
125 130 135 
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get ctg gtt get ggg ggc age egg aaa cgc tgg ate ate gec aca gaa 485 
Ala Leu Val Ala Gly Gly Ser Arg Lys Arg Trp Me Me Ala Thr Glu 
140 145 150 155 

aac atg cag get gga gat aca ate ttg aac tct aac cac ata ggc cga 533 
Asn Met Gin Ala Gly Asp Thr I le Leu Asn Ser Asn His I le Gly Arg 
160 165 170 

atg gca gtt get get egg gaa ggg gat gcg cat cct ctt ggg get ctg 581 
Met Ala Val Ala Ala Arg Glu Gly Asp Ala His Pro Leu Gly Ala Leu 
175 180 185 

cct gtg ggg acc etc ate aac aac gtg gaa agt gag cca ggc egg ggt 629 
Pro Val Gly Thr Leu Me Asn Asn Val Glu Ser Glu Pro Gly Arg Gly 
190 195 200 

gec caa tat ate cga get gca ggt get gga aac gtg cgt age aac agt 677 
Ala Gin Tyr Me Arg Ala Ala Gly Ala Gly Asn Val Arg Ser Asn Ser 
205 210 215 

agg ccg agt ate caa cgt tga tcataacaaa egggtcattg gcaaggcagg 728 
Arg Pro Ser I le Gin Arg 
220 225 

tcgcaaccgc tggctgggca agaggectaa cagtgggcgg tggcaccgca aggggggctg 788 
ggctggccga aagattegge cactaccccc catgaagagt tacgtgaagc tgccttctgc 848 
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ttctgcccaa agctgatatc cctgtactct aataaaatgc cccccccccc cgttttaatc 908 
tg 910 

5 

<210> 64 
<211> 225 
<212> PRT 

<213> Homo sapiens 

10 

<400> 64 

Met Ala Leu Cys Ala Leu Thr Arg Ala Leu Arg Ser Leu Asn Leu Ala 

1 5 10 15 

Pro-^Pro Thr Val Ala Ala Pro Ala Pro Ser Leu Phe Pro Ala Ala Gin 
15 20 25 30 

Met Met Asn Asn Gly Leu Leu Gin Gin Pro Ser Ala Leu Met Leu Leu 

35 40 45 

Pro Cys Arg Pro Val Leu Thr Ser Val Ala Leu Asn Ala Asn Phe Va I 
50 55 : 60 

20 Ser Trp Lys Ser Arg Thr Lys Tyr Thr lie Thr Pro Val Lys Met Arg 
65 70 75 80 

Lys Ser Gly Gly Arg Asp His Thr Gly Arg Me Arg Val His Gly Me 

85 90 95 

Gly Gly Gly His Lys Gin Arg Tyr Arg Met I le Asp Phe Leu Arg Phe 
25 100 105 110 

Arg Pro Glu Glu Thr Lys Ser Gly Pro Phe Glu Glu Lys Val Me Gin 

115 120 125 

Val Arg Tyr Asp Pro Cys Arg Ser Ala Asp Me Ala Leu Val Ala Gly 
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130 135 140 

Gly Ser Arg Lys Arg Trp lie Me Ala Thr Glu Asn Met Gin Ala Gly 
145 150 155 160 

Asp Thr lie Leu Asn Ser Asn His I le Gly Arg Met Ala Val Ala Ala 
5 165 170 175 

Arg Glu Gly Asp Ala His Pro Leu Gly Ala Leu Pro Val Gly Thr Leu 

180 185 190 

I le Asn Asn Val Glu Ser Glu Pro Gly Arg Gly Ala Gin Tyr I le Arg 
195 200 205 

10 Ala Ala Gly Ala Gly Asn Val Arg Ser Asn Ser Arg Pro Ser I le Gin 
210 215 220 

Arg 
225 



15 



<210> 65 
<211> 784 
<212> ON A 
20 <213> Homo sapiens 



<220> 

<221> CDS 

<222> (156). . (500) 

<400> 65 

accccgcgcg cgcctctctg tcgtggcgcg gcttcccgcg gtcttctctg caaatgggct 60 
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ccgtggccta gcgcccccgt ccccgccacc cgtgatcgtg cgccgaggcc cgcgaggggt 120 

cgccgcccag atcccaccag ccagcaagct aaagc atg gcg gcc ate ccc tec 173 

Met Ala Ala lie Pro Ser 
5 1 5 

age ggc teg etc gtg gcc ace cac gac tac tac egg cgc cgc ctg ggt 221 

Ser Gly Ser Leu Val Ala Thr His Asp Tyr Tyr Arg Arg Arg Leu Gly 
10 15 20 

10 

tec act tec age aac age tec tgc age agt acc gag tgc ccc ggg gaa 269 

Ser Thr Ser Ser Asn Ser Ser Cys Ser Ser Thr Glu Cys Pro Gly Glu 
25 30 35 

15 gcc att ccc cac ccc cca ggt etc ccc aag get gac ccg ggt cat tgg 317 
Ala Me Pro His Pro Pro Gly Leu Pro Lys Ala Asp Pro Gly His Trp 
40 45 50 

tgg gcc age ttc ttt ttc ggg aag tec acc etc ccg ttc atg gcc acg 365 
20 Trp Ala Ser Phe Phe Phe Gly Lys Ser Thr Leu Pro Phe Met Ala Thr 
55 60 65 70 

gtg ttg gag tec gca gag cac teg gaa cct ccc cag gcc tec age age 413 
Val Leu Glu Ser Ala Glu His Ser Glu Pro Pro Gin Ala Ser Ser Ser 
25 75 80 85 

atg acc gcc tgt ggc ctg get egg gac gcc ccg agg aag cag ccc ggc 461 
Met Thr Ala Cys Gly Leu Ala Arg Asp Ala Pro Arg Lys Gin Pr Gly 
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90 95 100 

ggt cag tec age aca gee age get ggg ccc ccg tec tga ectgageggt 510 
Gly Gin Ser Ser Thr Ala Ser Ala Gly Pro Pro Ser 

105 110 115 

taccaccagc cccaggcctg eggaggeget agtccaccag agcccctccc cgcccctctc 570 

cccactccgc atccctcgcc cccctcccca cctcccaccc cccaccctgt aaactaggcg 630 

getgeagcaa gcagaccttc gcatcaacac agcagacacc aaaaaccagt gagagccccg 690 

ctctctaccg cccggcccca gcactcgcta gctttcctga cacctggaac tgtgcacctg 750 

gcaccaagcg gaaaataaac tccaagcagc cagt 784 

<210> 66 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Met Ala Ala I le Pro Ser Ser Gly Ser Leu Va I Ala Thr His Asp Tyr 

15 10 15 

Tyr Arg Arg Arg Leu Gly Ser Thr Ser Ser Asn Ser Ser Cys Ser Ser 

20 25 30 

Thr Glu Cys Pro Gly Glu Ala I le Pro His Pro Pro Gly Leu Pro Lys 
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35 40 45 

Ala Asp Pro Gly His Trp Trp Ala Ser Phe Phe Phe Gly Lys Ser Thr 

50 55 60 

Leu Pro Phe Met Ala Thr Val Leu Glu Ser Ala Glu His Ser Glu Pro 
65 70 75 80 

Pro Gin Ala Ser Ser Ser Met Thr A La Cys Gly Leu Ala Arg Asp Ala 

85 90 95 

Pro Arg Lys Gin Pro Gly Gly Gin Ser Ser Thr Ala Ser Ala Gly Pro 
100 105 110 

Pro Ser 



<210> 67 
<211> 984 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (348) . . (770) 

<400> 67 

agaagacagg gcacccgcgg ccttgctgcg catgctcgcg ctgtgacccc ggcttgaggt 60 
aacagcgcga gctgaggctg gggcccttgg cgcggaggct gagggacccg ccgcggcgct 120 
gtcgccggag agggagggca ccgctgtcgc cagaagccaa ggagtcctca gtgaccgtgg 180 
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gatccacaac atctccacat cgctgtcccc acccagccag ggcagcgcca gcactagctc 240 
agacgcaagg acggaaccgc tggactccag gttccttgcc tgggagtagg agaaatccac 300 

5 

ctgctggggg ctgagtgtgg cctgagggac aggccctggg tcccggg atg ccc ctg 356 

Met Pro Leu 
1 

10 ccc gag ccc age gag cag gag ggt gag agt gtg aag gcc age cag gag 404 
Pro Glu Pro Ser Glu Gin Glu Gly Glu Ser Val Lys Ala Ser Gin Glu 
5 10 15 

cca tec ccc aag cca ggc aca gaa gtc ate ccg gca gcc ccc agg aag 452 
15 Pro Ser Pro Lys Pro Gly Thr Glu Val I le Pro Ala Ala Pro Arg Lys 
20 25 30 35 

ccc aga aag ttc tec aaa ctg gtc ctg etc aca gcc tec aaa gac age 500 
Pro Arg Lys Phe Ser Lys Leu Val Leu Leu Thr Ala Ser Lys Asp Ser 
20 40 45 50 

acc aag gtg gcg ggg gcc aag cgc aag ggt gtg cac tgt gtc atg tec 548 

Thr Lys Val Ala Gly Ala Lys Arg Lys Gly Val His Cys Vat Met Ser 
55 60 65 

25 

ctg ggg gtg ccc ggc ccc gcc acc ctt gcc aag gcc etc etc cag acc 596 

Leu G]y Val Pro Gly Pro Ala Thr Leu Ala Lys Ala Leu Leu Gin Thr 
70 75 80 
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cac ccc gag gcc cag egg gec att 
His Pro Glu Ala Gin Arg Ala I le 
85 90 

5 

cag aaa egg age agg cag gac cca 
Gin Lys Arg Ser Arg Gin Asp Pro 
100 105 

10 gga tta gca gcg ggg cct cct gag 
Gly Leu Ala Ala Gly Pro Pro Glu 

~ 120 

tgc tct gtg gcg ccc ggc aag tec 
15 Cys Ser Val Ala Pro Gly Lys Ser 
135 

tcccgggcca ccaacccagc cataggctct 

20 gggtgaatct ttgctttcaa cattgtgtga 

atcaagtata agttactttt gtaagcagaa 

gttegctaga cccc 
25 

<210> 68 
<211> 140 



gag gca gcc cct cag gag cct gag 644 
Glu Ala Ala Pro Gin Glu Pro Glu 
95 

ggc aca gac aga aca gaa gac agt 692 
Gly Thr Asp Arg Thr Glu Asp Ser 
110 115 

get get ggg gag aac ttt gcc ccc 740 
Ala Ala Gly Glu Asn Phe Ala Pro 
125 130 

ctg taa cettgacaac aggcgcatcc 790 

Leu 

140 

tctctgtccg cagggcttct ggggccaaat 850 
tttcttttct tttttttttt ttttttttag 910 
aaatactttc aaacaagaat aaaagaagct 970 

984 
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<212> PRT 

<213> Homo sapiens 

<400> 68 

5 Met Pro Leu Pro Glu Pro Ser Glu Gin Glu Gly Glu Ser Va! Lys Ala 
15 10 15 

Ser Gin Glu Pro Ser Pro Lys Pro Gly Thr Glu Val lie Pro Ala Ala 

20 25 30 

Pro Arg Lys Pro Arg Lys Phe Ser Lys Leu Val Leu Leu Thr Ala Ser 
10 35 40 45 

Lys Asp Ser Thr Lys Val Ala Gly Ala Lys Arg Lys Gly Val His Cys 

50 55 60 

Val Met Ser Leu Gly Val Pro Gly Pro Ala Thr Leu Ala Lys Ala Leu 
65 70 75 80 

15 Leu Gin Thr His Pro Glu Ala Gin Arg Ala lie Glu Ala Ala Pro Gin 

85 90 95 

Glu Pro Glu Gin Lys Arg Ser Arg Gin Asp Pro Gly Thr Asp Arg Thr 

100 105 110 

Glu Asp Ser Gly Leu Ala Ala Gly Pro Pro Glu Ala Ala Gly Glu Asn 
20 115 120 125 

Phe Ala Pro Cys Ser Val Ala Pro Gly Lys Ser Leu 
130 135 140 



<210> 69 
<211> 864 
<212> DNA 



WO 01/42302 



159/360 



PCT/JP00/08631 



<213> Homo sapiens 

<220> 
<221> CDS 
5 <222> (357). . (614) 

<400> 69 

gtatgatgga agtcgtagta ggaaatggcg tcgtggcatt gaggggcatc cctcctagaa 60 
10 cctccaggaa aagctcgcgg aagacgaggt tctgcggaga gagaggctcc aagcagtctg 120 
ggaagtgtag tccagttggc ttagcagtag tttcgttggg ggggagccga ggttccggga 180 
aggggctagg ccggcttgaa aagagattat gactgtacct tttaactttg tagctggaac 240 

15 

acaagaagtg tttgtttaat gaatgacgta cacatttaag atctgtttgg acgcggagga 300 

taatcctgtg aattgctaat agttcactgg gtttggccct tagtgttgac ttcagt atg 359 

Met 

20 1 

ctg aga egg aaa cca aca cgc eta gag eta aag ctt gat gac att gaa 407 

Leu Arg Arg Lys Pro Thr Arg Leu Glu Leu Lys Leu Asp Asp Me Glu 
5 10 15 

25 

gag ttt gag aac att cga aag gac ctg gag ace cgt aag aaa cag aag 455 

Glu Phe Glu Asn II Arg Lys Asp Leu Glu Thr Arg Lys Lys Gin Lys 
20 25 30 
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gaa gat gtg gaa gtt gta gga ggc agt gat gga gaa gga gcc att ggg 503 

Glu Asp Val Glu Val Val Gly Gly Ser Asp Gly Glu Gly Ala lie Gly 

35 40 45 

5 

ctt age agt gat ccc aag age egg gaa caa atg ate aat gat egg att 551 

Leu Ser Ser Asp Pro Lys Ser Arg Glu Gin Met I le Asn Asp Arg I le 

50 55 60 65 

10 ggt tat aaa ccc caa ccc aag ccc aat aat cgt tea tct caa ttt gga 599 
Gly Tyr Lys Pro Gin Pro Lys Pro Asn Asn Arg Ser Ser Gin Phe Gly 
70 75 80 

agt ctt gaa ttt tag agatggatta tettgeatge cagagegctg gaatggaata 654 
15 Ser Leu Glu Phe 
85 

aaatgatggc agaagtacaa accagattta gagaattgag tgcttgcagt caagcagaat 714 
20 gtacctcctg cagagacaaa tettctgeat gagattactg atgettcact tgcactctaa 774 
gctggaatcc aaactctggt ttgtctcttg aaaatttgac tctataaaac tgatctgatt 834 
ttctgttttt aaaaataaat atatttttgg 864 

25 

<210X70 
<211> 85 
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<212> PRT 

<213> Homo sapiens 
<400> 70 

Met Leu Arg Arg Lys Pro Thr Arg Leu Glu Leu Lys Leu Asp Asp lie 

15 10 15 

Glu Glu Phe Glu Asn lie Arg Lys Asp Leu Glu Thr Arg Lys Lys Gin 

20 25 30 

Lys Glu Asp Val Glu Val Val Gly Gly Ser Asp Gly Glu Gly Ala Me 

35 40 45 

Gly Leu Ser Ser Asp Pro Lys Ser Arg Glu Gin Met I le Asn Asp Arg 

50 55 60 

Me Gly Tyr Lys Pro Gin Pro Lys Pro Asn Asn Arg Ser Ser Gin Phe 
65 70 75 80 

Gly Ser Leu Glu Phe 
85 



<210> 71 
<211> 2617 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (121). . (1860) 
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<400> 71 

aggcctgcgg aggggcgtta tctggagggc cgcgggtgca ggccgcagtg acagggccgc 60 

tcgccccgct agtcctgcct gtctcccggt gcagctgtgt tcgcggcctg caggcccaac 120 

atg gcg cag gag gtg teg gag tac ctg age cag aac ccg egg gtg gca 168 
Met Ala Gin Glu Val Ser Glu Tyr Leu Ser Gin Asn Pro Arg Val Ala 
15 10 15 



10 gee tgg gtg gag gcg ctg cgc tgc gac ggc gag act gac aaa cac tgg 216 
Ala Trp Val Glu Ala Leu Arg Cys Asp Gly Glu Thr Asp Lys His Trp 
20 25 30 



cgc cac cgc egg gat ttt ttg ctt cgc aac gec ggg gac ctg gec ccc 264 
15 Arg His Arg Arg Asp Phe Leu Leu Arg Asn Ala Gly Asp Leu Ala Pro 
35 40 45 



get ggc ggc get gec tec get age acg gat gaa get gee gac gec gag 312 
Ala Gly Gly Ala Ala Ser Ala Ser Thr Asp Glu Ala Ala Asp Ala Glu 
20 50 55 60 



a gc ggg ace cga aac egg cag ctg 
Ser Gly Thr Arg Asn Arg Gin Leu 
65 70 

gee tgg gcg aac cac gtc ttc etc 
Ala Trp Ala Asn His Val Phe Leu 
85 



cag cag etc ate tec ttt tec atg 360 

Gin Gin Leu lie Ser Phe Ser Met 
75 80 

ggg tgc cga tac cct caa aaa gtt 408 

Gly Cys Arg Tyr Pro Gin Lys Val 
90 95 
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atg gat aaa ata ctt agt atg get gaa ggc ate aaa gtg aca gat get 456 
Met Asp Lys lie Leu Ser Met Ala Glu Gly lie Lys Val Thr Asp Ala 
100 105 110 

cca ace tat aca aca aga gat gaa ctg gtt gec aag gtg aag aaa aga 504 
Pro Thr Tyr Thr Thr Arg Asp Glu Leu Val Ala Lys Val Lys Lys Arg 
115 120 125 

ggg ata teg agt age aat gaa ggg gta gaa gag cca tec aaa aaa cga 552 
Gly Me Ser Ser Ser Asn Glu Gly Val Glu Glu Pro Ser Lys Lys Arg 
130 135 140 

gtt ata gaa gga aaa aac agt tct gca gtt gag caa gat cac gca aaa 600 
Val Me Glu Gly Lys Asn Ser Ser Ala Val Glu Gin Asp His Ala Lys 
145 150 155 160 

acc tct gec aag aca gaa cgt gca tea get cag cag gaa aac agt tea 648 
Thr Ser Ala Lys Thr Glu Arg Ala Ser Ala Gin Gin Glu Asn Ser Ser 
165 170 175 

acg tgt ata ggg teg gec ate aaa tea gag agt ggg aac tea get egg 696 
Thr Cys Me Gly Ser Ala lie Lys Ser Glu Ser Gly Asn Ser Ala Arg 
180 185 190 

age tct ggc ate tec agt cag aat age tct aca agt gat gga gat cga 744 
Ser Ser Gly lie Ser Ser Gin Asn Ser S r Thr Ser Asp Gly Asp Arg 
195 200 205 
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tct gtt tec age caa age age age age 
Ser Val Ser Ser Gin Ser Ser Ser Ser 
210 - -215 

gca gga tct ggg aaa get tct gaa gca 
Ala Gly Ser Gly Lys Ala Ser Glu Ala 
225 230 



gtt tec tct cag gta aca acg 792 
Val Ser Ser Gin Val Thr Thr 
220 

gaa get cca gat aaa cac ggt 840 
Glu Ala Pro Asp Lys His Gly 
235 240 



10 tea tea ttt gtt tec ttg ctg aaa tec agt gtg aat agt cac atg ace 888 
Ser Ser Phe Val Ser Leu Leu Lys Ser Ser Val Asn Ser His Met Thr 
245 250 255 

caa tec act gat tct aga caa caa agt gga tea cct aaa aag agt get 936 
15 Gin Ser Thr Asp Ser Arg Gin Gin Ser Gly Ser Pro Lys Lys Ser Ala 
260 265 270 



ttg gaa ggc tct tea gee tea get tct cga age age tea gag ate gag 984 
Leu Glu Gly Ser Ser Ala Ser Ala Ser Arg Ser Ser Ser Glu Me Glu 
20 275 280 285 



gtg ccc ttg ttg ggc tec tea gga 
Val Pro Leu Leu Gly Ser Ser Gly 
290 295 

ttg tct tec aaa cct agt tea gag 
Leu Ser Ser Lys Pr Ser Ser Glu 
305 310 



age tea gag gta gaa ttg cca eta 1032 
Ser Ser Glu Val Glu Leu Pro Leu 
300 

aca get tea agt ggg tta act tec 1080 
Thr Ala Ser Ser Gly Leu Thr Ser 
315 320 
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5 



aaa act agt tea gag gca agt gtt tea tea tea gtt get aaa aac agt 1128 
Lys Thr Ser Ser Glu Ala Ser Val Ser Ser Ser Val Ala Lys Asn Ser 
325 - 330 335 

tec tea tea ggc aca tec tta ctg act ccc aag age age tct tea aca 1 1 76 
Ser Ser Ser Gly Thr Ser Leu Leu Thr Pro Lys Ser Ser Ser Ser Thr 
340 345 350 



10 aat aca teg ctg eta act tec aag age act tec cag gta get gca tea 1224 

Asn Thr Ser Leu Leu Thr Ser Lys Ser Thr Ser Gin Val Ala Ala Ser 
355 360 365 

eta eta get tec aag age age tec cag ace agt gga tct ctg gtt tec 1272 

15 Leu Leu Ala Ser Lys Ser Ser Ser Gin Thr Ser Gly Ser Leu Val Ser 
370 375 380 



aaa age act tec tta gca agt gtg tec cag ttg get tct aag agt agt 1320 
Lys Ser Thr Ser Leu Ala Ser Val Ser Gin Leu Ala Ser Lys Ser Ser 
20 385 390 395 400 



tct cag act age ace tea cag ttg cct 
Ser Gin Thr Ser Thr Ser Gin Leu Pro 
405 

25 

agt gag agt tct gtc aaa ttc tct tgc 
Ser Glu Ser Ser Val Lys Phe Ser Cys 
420 425 



tct aaa agt act tea cag tea 1368 
Ser Lys Ser Thr Ser Gin Ser 
410 415 

aag tta acc aat gaa gat gtg 1416 
Lys Leu Thr Asn Glu Asp Val 
430 
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aaa cag aag caa cct ttt ttc aat aga eta tat aaa acg gtg gca tgg 1464 

Lys Gin Lys Gin Pro Phe Phe Asn Arg Leu Tyr Lys Thr Val Ala Trp 
435 440 445 

aag ttg gta get gtt ggt ggc ttt agt ccc aat gtg aat cat gga gag 1512 

Lys Leu Val Ala Val Gly Gly Phe Ser Pro Asn Val Asn His Gly Glu 
450 455 460 



10 etc eta aat gca get att gag get ctg aaa gca aca ctg gat gta ttt 1560 

Leu Leu Asn Ala Ala I le Glu Ala Leu Lys Ala Thr Leu Asp Val Phe 
465 470 475 480 

ttt gtc cca eta aaa gaa ttg gca gat ctg cct caa aat aag age tct 1608 

15 Phe Val Pro Leu Lys Glu Leu Ala Asp Leu Pro Gin Asn Lys Ser Ser 

485 490 495 

caa gaa agt att gtt tgt gaa ttg agg tgc aag tct gtg tat ttg ggc 1656 

Gin Glu Ser Me Val Cys Glu Leu Arg Cys Lys Ser Val Tyr Leu Gly 
20 500 505 510 



25 



act ggc tgt gga aaa age aaa gaa aat gca aaa gca gtt gca tea aga 1704 
Thr Gly Cys Gly Lys Ser Lys Glu Asn Ala Lys Ala Val Ala Ser Arg 
515 520 525 

gaa gca ttg aag tta ttt etc aag aaa aag gtg gtg gta aaa ata tgt 1752 
Glu Ala Leu Lys Leu Phe Leu Lys Lys Lys Val Val Val Lys Me Cys 
530 535 540 
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aaa agg aaa tac aga ggc agt gaa ata gaa gat eta gta etc ctt gat 1800 
Lys Arg Lys Tyr Arg Gly Ser Glu Me Glu Asp Leu Va I Leu Leu Asp 
545 550 555 560 

gaa gaa teg agg cct gta aac tta cct cca gca eta aaa cat cct caa 1848 
Glu Glu Ser Arg Pr o Va I Asn Leu Pro Pro Ala Leu Lys His Pro Gin 
565 570 575 

gaa tta eta taa tgtgtccaaa atatcactgc atacaatatc tggtatttga 1900 
Glu Leu Leu 

580 

agagaaaaac tgacttttgt atagtataaa acacaggctt tcacaaattt tgtattgett 1960 
tttttccagt tttgcagaaa atttacattc tagttctctt cacacagtag cagttgtaaa 2020 
taatttatga atgacagtac acattaaaag gtatgeatta gcagcatatt agtatgctgt 2080 
tttatttget gaagaaaata ctgtcttcta tttttaatga tacattaggt acgatgtgta 2140 
gtteggtaga gtcctaaaat ttttgtacta ctttcaattt ggtgaaaatg tattaagttg 2200 
tctaccatgt tttcttttct agctgaataa accacatcaa aggaaaggga ccacagtatt 2260 
tgaatgtttg aaagtctgta aagcttaagg ttttaaaaat gttgcccgta atgttgaacg 2320 



tgtctgttaa aaaataaaag aaaaaatagt tgcttcaaac tatttttatg agaagttgta 2380 
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agcatttttt agatataaag cagtataaag tacttgttat tttactctga agttgtttaa 2440 
aattcaccat gactttgacc gctgaagatt ctttaagcgg gttaatttat gttttgaggt 2500 

5 

ggaatacaat ttacactttt ttcttaaaaa catgaatgtg ggtttctata ttaagcatat 2560 
tttgtgacta ctattaacag attgatttgt ttagatatta aatgctttaa gctattt 2617 

10 _ 
<210> 72 ~ *~ 
<211> 579 
<212> PRT 

<213> Homo sapiens 

15 

<400> 72 

Met Ala Gin Glu Val Ser Glu Tyr Leu Ser Gin Asn Pro Arg Val Ala 

15 10 15 

Ala Trp Val Glu Ala Leu Arg Cys Asp Gly Glu Thr Asp Lys His Trp 
20 20 25 30 

Arg His Arg Arg Asp Phe Leu Leu Arg Asn Ala Gly Asp Leu Ala Pro 

35 40 45 

Ala Gly Gly Ala Ala Ser Ala Ser Thr Asp Glu Ala Ala Asp Ala Glu 
50 55 60 

25 Ser Gly Thr Arg Asn Arg Gin Leu Gin Gin Leu I le Ser Phe Ser Met 
65 70 75 80 

Ala Trp Ala Asn His Val Phe Leu Gly Cys Arg Tyr Pro Gin Lys Val 
85 90 95 
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Met Asp Lys Me Leu Ser Met Ala Glu Gly Me Lys Val Thr Asp Ala 

100 105 110 

Pro Thr Tyr Thr Thr Arg Asp Glu Leu Val Ala Lys Val Lys Lys Arg 
115 120 - - 125 

5 Gly Me Ser Ser Ser Asn Glu Gly Val Glu Glu Pro Ser Lys Lys Arg 
130 135 140 

Val Me Glu Gly Lys Asn Ser Ser Ala Val Glu Gin Asp His Ala Lys 
145 150 155 160 

Thr Ser Ala Lys Thr Glu Arg Ala Ser Ala Gin Gin Glu Asn Ser Ser 
10 165 170 175 

Thr Cys Me Gly Ser Ala Me Lys Ser Glu Ser Gly Asn Ser Ala Arg 

180 185 190 

Ser Ser Gly Me Ser Ser Gin Asn Ser Ser Thr Ser Asp Gly Asp Arg 
195 200 205 

15 Ser Val Ser Ser Gin Ser Ser Ser Ser Val Ser Ser Gin Val Thr Thr 
210 215 220 

Ala Gly Ser Gly Lys Ala Ser Glu Ala Glu Ala Pro Asp Lys His Gly 
225 230 235 240 

Ser Ser Phe Val Ser Leu Leu Lys Ser Ser Val Asn Ser His Met Thr 
20 245 250 255 

Gin Ser Thr Asp Ser Arg Gin Gin Ser Gly Ser Pro Lys Lys Ser Ala 

260 265 270 

Leu Glu Gly Ser Ser Ala Ser Ala Ser Arg Ser Ser Ser Glu Me Glu 
275 280 285 

25 Val Pro Leu Leu Gly Ser Ser Gly Ser Ser Glu Val Glu Leu Pro Leu 
290 295 300 

Leu Ser Ser Lys Pro Ser Ser Glu Thr Ala Ser Ser Gly Leu Thr Ser 
305 310 315 320 
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Lys Thr Ser Ser Glu Ala Ser Val Ser Ser Ser Val Ala Lys Asn Ser 

325 330 335 

Ser Ser Ser Gly Thr Ser Leu Leu Thr Pro Lys Ser Ser. Ser Ser Thr 
340 345 350 

5 Asn Thr Ser Leu Leu Thr Ser Lys Ser Thr Ser Gin Val Ala Ala Ser 
355 360 365 

Leu Leu Ala Ser Lys Ser Ser Ser Gin Thr Ser Gly Ser Leu Val Ser 

370 375 380 

Lys Ser Thr Ser Leu Ala Ser Val Ser Gin Leu Ala Ser Lys Ser Ser 
10 385 390 395 400 

Ser Gin Thr Ser Thr Ser Gin Leu Pro Ser Lys Ser Thr Ser Gin Ser 

405 410 415 

Ser Glu Ser Ser Val Lys Phe Ser Cys Lys Leu Thr Asn Glu Asp Val 
420 425 430 

15 Lys Gin Lys Gin Pro Phe Phe Asn Arg Leu Tyr Lys Thr Val Ala Trp 
435 440 445 

Lys Leu Val Ala Val Gly Gly Phe Ser Pro Asn Val Asn His Gly Glu 

450 455 460 

Leu Leu Asn Ala Ala lie Glu Ala Leu Lys Ala Thr Leu Asp Val Phe 
20 465 470 475 480 

Phe Val Pro Leu Lys Glu Leu Ala Asp Leu Pro Gin Asn Lys Ser Ser 

485 490 495 

Gin Glu Ser Me Val Cys Glu Leu Arg Cys Lys Ser Val Tyr Leu Gly 
500 505 510 

25 Thr Gly Cys Gly Lys Ser Lys Glu Asn Ala Lys Ala Val Ala Ser Arg 
515 520 525 

Glu Ala Leu Lys Leu Phe Leu Lys Lys Lys Val Val Val Lys lie Cys 
530 535 540 
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Lys Arg Lys Tyr Arg Gly Ser Glu lie Glu Asp Leu Val Leu Leu Asp 
545 550 555 560 

Glu Glu Ser Arg Pro Val Asn Leu Pro Pro Ala Leu Lys His Pro Gin 
565 570 575 

5 Glu Leu Leu 



<210> 73 
10 <211> 1810 
<212> DNA 

<213> Homo sapiens 

<220> 
15 <221> CDS 

<222> (39). . (1121) 

<400> 73 

gcacgtgcgc aggggtgtgg aaacttaccg gctgagcc atg gat aca ccg tta agg 56 
20 Met Asp Thr Pro Leu Arg 

1 5 

cgc age cga egg ctg gga ggc eta agg ccc gaa tec ccc gag age etc 104 
Arg Ser Arg Arg Leu Gly Gly Leu Arg Pro Glu Ser Pro Glu Ser Leu 
25 10 15 20 

ace tea gtt teg egg acg aga egg gee ctt gtg gag ttc gag teg aac 152 
Thr Ser Val Ser Arg Thr Arg Arg Ala Leu Val Glu Phe Glu Ser Asn 
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25 

cca gaa gaa acg agg gag 

Pro Glu Glu Thr Arg Glu 
40 

ggc ctg ggg tec ccc gaa 

Gly Leu Gly Ser Pro Glu 

55 60 

cgt ctg cag cag ggt gca 
Arg Leu Gin Gin Gly Ala 
75 

cca ggc gca gcg tec ccc 
Pro Gly Ala Ala Ser Pro 
90 

cct caa aga cag cca gag 
Pro Gin Arg Gin Pro Glu 
105 

aag cca agt gag gag gca 
Lys Pro Ser Glu Glu Ala 
120 

gec teg gag ttg gec cag 
Ala Ser Glu Leu Ala Gin 



30 

ccc ggg tct cct ccg agt 
Pro Gly Ser Pro Pro Ser 
45 50 

agg ccg ccg aag aca age 
Arg Pro Pro Lys Thr Ser 
65 

ggc ttg gag tea ccc caa 
Gly Leu Glu Ser Pro Gin 
80 

cag cgt cag caa gac eta 
Gin Arg Gin Gin Asp Leu 
95 

tac agt cct gaa tec cca 
Tyr Ser Pro Glu Ser Pro 
110 

cca aag tgt tct cag gac 
Pro Lys Cys Ser Gin Asp 
125 130 

aat aag gag gag ctg ace 
Asn Lys Glu Glu Leu Thr 



35 

gtg cag egg get 200 
Val Gin Arg Ala 

cca gga tea ccc 248 
Pro Gly Ser Pro 
70 

ggg cag cca gag 296 
Gly Gin Pro Glu 
85 

cac ctg gag teg 344 
His Leu Glu Ser 
100 

cga tgt cag ccg 392 
Arg Cys Gin Pro 
115 

cag gga gta ctg 440 
Gin Gly Val Leu 

cc g ggg gec ccc 488 
Pro Gly Ala Pro 
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135 

cag cat cag eta 
Gin His Gin Leu 

5 

cag caa get ccc 
Gin Gin Ala Pro 
170 

10 

ccc agg gca cct 
Pro Arg Ala Pro 
185 

15 cct cca get ggg 
Pro Pro Ala Gly 
200 

aaa ggt tct tea 
20 Lys Gly Ser Ser 
215 

gag ctt cct gta 
Glu Leu Pro Val 

25 

aag gac cgc tec 
Lys Asp Arg Ser 



140 

ccg ccg gtc cca gga 
Pro Pro Val Pro Gly 
155 

ggt ccg gag ccc tct 
Gly Pro Glu Pro Ser 
175 

ggc tec ccc egg ggt 
Gly Ser Pro Arg Gly 
190 

gag acg gtg aca ggc 
Glu Thr Val Thr Gly 
205 

tec cag gee cca gcg 
Ser Gin Ala Pro Ala 
220 

ate ccg aag ggg aag 
I le Pro Lys Gly Lys 
235 

aag aaa aga ttc tec 
Lys Lys Arg Phe Ser 



73/360 
145 

tea cca gag cct tac 
Ser Pro Glu Pro Tyr 
160 

cag cca eta ctg gag 
Gin Pro Leu Leu Glu 
180 

cag cat gag ccg age 
Gin His Glu Pro Ser 
195 

ggc ttc ggg gca aag 
Gly Phe Gly Ala Lys 
210 

tec aag aag ttg aat 
Ser Lys Lys Leu Asn 
225 

ccc aaa teg ggg cga 
Pro Lys Ser Gly Arg 
240 

cag atg ctt cag gac 
Gin Met L u Gin Asp 
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150 

ccc ggt 536 

Pro Gly 

165 

ctg aca 584 
Leu Thr 

aag cca 632 
Lys Pro 

aag cga 680 
Lys Arg 

aaa gag 728 
Lys Glu 
230 

gtg tgg 776 
Val Trp 
245 

aag ccc 824 
Lys Pro 
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250 255 260 

ctg cgc aca teg tgg cag egg aag atg aag gaa cga cag gag agg aag 872 
Leu Arg Thr Ser Trp Gin Arg Lys Met Lys Glu Arg Gin Glu Arg Lys 
5 265 270 275 

ctg gec aag gac ttt gec cgt cac ctg gag gag gag aag gag agg cgc 920 
Leu Ala Lys Asp Phe Ala Arg His Leu Glu Glu Glu Lys Glu Arg Arg 
280 285 290 

10 

cgc cag gag aag aaa cag cgc egg get gag aac ctg aaa cgc cgc ctg 968 
Arg Gin Glu Lys Lys Gin Arg Arg Ala Glu Asn Leu Lys Arg Arg Leu 
295 300 305 310 

15 gag aat gag egg aag gca gag gtc gtc caa gtg ate cga aac ccc gee 1016 
Glu Asn Glu Arg Lys Ala Glu Val Val Gin Val I le Arg Asn Pro Ala 
315 320 325 

aag etc aag egg gca aag aag aag cag ctg cgc tec att gag aag egg 1064 
20 Lys Leu Lys Arg Ala Lys Lys Lys Gin Leu Arg Ser I le Glu Lys Arg 
330 335 340 

gac acc ctg gee ctg ctg cag aag cag ccg ccc cag cag ccg gca gee 1112 
Asp Thr Leu Ala Leu Leu Gin Lys Gin Pro Pro Gin Gin Pro Ala Ala 
25 345 350 355 

aag ate tga gctcaggacg gcccgaggcc ttccatggcc aacaaccatg 1161 
Lys I I e 
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360 

tcagacacag cacctcaggc cgctgctcag 
5 catggctcca gaacagggac ccccaccccg 
aggcaggtct gtgtgggaca gaagccaaaa 
ggaagagatt cagctcccat ccctccttcc 

10 

actgtacatt cttctggttc ctcagtgagc 
gtatgccctt tctcagcatc ctaggtccat 
15 cagcttcccc cacaccttcc caaaggctgc 
tccccagcaa actgaatccg gttcctctcc 
aggttgcagg gagcagagct tttccctagc 

20 

gccccagaga atctaactca tgcctgtcca 
gttgcataca ggcacaatcc taggcactgg 

25 

<210> 74 
<211>. 360 
<212> PRT 



PCT/JP00/08631 

175/360 



atgcctctgc tggagctggc actccaaacc 1221 



accggggctc ctcagccttt gaaggcttcc 1281 



gggtcctggg acctggcaga gatgggggcg 1341 



tctccttctc caagtgcctt caaaccaaga 1401 



tggtgactgg caggtgactc cctcagcagt 1461 



cccaggcctg gaggctgaca gttgggaatc 1521 



tctgagcacc tccacacccc actgcctctg 1581 



acttttcaat actgaaagat taaaatgggg 1641 



acccactttc ccaaaccagt ctctgcagaa 1701 



gtctacagca aaaatattta ttgagtgcct 1761 



caaatacaga caatagacc 1810 



WO 01/42302 



176/360 



PCT/JP00/08631 



<213> Homo sapiens 
<400> 74 

Met Asp Thr -Pro Leu Arg Arg Ser Arg Arg Leu Gly Gly Leu Arg Pro 
5 1 5 10 15 

Glu Ser Pro Glu Ser Leu Thr Ser Va I Ser Arg Thr Arg Arg Ala Leu 

20 25 30 

Val Glu Phe Glu Ser Asn Pro Glu Glu Thr Arg Glu Pro Gly Ser Pro 
35 40 45 

10 Pro Ser Val Gin Arg Ala Gly Leu Gly Ser Pro Glu Arg Pro Pro Lys 
50 55 60 

Thr Ser Pro Gly Ser Pro Arg Leu Gin Gin Gly Ala Gly Leu Glu Ser 
65 70 75 80 

rWGln Gly Gin Pro Glu Pro Gly Ala Ala Ser Pro Gin Arg Gin Gin 
15 85 90 95 

Asp Leu His Leu Glu Ser Pro Gin Arg Gin Pro Glu Tyr Ser Pro.Glu 

100 105 110 

Ser Pro Arg Cys Gin Pro Lys Pro Ser Glu. Glu Ala Pro Lys Cys Ser 
115 120 125 

20 Gin Asp Gin Gly Val Leu Ala Ser Glu Leu Ala Gin Asn Lys Glu Glu 
130 135 140 

Leu Thr Pro Gly Ala Pro Gin His Gin Leu Pro Pro Val Pro Gly Ser 
145 150 155 160 

Pro Glu Pro Tyr Pro Gly Gin Gin Ala Pro Gly Pro Glu Pro Ser Gin 
25 165 170 175 

Pro Leu Leu Glu Leu Thr Pro Arg Ala Pro Gly Ser Pro Arg Gly Gin 

180 185 190 

His Glu Pro Ser Lys Pro Pro Pro Ala Gly Glu Thr Val Thr Gly Gly 
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195 200 205 

Phe Gly Ala Lys Lys Arg Lys Gly Ser Ser Ser Gin Ala Pro Ala Ser 

210 215 220 

Lys Lys Leu Asn Lys Glu Glu Leu Pro Val Me Pro Lys Gly Lys Pro 
225 230 235 240 

Lys Ser Gly Arg Val Trp Lys Asp Arg Ser Lys Lys Arg Phe Ser Gin 

245 250 255 

Met Leu Gin Asp Lys Pro Leu Arg Thr Ser Trp Gin Arg Lys Met Lys 

260 265 270 

Glu Arg Gin Glu Arg Lys Leu Ala Lys Asp Phe Ala Arg His Leu Glu 

275 280 285 

Glu Glu Lys Glu Arg Arg Arg Gin Glu Lys Lys Gin Arg Arg Ala Glu 

290 295 300 

Asn Leu Lys Arg Arg Leu Glu Asn Glu Arg Lys Ala Glu Val Val Gin 
305 310 315 320 

Val lie Arg Asn Pro Ala Lys Leu Lys Arg Ala Lys Lys Lys Gin Leu 

325 330 335 

Arg Ser Me Glu Lys Arg Asp Thr Leu Ala Leu Leu Gin Lys Gin Pro 

340 345 350 

Pro Gin Gin Pro Ala Ala Lys Me 
355 360 



<210> 75 
<211> 1620 
<212> DNA 

<213>Homo sapiens 
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<220> 

<221> CDS 

<222> (217). . (597) 

<400> 75 

gtttttctgc cgcgtccacc acaacctctg ctgtatcaga gggggccttc gccgccgccg 60 

cccccaccac cgcccctgcc gccatcgcca cctccgccgc tgccgccttg gggccctcct 120 

ccttcaccgc ccccttcacc acctctacac gttctaggcc ttctgtcctg gagaagaagc 180 

tatagtcgtt ctcccttgtg ggcccggggc gcagcc atg gcg gac ggc ggc ggc 234 

Met Ala Asp Gly Gly Gly 
1 5 

ggc ggg gga act ggc gcg gtg ggc ggc ggc gga act age cag gec tct 282 
Gly Gly Gly Thr Gly Ala Val Gly Gly Gly Gly Thr Ser Gin Ala Ser 
10 15 20 

gec ggg gca gcg act ggc get act ggg gec age ggg ggc ggt ggc ccc 330 
Ala Gly Ala Ala Thr Gly Ala Thr Gly Ala Ser Gly Gly Gly Gly Pro 
25 30 35 

ate aac ccg gec teg ctg cct ccc ggc gac ccg cag etc ate get etc 378 
I le Asn Pro Ala Ser Leu Pro Pro Gly Asp Pro Gin Leu ! le Ala Leu 
40 45 50 



ate gtg gag cag etc aag age egg ggc ctt ttt gac age ttc cgc egg 426 
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I le Val Glu Gin Leu Lys Ser Arg Gly Leu Phe Asp Ser Phe Arg Arg 
55 60 65 70 

gac tgc ctg gcc gac gtg gac acc aag cca get tac caa aac ctg agg 474 
5 Asp Cys Leu Ala Asp Val Asp Thr Lys Pro Ala Tyr Gin Asn Leu Arg 

75 80 85 

cag aaa gtg gat aat ttt gtg tea aca cat ctg gac aag cag gaa tgg 522 
Gin Lys Val Asp Asn Phe Val Ser Thr His Leu Asp Lys Gin Glu Trp 
10 90 95 100 

aat cct acg atg aac aaa aac cag ttg cga aat ggt 

Asn Pro Thr Met Asn Lys Asn Gin Leu Arg Asn Gly 
105 110 

15 

gtg gtt cag ttg ggt gat tgt ggg tga gattgtgcag 

Val Val Gin Leu Gly Asp Cys Gly 
120 125 

20 agctgctggt tgagaattac ccctcaaaag tgaaaatagc gtgagctgta tatggtcagg 677 

gatgttggaa gctggagtag acaggattat ttctcaggtg gtggatccaa aacttaacca 737 

catcttcagg ccacaaatag aacgagcaat tcatgagttc ctggcggccc agaaaaaagc 797 

25 

agctgtgcca gcaccccctc cagagcccga aggecaggae cctccagctc catctcagga 857 

cacttcctaa gaatacgeca gacacctttt gaaagctaat ttttggtgaa gaaatggatt 917 



ctg agg cag agt 570 

Leu Arg Gin Ser 

115 

taggaataac 617 
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cggttacata agagtgcaac ttcagactga agataggcca aggtcgtcac tgatctcaag 977 
atttcaacct tgaccatggg cagtgaccag attgaaaggg gagcaagttc ggcagtggga 1037 

5 

gagttgaccg tgtcaccccc tgcattgtgc tgccatttgg ccagcctgtc caagggcatg 1097 
acaccaagta gacactacag agagagaaac actacagcaa cccagggttg tcctgaaaca 1157 
10 gacttttata cttgaacatg gagactgcac atggacttta gggtttgtgc tgtgggataa 1217 
acggaagcta cagtgagaac atagccagtc ccaaagacaa tttcaaagaa aaatgacagt 1277 
aaagattagc tgggagtagt ctttgacagt gcttatttga tactgtctct cagagtttgc 1337 

15 

aaaccagatt gtacaagtca ttagcgtcag atagctttaa agttgtgacc ttcttgtaca 1397 
tgaatcttct agccagtttc ctttcctttg taacgaaaca tgaaatccta gaatgtatga 1457 
20 gaagttcaga cattaggcat aaggaaactc gtttgcaggc tctctgtcca gggctgcttc 1517 
ctgtcctgga ggggccagtg agtcttaggt atgtttattt tattctcaca tttgtgtttt 1577 
tttagaaaag tgaatggtca ataaatggct tatctttcat aat 1620 

25 

<210>. 76 
<211> 126 
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<212> PRT 

<213> Homo sapiens 

<400> 76 - 
5 Met Ala Asp Gly Gly Gly Gly Gly Gly Thr Gly Ala Val Gly Gly Gly 
15 10 15 

Gly Thr Ser Gtn Ala Ser Ala Gly Ala Ala Thr Gly Ala Thr Gly Ala 

20 25 30 

Ser Gly Gly Gly Gly Pro lie Asn Pro Ala Ser Leu Pro Pro Gly Asp 
10 35 40 45 

Pro Gin Leu I le Ala Leu I le Val Glu Gin Leu Lys Ser Arg Gly Leu 

50 55 60 

Phe Asp Ser Phe Arg Arg Asp Cys Leu Ala Asp Val Asp Thr Lys Pro 
65 70 75 80 

15 Ala Tyr Gin Asn Leu Arg Gin Lys Val Asp Asn Phe Val Ser Thr His 

85 90 95 

Leu Asp Lys Gin Glu Trp Asn Pro Thr Met Asn Lys Asn Gin Leu Arg 

100 105 110 

Asn Gly Leu Arg Gin Ser Val Val Gin Leu Gly Asp Cys Gly 
20 115 120 125 



<210> 77 
25 <211> 1349 
<212> DNA 
<213>.Homo sapiens 
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<220> 
<221> CDS 

<222> (185). . (1042) 
5 <400> 77 

gtatttccaa ggactccaaa gcgaggccgg ggactgaagg tgtgggtgtc gagccctctg 60 

gcagagggtt aacctgggtc aaatgcacgg attctcacct cgtacagtta cgctctcccg 120 

10 cggcacgtcc gcgaggactt gaagtcctga gcgctcaagt ttgtccgtag gtcgagagaa 180 

ggcc atg gag gtg ccg cca ccg gca ccg egg age ttt etc tgt aga gca 229 
Met Glu Val Pro Pro Pro Ala Pro Arg Ser Phe Leu Cys Arg Ala 
15 10 15 

15 

ttg tgc eta ttt ccc cga gtc ttt get gee gaa get gtg act gee gat 277 
Leu Cys Leu Phe Pro Arg Val Phe Ala Ala Glu Ala Val Thr Ala Asp 
20 25 30 

20 teg gaa gtc ctt gag gag cgt cag aag egg ctt ccc tac gtc cca gag 325 
Ser Glu Val Leu Glu Glu Arg Gin Lys Arg Leu Pro Tyr Val Pro Glu 
35 40 45 

ccc tat tac ccg gaa tct gga tgg gac cgc etc egg gag ctg ttt ggc 373 
25 Pro Tyr Tyr Pro Glu Ser Gly Trp Asp Arg Leu Arg Glu Leu Phe Gly 
50 55 60 

aaa gat gaa cag cag aga att tea aag gac ctt get aat ate tgt aag 421 
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Lys Asp Glu Gin Gin Arg I le Ser 

65 70 

acg gca get aca gca ggc ate att 

5 Thr Ala Ala Thr Ala Gly Me lie 

80 85 „ 

get ttt att cat get aaa caa caa 

Ala Phe lie His Ala Lys Gin Gin 
10 100 



Lys Asp Leu Ala Asn I le Cys Lys 
75 

ggc tgg gtg tat ggg gga ata cca 469 
Gly Trp Val Tyr Gly Gly Me Pro 
90 95 

tac att gag cag age cag gca gaa 517 
Tyr lie Glu Gin Ser Gin Ala Glu 
105 110 



att tat cat aac egg ttt gat get 

I le Tyr His Asn Arg Phe Asp Ala 
115 

15 

aca cga ggc ttc att cgt tat ggc 

Thr Arg Gly Phe Me Arg Tyr Gly 

130 135 



gtg caa tct gca cat cgt get gec 565 

Val Gin Ser Ala His Arg Ala Ala 
120 125 

tgg cgc tgg ggt tgg aga act gca 613 

Trp Arg Trp Gly Trp Arg Thr Ala 
140 



20 gtg ttt gtg act ata ttc aac aca gtg aac act agt ctg aat gta tac 661 
Val Phe Val Thr Me Phe Asn Thr Val Asn Thr Ser Leu Asn Val Tyr 
145 150 155 



cga aat aaa gat gee 
25 Arg Asn Lys Asp Ala 
160 

gga agt ctt ttt agg 



tta age cat ttt gta att 
Leu Ser His Phe Val I le 
165 170 

ata aac gta ggc ctg cgt 



gca gga get gtc acg 709 
Ala Gly Ala Val Thr 
175 

ggc ctg gtg get ggt 757 
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Gly Ser Leu Phe Arg tl Asn Val Gly Leu Arg Gly Leu Val Ala Gly 

180 185 190 

ggc ata att gga gcc ttg ctg ggc act cct gta gga ggc ctg ctg atg 805 

5 Gly Me Me Gly Ala Leu Leu Gly Thr Pro Val Gly Gly Leu Leu Met 
195 200 205 

gca ttt cag aag tac tct ggt gag act gtt cag gaa aga aaa cag aag 853 

Ala Phe Gin Lys Tyr Ser Gly Glu Thr Val Gin Glu Arg Lys Gin Lys 
10 210 215 220 

gat cga aag gca etc cat gag eta aaa ctg gaa gag tgg aaa ggc aga 901 

Asp Arg Lys Ala Leu His Glu Leu Lys Leu Glu Glu Trp Lys Gly Arg 
225 230 235 

15 

eta caa gtt act gag cac etc cct gag aaa att gaa agt agt tta cag 949 

Leu Gin Val Thr Glu His Leu Pro Glu Lys Me Glu Ser Ser Leu Gin 
240 245 250 255 

20 gaa gat gaa cct gag aat gat get aag aaa att gaa gca ctg eta aac 997 

Glu Asp Glu Pro Glu Asn Asp Ala Lys Lys I le Glu Ala Leu Leu Asn 

260 265 270 

ctt cct aga aac cct tea gta ata gat aaa caa gac aag gac tga 1042 

25 Leu Pro Arg Asn Pro Ser Val Me Asp Lys Gin Asp Lys Asp 
275 280 285 



aagtgctctg aacttgaaac tcactggaga gctgaaggga 



getgecatgt ccgatgaatg 1102 
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ccaacagaca ggccactctt tggtcagcct 
tggcagtggc ttgctcttgt ctttttcttt 

5 

tctcacttta cttatccttc aatttaaata 
tatgcataca tgaatatatc cacccaccta 
10 aaagatt 

<210> 78 
<211> 285 
15 <212> PRT 

<213> Homo sapiens 

<400> 78 

Met Glu Val Pro Pro Pro Ala Pro 
20 1 5 

Cys Leu Phe Pro Arg Val Phe Ala 
20 

Glu Val Leu Glu Glu Arg Gin Lys 
35 40 
25 Tyr Tyr Pro Glu Ser Gly Trp Asp 
50 55 
Asp GJu Gin Gin Arg Me Ser Lys 
65 70 



gctgacaaat ttaagtgctg gtacctgtgg 1162 
tctttttaac taagaatggg gctgttgtac 1222 
catacttatg tttgtattaa tctatcaata c 1282 
gattttaagc agtaaataaa acatttcgca 1342 

1349 



Arg Ser Phe Leu Cys Arg Ala Leu 

10 15 
Ala Glu Ala Val Thr Ala Asp Ser 

25 30 
Arg Leu Pro Tyr Val Pro Glu Pro 
45 

Arg Leu Arg Glu Leu Phe Gly Lys 
60 

Asp Leu Ala Asn Me Cys Lys Thr 
75 80 
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Ala Ala Thr Ala Gly lie Me Gly Trp Val Tyr Gly Gly lie Pro Ala 

85 90 95 

Phe I le His Ala Lys Gin Gin Tyr I le Glu Gin Ser Gin Ala Glu I le 
100 105 110 

5 Tyr His Asn Arg Phe Asp Ala Val Gin Ser Ala His Arg Ala Ala Thr 
115 120 125 

Arg Gly Phe I le Arg Tyr Gly Trp Arg Trp Gly Trp Arg Thr Ala Val 

130 135 140 

Phe Val Thr Me Phe Asn Thr Val Asn Thr Ser Leu Asn Val Tyr Arg 
10 145 150 155 160 

Asn Lys Asp Ala Leu Ser His Phe Val Me Ala Gly Ala Val Thr Gly 

165 170 175 

Ser Leu Phe Arg Me Asn Val Gly Leu Arg Gly Leu Val Ala Gly Gly 
180 185 190 

15 Mel le Gly Ala Leu Leu Gly Thr Pro Val Gly Gly Leu Leu Met Ala 
195 200 205 

Phe Gin Lys Tyr Ser Gly Glu Thr Val Gin Glu Arg Lys Gin Lys Asp 

210 215 220 

Arg Lys Ala Leu His Glu Leu Ltfs Leu Glu Glu Trp Lys Gly Arg Leu 
20 225 230 235 240 

Gin Val Thr Glu His Leu Pro Glu Lys I le Glu Ser Ser Leu Gin Glu 

245 250 255 

Asp Glu Pro Glu Asn Asp Ala Lys Lys I le Glu Ala Leu Leu Asn Leu 
260 265 270 

25 Pro Arg Asn Pro Ser Val Me Asp Lys Gin Asp Lys Asp 
275 280 285 
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<210> 79 
<211> 1355 
<212> DNA 
5 <213> Homo sapiens 

<220> 

<221> CDS 

<222> (79). . (1068) 

10 

<400> 79 

gatggcggct tcctagtgag tcggcggctg atttagaagg aggttcaggc tacggtgagc 60 

cgaagccaca caggagcc atg gaa gtg gca gag ccc age age ccc act gaa 1 1 1 
15 Met Glu Val Ala Glu Pro Ser Ser Pro Thr Glu 

1 5 10 

gag gag gag gag gaa gag gag cac teg gca gag cct egg ccc egc act 159 
Glu Glu Glu Glu Glu Glu Glu His Ser Ala Glu Pro Arg Pro Arg Thr 
20 15 20 25 

cgc tec aat cct gaa ggg get gag gac egg gca gta ggg gca cag gee 207 
Arg Ser Asn Pro Glu Gly Ala Glu Asp Arg Ala Val Gly Ala Gin Ala 
30 35 40 



25 



age gtg ggc age cgc age gag ggt gag ggt gag gee gee agt get gat 255 
Ser Val Gly Ser Arg Ser Glu Gly Glu Gly Glu Ala Ala Ser Ala Asp 
45 50 55 
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gat ggg age etc aac act tea gga gee ggc cct aag tec tgg cag gtg 303 
Asp Gly Ser Leu Asn Thr Ser Gly Ala Gly Pro Lys Ser Trp Gin Val 

60 65 70 75 

5 

ccc ccg cca gee cct gag gtc caa att egg aca cca agg gtc aac tgt 351 
Pro Pro Pro Ala Pro Glu Val Gin Me Arg Thr Pro Arg Val Asn Cys 
80 85 90 

10 cca gag aaa gtg att ate tgc ctg gac ctg tea gag gaa atg tea ctg 399 
Pro Glu Lys Val Me Me Cys Leu Asp Leu Ser Glu Glu Met Ser Leu 
95 100 105 

cca aag ctg gag teg ttc aac ggc tec aaa ace aac gee etc aat gtc 447 
15 Pro Lys Leu Glu Ser Phe Asn Gly Ser Lys Thr Asn Ala Leu Asn Val 
M0 115 120 

tec cag aag atg att gag atg ttc gtg egg aca aaa cac aag ate gac 495 
Ser Gin Lys Met Me Glu Met Phe Val Arg Thr Lys His Lys Me Asp 
20 125 130 135 

aaa age cac gag ttt gca ctg gtg gtg gtg aac gat gac acg gee tgg 543 
Lys Ser His Glu Phe Ala Leu Val Val Val Asn Asp Asp Thr Ala Trp 
140 145 150 155 



25 



ctg tct ggc ctg acc tec gac ccc cgc gag etc tgt age tgc etc tat 591 
Leu Ser Gly Leu Thr Ser Asp Pro Arg Glu Leu Cys Ser Cys Leu Tyr 
160 165 170 
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gat ctg gag acg gcc tec tgt tec acc ttc aat ctg gaa gga ctt ttc 639 
Asp Leu Glu Thr Ala Ser Cys Ser Thr Phe Asn Leu Glu Gly Leu Phe 
175 180 185 



25 



act gag gag aag gag gag gag atg agt tgg aag gat atg ttt gcc ttc 
Thr Glu Glu Lys Glu Glu Glu Met Ser Trp Lys Asp Met Phe Ala Phe 
255 260 265 

atg ggc age ctg gat acc aag ggt acc age tac aaa tat gag gtg gca 
Met Gly Ser Leu Asp Thr Lys Gly Thr S r Tyr Lys Tyr Glu Val Ala 
270 275 280 



687 



735 



age etc ate cag cag aaa act gag ctt ccg gtc aca gag aac gtg cag 
Ser Leu lie Gin Gin Lys Thr Glu Leu Pro Val Thr Glu Asn Val Gin 
190 195 200 

10 acg att ccc ccg cca tat gtg gtc cgc acc ate ctt gtc tac age cgt 
Thr lie Pro Pro Pro Tyr Val Val Arg Thr Me Leu Val Tyr Ser Arg 
205 210 215 

cca cct tgc cag ccc cag ttc tec ttg acg gag ccc atg aag aaa atg 
15 Pro Pro Cys Gin Pro Gin Phe Ser Leu Thr Glu Pro Met Lys Lys Met 
220 225 230 235 



ttc cag tgc cca tat ttc ttc ttt gac gtt gtt tac ate cac aat ggc 831 
Phe Gin Cys Pro Tyr Phe Phe Phe Asp Val Val Tyr I le His Asn Gly 
20 240 245 250 



783 



879 



927 
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ctg get ggg cca gec ctg gag ttg cac aac tgc atg gcg aaa ctg ttg 975 

Leu Ala Gly Pro Ala Leu Glu Leu His Asn Cys Met Ala Lys Leu Leu 

285 290 295 

5 

gec cac ccc ctg cag egg cct tgc cag age cat get tec tac age ctg 1023 

Ala His Pro Leu Gin Arg Pro Cys Gin Ser His Ala Ser Tyr Ser Leu 

300 305 310 315 

10 ctg gag gag gag gat gaa gec att gag gtt gag gec act gtc tga 1068 
Leu Glu Glu Glu Asp Glu Ala lie Glu Val Glu Ala Thr Val 

320 325 330 

accatccctg tacatctgea ccttcttgtg caaggaagtc cttggcctaa agccttggtt 1128 

15 

ctcaaactgg gttccttggg acctccgggg tgggggggtt ccaggaggca egtagggtae 1188 

ettgeagggt cctaggaggg aaacccagga ttccaggagg gatcccagga actgtgggca 1248 

20 cccattttct gtgtctccca gcccatttcc actcctagtt tgtcatggat aatttttgtt 1308 

cttccctgtg tgatttttgc catcaaaata aaaatttgag actegtt 1355 



25 <210> 80 
<211> 329 
<212> PRT 
<213> Homo sapiens 
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<400> 80 

Met Glu Val Ala Glu Pro Ser Ser Pro Thr Glu Glu Glu Glu Glu Glu 
15 10 15 

5 Glu Glu His Ser Ala Glu Pro Arg Pro Arg Thr Arg Ser Asn Pro Glu 
20 25 30 

Gly Ala Glu Asp Arg Ala Val Gly Ala Gin Ala Ser Val Gly Ser Arg 

35 40 45 

Ser Glu Gly Glu Gly Glu Ala Ala Ser Ala Asp Asp Gly Ser Leu Asn 
10 50 55 60 

Thr Ser Gly Ala Gly Pro Lys Ser Trp Gin Val Pro Pro Pro Ala Pro 
65 70 75 80 

Glu Val Gin lie Arg Thr Pro Arg Val Asn Cys Pro Glu Lys Val lie 
85 90 95 

15 lie Cys Leu Asp Leu Ser Glu Glu Met Ser Leu Pro Lys Leu Glu Ser 
100 105 110 

Phe Asn Gly Ser Lys Thr Asn Ala Leu Asn Val Ser Gin Lys Met I le 

115 120 125 

Glu Met Phe Val Arg Thr Lys His Lys Me Asp Lys Ser His Glu Phe 
20 130 135 140 

Ala Leu Val Val Val Asn Asp Asp Thr Ala Trp Leu Ser Gly Leu Thr 
145 150 155 160 

Ser Asp Pro Arg Glu Leu Cys Ser Cys Leu Tyr Asp Leu Glu Thr Ala 
165 170 175 

25 Ser Cys Ser Thr Phe Asn Leu Glu Gly Leu Phe Ser Leu Me Gin Gin 
180 185 190 

Lys Thr Glu Leu Pro Val Thr Glu Asn Val Gin Thr Me Pro Pro Pro 
195 200 205 
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Tyr Val Val Arg Thr lie Leu Val Tyr Ser Arg Pro Pro Cys Gin Pro 

210 215 220 

Gin Phe Ser Leu Thr Glu Pro Met Lys Lys Met Phe Gin Cys Pro Tyr 

225 230 235 240 

5 Phe Phe Phe Asp Val Val Tyr lie His Asn Gly Thr Glu Glu Lys Glu 

245 250 255 

Glu Glu Met Ser Trp Lys Asp Met Phe Ala Phe Met Gly Ser Leu Asp 

260 265 270 

Thr Lys Gly Thr Ser Tyr Lys Tyr Glu Val Ala Leu Ala Gly Pro Ala 
10 275 280 285 

Leu Glu Leu His Asn Cys Met Ala Lys Leu Leu Ala His Pro Leu Gin 

. 290 295 300 

Arg Pro Cys Gin Ser His Ala Ser Tyr Ser Leu Leu Glu Glu Glu Asp 
305 310 315 320 

15 Glu Ala lie Glu Val Glu Ala Thr Val 

325 



20 <210> 81 

<211> 1543 

<212> DNA 

<213> Homo sapiens 

25 <220> 

<221> CDS 

<222>. (29) . . (730) 
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25 



gcg gcg get gcg gag gag agg ccg ctg gtg ttc ctg tgc tec ggc tgc 
Ala Ala Ala Ala Glu Glu Arg Pro Leu Val Phe Leu Cys Ser Gly Cys 
75 80 85 

egg egg ccg ctg ggc gac teg ctg age tgg gtg gec age cag gag gac 
Arg Arg Pro Leu Gly Asp Ser Leu Ser Trp Val Ala Ser Gin Glu Asp 
90 95 100 



52 



100 



148 



<400> 81 

gctctggggc gegggegatt tgtaggta atg gca ggc gtt egg tea ctg agg 

Met Ala Gly Val Arg Ser Leu Arg 
- 1 5 

5 

tgt age aga gga tgc get ggc ggc tgt gag tgc ggc gac aag ggc aaa 
Cys Ser Arg Gly Cys Ala Gly Gly Cys Glu Cys Gly Asp Lys Gly Lys 
10 15 20 

10 tgc age gac tec teg ctg ttg ggc aag aga etc tec gaa gac teg age 
Cys Ser Asp Ser Ser Leu Leu Gly Lys Arg Leu Ser Glu Asp Ser Ser 
25. 30 35 40 

cgc cac cag ctg ttg cag aag tgg gcg age atg tgg age tec atg age 
15 Arg His Gin Leu Leu Gin Lys Trp Ala Ser Met Trp Ser Ser Met Ser 

45 50 55 



gaa gac gcg teg gtg gee gac atg gag agg gcg cag ctg gag gag gag 244 
Glu Asp Ala Ser Val Ala Asp Met Glu Arg Ala Gin Leu Glu Glu Glu 
20 60 65 70 



196 



292 



340 
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acc aac tgc ate ctg ctt cgc tgt gtt tec tgt aat gtt tct gtg gat 388 
Thr Asn Cys lie Leu Leu Arg Cys VaJ Ser Cys Asn Val Ser Val Asp 
105 110 115 120 

5 

aag gaa cag aag eta tec aaa cgt gaa aag gaa aat ggt tgc gtc ctt 436 
Lys Glu Gin Lys Leu Ser Lys Arg Glu Lys Glu Asn Gly Cys Val Leu 
125 130 135 

10 gag act ttg tgc tgc gcg ggg tgc tea etc aat ctt ggc tac gtg tac 484 
Glu Thr Leu Cys Cys Ala Gly Cys Ser Leu Asn Leu Gly Tyr Val Tyr 
140 145 150 



aga tgc acg ccc aag aat ctt gat tac aag aga gac ttg ttt tgc etc 532 
15 Arg Cys Thr Pro Lys Asn Leu Asp Tyr Lys Arg Asp Leu Phe Cys Leu 
155 160 165 



agt gtt gaa gec att gaa agt tat gtt tta ggg tec tct gaa aag caa 580 
Ser Val Glu Ala lie Glu Ser Tyr Val Leu Gly Ser Ser Glu Lys Gin 
20 170 175 180 



att gtg tea gaa gat aaa gag ctt ttt aat ctt gaa age aga gtt gaa 628 

Me Val Ser Glu Asp Lys Glu Leu Phe Asn Leu Glu Ser Arg Val Glu 

185 190 195 200 

ata gaa aag tct eta aca cag atg gaa gat gtc ttg aaa gca tta caa 676 

I le Glu Lys Ser Leu Thr Gin Met Glu Asp Val Leu Lys Ala Leu Gin 
205 210 215 
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atg aag ctg tgg gag gcc gaa tec aaa ttg tec ttt gec act tgt aaa 724 
Met Lys Leu Trp Giu Ala Giu Ser Lys Leu Ser Phe Ala Thr Cys Lys 
220 225 230 

5 

age tga actctagtct gtgtcctcca ttctgccccc gcccttcctc cccttatttg 780 
Ser 

ttaaatgaag eaacatagtg agaegtegtc tctacaaaaa aaaaaagaaa aaaaaaaatt 840 

10 

agecaggcat gegaaacget gaggtgggag gatcagatga gcttgggagg ttgaggctgc 900 
agtgagcctt ggtcatgeca etactgegtt ctagtctggg caacagagtg agaccttctc 960 
15 tcaaaaaaaa aacccaaaat tgtagaatta cttctatagc tatattttat gataaagaag 1020 
tgattgtttc teaaaatege attttaaaga cgttttatgg tacttgttgg aattgggact 1080 
taggagtttt gattttgata agaaactggg atgattttct gaactttttt tcctctgtat 1140 

20 

cacatttatt tactattttt aaaaactttg acatttaaca cttgggacaa catttattat 1200 
aaatgataag aaaaatctta gaggtttgtc tacccacagt gtcatggaat cttctctgaa 1260 
25 aactaatcca taaagttccc tggagaaatt ggtcagaatg atctgtcaga accatttgaa 1320 
aacttgetea agagcagttg cttatatata gtaggatttt actttttcct gcttatgtac 1380 



WO 01/42302 PCT/JP00/08631 
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tactatatgc ttaaaaaacc tggaggaata cttaccaaag aggagtaacc atctctgagg 1440 
gtgggattct gggggaattt ttgttttttt ctgttttcta taatgtgaaa cttttgtagt 1500 
5 atgtattttt ctaattgaag agaataaaga ttaaaacaaa gtg 1543 

<210> 82 
<211> 233 
10 <212> PRT 

<213> Homo sapiens 

<400> 82 

Met Ala Gly Vat Arg Ser Leu Arg Cys Ser Arg Gly Cys Ala Gly Gly 
15 1 5 10 15 

Cys Glu Cys Gly Asp Lys Gly Lys Cys Ser Asp Ser Ser Leu Leu Gly 

20 25 30 

Lys Arg Leu Ser Glu Asp Ser Ser Arg His Gin Leu Leu Gin Lys Trp 
35 40 45 

20 Ala Ser Met Trp Ser Ser Met Ser Glu Asp Ala Ser Val Ala Asp Met 
50 55 60 

Glu Arg Ala Gin Leu Glu Glu Glu Ala Ala Ala Ala Glu Glu Arg Pro 
65 70 75 80 

Leu Val Phe Leu Cys Ser Gly Cys Arg Arg Pro Leu Gly Asp Ser Leu 
25 85 90 95 

Ser Trp Val Ala Ser Gin Glu Asp Thr Asn Cys I le Leu Leu Arg Cys 

100 105 110 

Val Ser Cys Asn Val Ser Vai Asp Lys Glu Gin Lys Leu Ser Lys Arg 
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115 120 125 

Glu Lys Glu Asn Gly Cys Va I Leu Glu Thr Leu Cys Cys Ala Gly Cys 

130 135 140 

Ser Leu Asn Leu Gly Tyr Va I Tyr Arg Cys Thr Pro Lys Asn Leu Asp 
5 145 150 155 160 

Tyr Lys Arg Asp Leu Phe Cys Leu Ser Val Glu Ala Me Glu Ser Tyr 

165 170 175 

Val Leu Gly Ser Ser Glu Lys Gin lie Val Ser Glu Asp Lys Glu Leu 
180 185 190 

10 Phe. Asn Leu Glu Ser Arg Val Glu Me Glu Lys Ser Leu Thr Gin Met 
195 200 205 

Glu Asp Val Leu Lys Ala Leu Gin Met Lys Leu Trp Glu Ala Glu Ser 

210 215 220 

Lys Leu Ser Phe Ala Thr Cys Lys Ser 
15 225 230 



<210> 83 
<211> 1436 
20 <212> DNA 

<213> Homo sapiens 

<220> 
<221> COS 
25 <222> (31). . (582) 

<400>*83 

acgtgaccca agccccagct tcgcgcaggg atg gag ccg gaa gag ggg acg ccc 54 
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Met Glu Pro Glu Glu G!y Thr Pro 
1 5 

ttg tgg egg ctg cag aag ctg ccg gec gag ctg ggc ccg cag ctt ctt 102 
5 Leu Trp Arg Leu Gin Lys Leu Pro Ala Glu Leu Gly Pro Gin Leu Leu 
10 15 20 

cac aaa ata att gat ggc att tgt ggt cga get tat cct gtg tac caa 150 
His Lys I le I le Asp Gly I le Cys Gly Arg Ala Tyr Pro Val Tyr Gin 
10 25 30 35 40 

gat tat cac act gtt tgg gaa tea gaa gaa tgg atg cac gtt tta gaa 198 

Asp Tyr His Thr Val Trp Glu Ser Glu Glu Trp Met His Val Leu Glu 
45 50 55 

15 

gat att gec aaa ttt ttc aaa gec ata gtt ggt aaa aac tta cct gat 246 

Asp Me Ala Lys Phe Phe Lys Ala Me Val Gly Lys Asn Leu Pro Asp 
60 65 70 

20 gaa gag ata ttt cag cag ttg aat cag ttg aat tea ctt cat caa gaa 294 
Glu Glu I le Phe Gin Gin Leu Asn Gin Leu Asn Ser Leu His Gin Glu 
75 80 85 

act ate atg aaa tgc gtg aaa agt agg aaa gat gaa ate aaa cag get 342 
25 Thr Me Met Lys Cys Val Lys Ser Arg Lys Asp Glu Me Lys Gin Ala 
90 95 100 

ctg tea aga gaa ata gtt get att tec tct gca cag eta cag gat ttt 390 
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Leu Ser Arg Glu lie Val Ala Me Ser Ser Ala Gin Leu Gin Asp Phe 
105 110 115 120 

gat tgg cag gta aag ctt gca ctt tec agt gac aag att get gca tta 438 
5 Asp Trp Gin Val Lys Leu Ala Leu Ser Ser Asp Lys I le Ala Ala Leu 

125 130 135 

cga atg cca ctt tta age ctg cat eta gat gta aaa gaa aat ggt gaa 486 
Arg Met Pro Leu Leu Ser Leu His Leu Asp Val Lys Glu Asn Gly Glu 
10 140 145 150 

gta aaa cct tat tct att gaa atg agt aga gag gag ctg cag aat 

Val Lys Pro Tyr Ser lie Glu Met Ser Arg Glu Glu Leu Gin Asn 
155 160 165 

15 

ata cag tec ttg gaa gca gcg aat aag gtg gtc ctg cag ttg aaa 

I le Gin Ser Leu Glu Ala Ala Asn Lys Val Val Leu Gin Leu Lys 
170 175 180 

20 ctggaaatga tgaataccag tcctatcaga ttttattget ccaacttata tggcagagtg 642 

aatactgcgt gttcagaaac cttgtgatgt cttgactgtt gcaccaggct gagaaagcag 702 

caatattgat attataaaga taaaaattta tcaacattcc ttaacaggaa attacatggt 762 

25 

tgagaggaaa tgcataaaat gaaagatgaa aaatctatag tagcagttta tattttcatg 822 
attgttttgc ctcatttatt aaatatttga gaaatctttg gagatacata gttttattga 882 



eta 534 
Leu 

taa 582 
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aagctaaaaa taggttctaa agtaatgtaa aaatataaag cacaaatata cttgaatatt 942 
gcttaaagaa ttgtgtgaat agcaacatat attatggata tatactttgt gatattttta 1002 

5 

aaaaataatt ttttcaaaga atgtataagc tgcatatata actcaggaga ttccatgtct 1062 
ttctcatatt tcagaggaaa gattataaaa tataaaattt cttagagaac acctctttgt 1122 

10 cagagataaa caagaacaaa tactctaaac ttatgtgaac agttttgagt ttatgaattc 1182 
tagaaactaa aatcaagaat acagaaaaat gaaaataaca ttttacttct gcgcttctat 1242 
gtttgggaaa cattgctctg ataaaaaata gctgtcatta tgcagtgtgt atattcaaat 1302 
atgagataag actatgtaca catccacttt tgttaataaa ctcaatattg aatacttttg 1362 
gatgttaaat tcattggaaa aacaaaccat ttgtaacctc agttaacttt aacaacaagc 1422 

20 attctgagca aatg 1436 



<210> 84 
<211> 183 
25 <212> PRT 

<213> Homo sapiens 

<400> 84 



WO 01/42302 PCT/JP00/08631 

20 1/360 



Met Glu Pro Glu Glu Gly Thr Pro Leu Trp Arg Leu Gin Lys Leu Pro 

1 5 10 15 

Ala Glu Leu Gly Pro Gin Leu Leu His Lys Me Me Asp Gly Me Cys 
20 25 30 

5 Gly Arg Ala Tyr Pro Val Tyr Gin Asp Tyr His Thr Val Trp Glu Ser 
35 40 - 45 

Glu Glu Trp Met His Val Leu Glu Asp I le Ala Lys Phe Phe Lys Afa 

50 55 60 

I le Val Gly Lys Asn Leu Pro Asp Glu Glu I le Phe Gin Gin Leu Asn 
10 65 70 75 80 

Gin Leu Asn Ser Leu His Gin Glu Thr Me Met Lys Cys Val Lys Ser 

85 90 95 

Arg Lys Asp Glu Me Lys Gin Ala Leu Ser Arg Glu Me Val Ala Me 
100 105 110 

15 Ser Ser Ala Gin Leu Gin Asp Phe Asp Trp Gin Val Lys Leu Ala Leu 
115 120 125 

Ser Ser Asp Lys Me Ala Ala Leu Arg Met Pro Leu Leu Ser Leu His 

130 135 140 

Leu Asp Val Lys Glu Asn Gly Glu Val Lys Pro Tyr Ser I le Glu Met 
20 145 150 155 160 

Ser Arg Glu Glu Leu Gin Asn Leu I le Gin Ser Leu Glu Ala Ala Asn 

165 170 175 

Lys Val Val Leu Gin Leu Lys 
180 

25 



<210> 85 
<211> 1357 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (102). . (1244) 
<400> 85 

ggtttccggc gagagggcca gagtgagtgt ttacaccggc ggcagtgcgg ccgggttcct 60 
10 

tccgcgggac ggggagaaag agagagcgcg aaagagagag g atg tct etc tea gac 116 

Met Ser Leu Ser Asp 
15 

15 tgg cac ctg gcg gtg aag ctg get gac cag cca ctt act cca aag tct 164 

Trp His Leu Ala Va I Lys Leu Ala Asp Gin Pro Leu Thr Pro Lys Ser 

* 

10 15 20 

att ctt egg ttg cca gag aca gaa ctg gga gaa tac teg eta ggg ggc 212 
20 I le Leu Arg Leu Pro Glu Thr Glu Leu Gly Glu Tyr Ser Leu Gly Gly 
25 30 35 

aaa etc cag gag 260 
Lys Leu Gin Glu 
50 

tct gtt cca gac cct gag ctg att gat ctg ate tac tgt ggt egg aag 308 
Ser Val Pro Asp Pro Glu Leu I le Asp Leu I le Tyr Cys Gly Arg Lys 



5 



tat agt att tea ttt ctg aag cag ctt att get ggc 
Tyr Ser I le Ser Phe Leu Lys Gin Leu I le Ala Gly 
25 40 45 
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55 60 65 

eta aaa gat gac cag aca ctt gac ttc tat ggc att caa cct ggg tec 356 

Leu Lys Asp Asp Gin Thr Leu Asp Phe Tyr Gly Me Gin Pro Gly Ser 

5 70 75 80 85 

act gtc cat gtt ctg cga aag tec tgg cct gaa cct gat cag aaa ccg 404 

Thr Val His Val Leu Arg Lys Ser Trp Pro Glu Pro Asp Gin Lys Pro 

90 95 100 

10 

gaa cct gtg gac aaa gtg get gec atg aga gag ttc egg gtg ttg cac 452 

Glu Pro Val Asp Lys Val Ata Ala Met Arg Glu Phe Arg Val Leu His 

105 110 115 

15 act gee ctg cac age age tec tct tac agg gag gcg gtc ttt aag atg 500 

Thr Ala Leu His Ser Ser Ser Ser Tyr Arg Glu Ala Val Phe Lys Met 

120 125 130 

etc age aat aag gag tct ctg gat cag ate att gtg gee ace cca ggc 548 

20 Leu Ser Asn Lys Glu Ser Leu Asp Gin lie Me Val Ala Thr Pro Gly 

135 140 145 

etc age agt gac cct att get ctt ggg gtt etc cag gac aag gac etc 596 

Leu Ser Ser Asp Pro Me Ala Leu Gly Val Leu Gin Asp Lys Asp Leu 

25 150 155 160 165 

ttc tct gtc ttc get gat ccc aat atg ctt gat acg ttg gtg cct get 644 

Phe Ser Val Phe Ala Asp Pro Asn Met Leu Asp Thr Leu Val Pr Ala 
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170 175 180 

cac cca gcc etc gtc aat gec att gtc ctg gtt ctg cac tec gta gca 692 
His Pro Ala Leu Val Asn Ala I le Val Leu Val Leu His Ser Val Ala 
5 185 190 195 

ggc agt gcc cca atg cct ggg act gac tec tct tec egg age atg ccc 740 
Gly Ser Ala Pro Met Pro Gly Thr Asp Ser Ser Ser Arg Ser Met Pro 
200 205 210 



10 



tec age tea tac egg gat atg cca ggt ggc ttc ctg ttt gaa ggg etc 788 
Ser Ser Ser Tyr Arg Asp Met Pro Gly Gly Phe Leu Phe Glu Gly Leu 
215 220 225 



15 tea gat gat gag gat gac ttt cac 

Ser Asp Asp Glu Asp Asp Phe His 
230 235 

age agt act ccc age tec cgc cca 

20 Ser Ser Thr Pro Ser Ser Arg Pro 

250 



cca aac acc agg tec aca ccc tct 836 
Pro Asn Thr Arg Ser Thr Pro Ser 
240 245 

gcc tec ctg ggg tac agt gga get 884 
Ala Ser Leu Gly Tyr Ser Gly Ala 
255 260 



get ggg ccc egg ccc ate acc cag 

Ala Gly Pro Arg Pro Me Thr Gin 
25 265 

ctg gcc age act ccg gag age age 

Leu Ala Ser Thr Pro Glu Ser Ser 



agt gag ctg gcc acc gcc ttg gcc 932 
Ser Glu Leu Ala Thr Ala Leu Ala 
270 275 

tct cac aca ccg act cct ggc acc . 980 
Ser His Thr Pro Thr Pro Gly Thr 
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280 285 290 

cag ggt cat tec tea ggg acc tea cca atg tec tct ggt gtc cag tea 1028 

Gin Gly His Ser Ser Gly Thr Ser Pro Met Ser Ser Gly Val Gin Ser 

5 295 300 305 

ggg acg ccc ate acc aat gat etc ttc age caa gee eta cag cat gee 1076 

Gly Thr Pro I le Thr Asn Asp Leu Phe Ser Gin Ala Leu Gin His Ala 

310 315 320 325 

10 

ctt cag gee tct ggg cag ccc age ctt cag age cag tgg cag ccc cag 1124 

Leu Gin Ala Ser Gly Gin Pro Ser Leu Gin Ser Gin Trp Gin Pro Gin 

330 335 340 

15 ctg cag cag eta cgt gac atg ggc ate cag gac gat gag ctg age ctg 1 1 72 

Leu Gin Gin Leu Arg Asp Met Gly I le Gin Asp Asp Glu Leu Ser Leu 

345 350 355 

cag gee acc ggt ggg gac ate caa gca gee ctg gag etc 1220 

Gin Ala Thr Gly Gly Asp lie Gin Ala Ala Leu Glu Leu 

365 370 

ate ttt get gga gga gee cca tga actccctgct tcccctgaac ccccagcaag 1274 
I le Phe Ala Gly Gly Ala Pro 
25 375 380 

ttgeagagge tactgccctt gggaggcact catgaaggtg cctccatctc tcccttcccc 1334 



egg gee ctg 
20 Arg Ala Leu 
360 
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aatatacctg atggtcaact etc 1357 



<210> 86 
5 <211> 380 
<212> PRT 

<213> Homo sapiens 



<400> 86 

10 Met Ser Leu Ser Asp Trp His Leu Ala Val Lys Leu Ala Asp Gin Pro 
1 5 10 15 

Leu Thr Pro Lys Ser Me Leu Arg Leu Pro Glu Thr Glu Leu Gly Glu 

20 25 30 

Tyr Ser Leu Gly Gly Tyr Ser I le Ser Phe Leu Lys Gin Leu Me Ala 
15 35 40 45 

Gly Lys Leu Gin Glu Ser Val Pro Asp Pro Glu Leu I le Asp Leu I le 

50 55 60 

Tyr Cys Gly Arg Lys Leu Lys Asp Asp Gin Thr Leu Asp Phe Tyr Gly 
65 70 75 80 

20 Me Gin Pro Gly Ser Thr Val His Val Leu Arg Lys Ser Trp Pro Glu 

85 90 95 

Pro Asp Gin Lys Pro Glu Pro Val Asp Lys Val Ala Ala Met Arg Glu 

100 105 110 

Phe Arg Val Leu His Thr Ala Leu His Ser Ser Ser Ser Tyr Arg Glu 
25 115 120 125 

Ala Val Phe Lys Met Leu Ser Asn Lys Glu Ser Leu Asp Gin Me Me 

130 135 140 

Val Ala Thr Pro Gly Leu Ser Ser Asp Pro I le Ala Leu Gly Val Leu 
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145 150 155 160 

Gin Asp Lys Asp Leu Phe Ser Val Phe Ala Asp Pro Asn Met Leu Asp 

165 170 175 

Thr Leu Val Pro Ala His Pro Ala Leu Val Asn Ala I le Val Leu Val 
5 180 185 190 

Leu His Ser Val Ala Gly Ser Ala Pro Met Pro Gly Thr Asp Ser Ser 

195 200 205 

Ser Arg Ser Met Pro Ser Ser Ser Tyr Arg Asp Met Pro Gly Gly Phe 
210 215 220 

10 Leu Phe Glu Gly Leu Ser Asp Asp Glu Asp Asp Phe His Pro Asn Thr 
225 230 235 240 

Arg Ser Thr Pro Ser Ser Ser Thr Pro Ser Ser Arg Pro Ala Ser Leu 

245 250 255 

Gly Tyr Ser Gly Ala Ala Gly Pro Arg Pro Me Thr Gin Ser Glu Leu 
15 260 265 270 

Ala Thr Ala Leu Ala Leu Ala Ser Thr Pro Glu Ser Ser Ser His Thr 

275 280 285 

Pro Thr Pro Gly Thr Gin Gly His Ser Ser Gly Thr Ser Pro Met Ser 
290 295 ~ 300 

20 Ser Gly Val Gin Ser Gly Thr Pro Me Thr Asn Asp Leu Phe Ser Gin 
305 310 315 320 

Ala Leu Gin His Ala Leu Gin Ala Ser Gly Gin Pro Ser Leu Gin Ser 

325 330 335 

Gin Trp Gin Pro Gin Leu Gin Gin Leu Arg Asp Met Gly Me Gin Asp 
25 340 345 350 

Asp Glu Leu Ser Leu Arg Ala Leu Gin Ala Thr Gly Gly Asp Me Gin 

355 360 365 

Ala Ala Leu Glu Leu Me Phe Ala Gly Gly Ala Pro 
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370 



375 



380 



5 <210> 87 
<211> 1399 
<212> DNA 
<213> Homo sapiens 

10 <220> 

<221> CDS 

<222> (74) . . (856) 

<400> 87 

15 aaaaagcgga cccgcggacg gtggcgttaa gggaacgctg aggtcccgcg ctccccgacc 60 

gaggtatatc tec atg aat aac eta aat gat ccc cca aat tgg aat ate 109 
Met Asn Asn Leu Asn Asp Pro Pro Asn Trp Asn I le 
1 5 10 

20 

egg cct aat tec agg gcg gat ggt ggt gat gga age agg tgg aat tat 157 
Arg Pro Asn Ser Arg Ala Asp Gly Gly Asp Gly Ser Arg Trp Asn Tyr 
15 20 25 



25 gec ctg ttg gtt cca atg ctg gga ttg get get ttt cgt tgg att tgg 
Ala Leu Leu Val Pro Met Leu Gly Leu Ala Ala Phe Arg Trp He Trp 
30 35 40 



205 
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tct agg gag tec cag aaa gaa gta gaa aaa gag aga gaa gec tac cgt 253 

Ser Arg Glu Ser Gin Lys Glu Val Glu Lys Glu Arg Glu Ala Tyr Arg 

45 50 55 60 

5 egg aga act get get ttt caa cag gat ctg gaa gee aag tac cac gec 301 

Arg Arg Thr Ala Ala Phe Gin Gin Asp Leu Glu Ala Lys Tyr His Ala 

65 70 75 

atg ate tea gaa aat egg cgt get gtc get cag ttg tec ttg gaa etc 349 

10 Met I le Ser Glu Asn Arg Arg Ala Val Ala Gin Leu Ser Leu Glu Leu 

80 85 90 

gaa aag gaa caa aac aga act get agt tac cga gaa gee ctt ate tct 397 

Glu Lys Glu Gin Asn Arg Thr Ala Ser Tyr Arg Glu Ala Leu tie Ser 

15 95 100 105 



20 



cag gga cgc aag ttg gta gaa gaa aag aag ctt ctg gaa cag gaa egg 445 
Gin Gly Arg Lys Leu Val Glu Glu Lys Lys Leu Leu Glu Gin Glu Arg 
110 115 ' : 120 

gec cag gtg atg caa gaa aaa aga cag gtg cag cct ttg aga agt gcg 493 
Ala Gin Val Met Gin Glu Lys Arg Gin Val Gin Pro Leu Arg Ser Ala 
125 130 135 140 



25 tat ttg age tgc ctg caa agg gaa gaa aac tgg caa agg aga gec agg 541 
Tyr Leu Ser Cys Leu Gin Arg Glu Glu Asn Trp Gin Arg Arg Ala Arg 
145 150 155 
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ctt ttg ctg aaa gaa ttt gaa get gtt etc aca gaa aga cag aat ate 589 
Leu Leu Leu Lys Glu Phe Glu Ala Val Leu Thr Glu Arg Gin Asn I le 
160 165 170 

5 tac tgc agt ctg ttt ctt cct cgc age aag egg ctg gag ata gag aag 637 
Tyr Cys Ser Leu Phe Leu Pro Arg Ser Lys Arg Leu Glu Me Glu Lys 
175 180 185 

age tta ctg gtg cga gcg tec gtc gac ccc gtc gee get gac eta gag 685 
10 Ser Leu Leu Val Arg Ala Ser Val Asp Pro Val Ala Ala Asp Leu Glu 
190 195 200 

atg gca gee ggt etc acc gac ata ttt cag cat gat aca tac tgt ggt 733 
Met Ala Ala Gly Leu Thr Asp I le Phe Gin His Asp Thr Tyr Cys Gly 
15 205 210 215 220 

gat gtc tgg aac acc aac aaa cgc cag aat ggc aga etc atg tgg etc 781 

Asp Val Trp Asn Thr Asn Lys Arg Gin Asn Gly Arg Leu Met Trp Leu 
225 230 235 

20 

tat etc aaa tac tgg gaa etc gtt gtc gaa ctg aag aag ttt aag aga 829 

Tyr Leu Lys Tyr Trp Glu Leu Val Val Glu Leu Lys Lys Phe Lys Arg 
240 245 250 

25 gta gag gaa gee ata eta gaa aag taa gacaagagtg aaatcaaact 876 
Val Glu Glu Ala Me Leu Glu Lys 
. 255 260 



WO 01/42302 PCT/JP00/08631 

21 1/360 

gcttttagtg actcgaggcc aggcagtcat gcgccttctg ggtctccggc gtcttccgtt 936 
cccgtgctgc ccgtgtcatg gccacaccgt cacccttcag cagcgacctc cactcccgcc 996 
5 accgtctgag cagaagtgca ccgaagcctc agagacagag ggtctcctcc cgatgctctg 1056 
ccgctgttgg ggatatggtt tcttgaagca tttttaggct gccagtattg tattaagcag 1116 
aacagtataa cctcgtattt tagctccagg gtaaaaatgg ttttttaaaa agtcaaatac 1176 

10 

aatactggtc cttagcacaa gtaattttct gtctgtttca tcactcccta aatactttct 1236 
cctcaaatta tttttctctg tcaccagatt acattaagaa tttgtcagat aatgtgtaga 1296 
15 actgcataac aggtaataga aagtagtaat attatattat caagggttta tattttaaag 1356 
atctctctca ctccataaag gggaaatacc aagtgtttct tgt 1399 

20 <210> 88 
<211> 260 
<212> PRT 

<213> Homo sapiens 
25 <400> 88 

Met Asn Asn Leu Asn Asp Pro Pro Asn Trp Asn I le Arg Pro Asn Ser 

15 10 15 

Arg Ala Asp Gly Gly Asp Gly Ser Arg Trp Asn Tyr Ala Leu Leu Val 
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20 25 30 

Pro Met Leu Gly Leu Ala Ala Phe Arg Trp Me Trp Ser Arg Glu Ser 

35 40 45 

Gin Lys Glu Val Glu Lys Glu Arg Glu Ala Tyr Arg Arg Arg Thr Ala 
5 50 55 60 

Ala Phe Gin Gin Asp Leu Glu Ala Lys Tyr His Ala Met Me Ser Glu 
65 70 75 80 

Asn Arg Arg Ala Val Ala Gin Leu Ser Leu Glu Leu Glu Lys Glu Gin 
85 90 95 

10 Asn Arg Thr Ala Ser Tyr Arg Glu Ala Leu I le Ser Gin Gly Arg Lys 
100 105 110 

Leu Val Glu Glu Lys Lys Leu Leu Glu Gin Glu Arg Ala Gin Val Met 

115 120 125 

Gin Glu Lys Arg Gin Val Gin Pro Leu Arg Ser Ala Tyr Leu Ser Cys 
15 130 135 140 

Leu Gin Arg Glu Glu Asn Trp Gin Arg Arg Ala Arg Leu Leu Leu Lys 
145 150 155 160 

Glu Phe Glu Ala Val Leu Thr Glu Arg Gin Asn Me Tyr Cys Ser Leu 
165 170 175 

20 Phe Leu Pro Arg Ser Lys Arg Leu Glu lie Glu Lys Ser Leu Leu Val 
180 185 190 

Arg Ala Ser Val Asp Pro Val Ala Ala Asp Leu Glu Met Ala Ala Gly 

195 200 205 

Leu Thr Asp Me Phe Gin His Asp Thr Tyr Cys Gly Asp Val Trp Asn 
25 210 215 220 

Thr Asn Lys Arg Gin Asn Gly Arg Leu Met Trp Leu Tyr Leu Lys Tyr 
225 . 230 235 240 

Trp Glu Leu Val Val Glu Leu Lys Lys Phe Lys Arg Val Glu Glu Ala 
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245 250 255 

I I e Leu G I u Lys 
260 

5 



<210> 89 
<211> 1119 
<212> DNA 
10 <213> Homo sapiens 



<220> 

<221> CDS 

<222> (152). . (976) 

15 

<400> 89 

ttagctgctc aagctggaga actgtcttcc 
gatggggggg tctcaggcag ggatactbta 

20 

agctgctgct gctccctgcc cagccccagc 



ttcccagctt cctccgtgtc tggggtgggg 60 



gccccttgac tgctgtttag accctgctgt 120 



c atg aaa ctg ccc aag ggg acc 172 
Met Lys Leu Pro Lys Gly Thr 
1 5 



25 agg age tct gtg tac ttt gca cag cac cca gaa aag gag cca ttg ccc 220 
Arg Ser Ser Val Tyr Phe Ala Gin His Pro Glu Lys Glu Pro Leu Pro 
10 15 20 
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tea agg cag gag gtc aag cag acc 
Ser Arg Gin Glu Val Lys Gin Thr 
25 30 

5 ggt ccg ggg ccc gec aag tac etc 
Gly Pro Gly Pro Ala Lys Tyr Leu 
40 45 



cct gtc ate atg gec aag ate aaa 268 
Pro Val 1 le Met Ala Lys I le Lys 
35 

egg cca tec tgc acg ggc tac ata 316 
Arg Pro Ser Cys Thr Gly Tyr I le 
50 55 



gat cat gac ate tec atg ttc aag gca cca get tat acc ctg cat age 364 
10 Asp His Asp Me Ser Met Phe Lys Ala Pro Ala Tyr Thr Leu His Ser 

60 65 70 

egg cac tea gag aag egg atg gtg tgc cac age age cct ggg cct tgc 412 
Arg His Ser Glu Lys Arg Met Val Cys His Ser Ser Pro Gly Pro Cys 
15 75 80 85 

tat etc ttg gat ccc aaa ata act egg ttt gga atg tec age tgc ccg 460 

Tyr Leu Leu Asp Pro Lys I le Thr Arg Phe Gly Met Ser Ser Cys Pro 
90 95 100 

20 

cag gtc ccc atg gag gag cgc ate tec aac ctg cgc ctg aac ccc acc 508 

Gin Val Pro Met Glu Glu Arg I le Ser Asn Leu Arg Leu Asn Pro Thr 
105 110 115 

25 etc gca tec tgc cag tac tac ttt gag aag ate cac cca ccg ggg gaa 556 
Leu Ala Ser Cys Gin Tyr Tyr Phe Glu Lys Me His Pro Pro Gly Glu 
120 . 125 130 135 
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cgc agg get ccc cag tac acg ttt ggc tac egg cgc cca tac aga gtg 604 
Arg Arg Ala Pro Gin Tyr Thr Phe Gly Tyr Arg Arg Pro Tyr Arg Val 
140 145 150 

5 atg gac etc aac ccg get ccc aac cag tac cag atg cca etc ttg ctg 652 
Met Asp Leu Asn Pro Ala Pro Asn Gin Tyr Gin Met Pro Leu Leu Leu 
155 160 165 

ggg ccc aac acc cct gtc age cga get get ccc tgc tac agt ctg gec 700 
10 Gly Pro Asn Thr Pro Val Ser Arg Ala Ala Pro Cys Tyr Ser Leu Ala 
170 175 180 



tec agg gac aag aac tgg ttc tac aag gag gat gtg gca gga ggc cct 
Ser Arg Asp Lys Asn Trp Phe Tyr Lys Glu Asp Val Ala Gly Gly Pro 
15 185 190 195 

gga cct acc acg tac gec cga cct gag cca tec ate tat cag aac cgc 
Gly Pro Thr Thr Tyr Ala Arg Pro Glu Pro Ser lie Tyr Gin Asn Arg 
200 205 " 210 215 



20 



748 



796 



844 



age cct act tac age atg gec aag cgc ttc gec tac cct ctg gac etc 
Ser Pro Thr Tyr Ser Met Ala Lys Arg Phe Ala Tyr Pro Leu Asp Leu 
220 225 230 



25 acg cca egg cct ggc ccc ggc tec cac gag gtc cag cag gtc act gtg 892 
Thr Pro Arg Pro Gly Pro Gly Ser His Glu Val Gin Gin Val Thr Val 
235 240 245 
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cac aag ccc cac ate cct get ttc ace atg ggc ate aag cac tea etc 940 
His Lys Pro His lie Pro Ala Phe Thr Met Gly Me Lys His Ser Leu 
250 255 260 

5 cac ctg tgc cca ctg gtc ate gac att cgt gac tga ggcccctctt 986 
His Leu Cys Pro Leu Val lie Asp I le Arg Asp 

265 270 275 

ggggcactca ctgcccctca tccccagaaa ttatttttct acaccaaatt gagcaatttg J-Q4& 

10 

accaagattt ctagtagcag agccggtacc tgctgagtgt ccggcacaca gaagacatta 1106 
gagatacatt ttc 1119 

15 

<210> 90 
<211> 274 
<212> PRT 

<213> Homo sapiens 

20 

<400> 90 

Met Lys Leu Pro Lys Gly Thr Arg Ser Ser Val Tyr Phe Ala Gin His 

15 10 15 

Pro Glu Lys Glu Pro Leu Pro Ser Arg Gin Glu Val Lys Gin Thr Pro 
25 20 25 30 

Val lie Met Ala Lys Me Lys Gly Pro Gly Pro Ala Lys Tyr Leu Arg 

35 40 45 

Pro Ser Cys Thr Gly Tyr I le Asp His Asp I le Ser Met Phe Lys Ala 
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50 55 60 

Pro Ala Tyr Thr Leu His Ser Arg His Ser Glu Lys Arg Met Val Cys 
65 70 75 80 

- His Ser Ser Pro Gly Pro Cys Tyr Leu Leu Asp Pro Lys I le Thr Arg 
5 85 90 95 

Phe Gly Met Ser Ser Cys Pro Gin Val Pro Met Glu Glu Arg Me Ser 

100 105 110 

Asn Leu Arg Leu Asn Pro Thr Leu Ala Ser Cys Gin Tyr Tyr Phe Glu 
115 120 125 

10 Lys Me His Pro Pro Gly Glu Arg Arg Ala Pro Gin Tyr Thr Phe Gly 
130 135 140 

Tyr Arg Arg Pro Tyr Arg Val Met Asp Leu Asn Pro Ala Pro Asn Gin 
145 150 155 160 

Tyr Gin Met Pro Leu Leu Leu Gly Pro Asn Thr Pro Val Ser Arg Ala 
15 165 170 175 

Ala Pro Cys Tyr Ser Leu Ala Ser Arg Asp Lys Asn Trp Phe Tyr Lys 

180 185 190 

Glu Asp Val Ala Gly Gly Pro Gly Pro Thr Thr Tyr Ala Arg Pro Glu 
195 200 205 

20 Pro Ser Me Tyr Gin Asn Arg Ser Pro Thr Tyr Ser Met Ala Lys Arg 
210 215 220 

Phe Ala Tyr Pro Leu Asp Leu Thr Pro Arg Pro Gly Pro Gly Ser His 
225 230 235 240 

Glu Val Gin Gin Val Thr Val His Lys Pro His Me Pro Ala Phe Thr 
25 245 250 255 

Met Gly Me Lys His Ser Leu His Leu Cys Pro Leu Val He Asp Me 
260 265. 270 

Arg Asp 
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<210> 91 
<211> 540 
5 <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
10 <222> (133). . (438) 

<400> 91 

ctagctttct gtgtgcttag gtgcccgagc tactgagggt ctaagtccgg gcagccgaag 60 

15 agtgtggtag gtaacggtcc tcagcgcaag ggtcatttcg tcgctgggaa gggacggccc 120 

tcgcccgcgg tg atg gtg gtt age aag atg aac aaa gat gcg cag atg aga 171 
Met Val Val Ser Lys Met Asn Lys Asp Ala Gin Met Arg 
1 : 5 10 



20 



gca gcg att aac caa aag ttg ata gaa act gga gaa aga gaa cgc etc 219 
Ala Ala I le Asn Gin Lys Leu I le Glu Thr Gly Glu Arg Glu Arg Leu 
15 20 25 



25 



aaa gag ttg ctg aga get aaa tta att gaa tgt ggc tgg aag gat cag 
Lys Glu Leu Leu Arg Ala Lys Leu Me Glu Cys Gly Trp Lys Asp Gin 
30 . 35 40 45 
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ttg aag gca cac tgt aaa gag gta att aaa gaa aaa gga eta gaa cac 315 
Leu Lys Ala His Cys Lys Glu Val Me Lys Glu Lys Gly Leu Glu His 
50 55 60 

5 gtt act gtt gat gac ttg gtg get gaa ate act cca aaa ggc aga gcc 363 
Val Thr Val Asp Asp Leu Val Ala Glu Me Thr Pro Lys Gly Arg Ala 
65 70 75 

ctg gta cct gac agt gta aag aag gag etc eta caa aga ata aga aca 41 1 
10 Leu Val Pro Asp Ser Val Lys Lys Glu Leu Leu Gin Arg I le Arg Thr 
80 85 90 

ttc ctt get cag cat gcc age ctt taa gattgaatta gattgtgttg 458 
Phe Leu Ala Gin His Ala Ser Leu 
15 95 100 

ttgtggtttt atttctgaaa gtaaaacttg ccataaatta gaaaacaatt tcccaaaata 518 

aaatcctttt ttgtatgatg gt 540 

20 

<210> 92 
<211> 101 
<212> PRT 
25 <213> Homo sapiens 



<400>. 92 

Met Val Val Ser Lys Met Asn Lys Asp Ala Gin Met Arg Ala Ala I le 
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15 10 15 

Asn Gin Lys Leu lie Glu Thr Gly Glu Arg Glu Arg Leu Lys Glu Leu 

20 25 30 

Leu Arg Ala Lys Leu lie Glu Cys Gly Trp Lys Asp Gin Leu Lys Ala 
5 35 40 45 

His Cys Lys Glu Va I I le Lys Glu Lys Gly Leu Glu His Val Thr Val 

50 55 60 

Asp Asp Leu Val Ala Glu I le Thr Pro Lys Gly Arg Ala Leu Val Pro . 
65 70 75 80 

10 Asp Ser Val Lys Lys Glu Leu Leu Gin Arg lie Arg Thr Phe Leu Ala 

85 90 95 

Gin His Ala Ser Leu 
100 

15 

<210> 93 
<211> 1059 
<212> DNA 

<213> Homo sapiens 

20 

<220> 

<221> CDS 

<222> (33) . . (869) 

25 <400> 93 

gagttcctag taaagtggcg ggagccgcag ct atg gag ccg cag gag gag aga 53 

Met Glu Pro Gin Glu Glu Arg 
1 5 
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gaa acg cag gtt get gcg tgg tta aaa aaa ata ttt gga gat cat cct 101 

Qlu Thr Gin Val Ala Ala Trp Leu Lys Lys lie Phe Gly Asp His Pro 

10 15 20 

5 

att cca cag tat gag gtg aac cca egg acc aca gag att tta cat cac 149 

I le Pro Gin Tyr Glu Val Asn Pro Arg Thr Thr Glu I le Leu His His 

25 30 35 

10 ctt tea gaa cgc aac agg gtc egg gac agg gat gtc tac ctg gta ata 197 
Leu Ser Glu Arg Asn Arg Val Arg Asp Arg Asp Val Tyr Leu Val lie 
40 45 50 55 

gag gac ttg aag cag aaa gca agt gaa tac gag tea gaa gec aag tat 245 
15 Glu Asp Leu Lys Gin Lys Ala Ser Glu Tyr Glu Ser Glu Ala Lys Tyr 

60 65 70 

ctt caa gac ctt etc atg gag agt gtg aat ttt tec ccc gee aat etc 293 
Leu Gin Asp Leu Leu Met Glu Ser Val Asn Phe Ser Pro Ala Asn Leu 
20 75 80 85 



25 



tct age act ggt tec agg tat ctg aat get ttg gtt gac agt gcg gtg 341 

Ser Ser Thr Gly Ser Arg Tyr Leu Asn Ala Leu Val Asp Ser Ala Val 

90 95 100 

gee ctt gaa aca aag gat acc teg eta get agt ttt ate cct gca gtg 389 

Ala Leu Glu Thr Lys Asp Thr Ser Leu Ala Ser Phe I le Pro Ala Val 
105 110 115 
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aat gat 

Asn Asp 
120 

5 

ate aag 

I le Lys 

10 gta tta 

Val Leu 

ctg tct 

15 Leu Ser 

ttt eta 

Phe Leu 

20 185 



ttg acc tct 
Leu Thr Ser 

att gaa ctg 
Me G I u Leu 
140 

gaa aaa tgt 
Glu Lys Cys 
155 

aca gaa agg 
Thr Glu Arg 
170 

aaa gca aag 
Lys Ala Lys 



gat etc ttt 
Asp Leu Phe 
125 

gaa aaa ctt 
Glu Lys Leu 

eta caa gag 
Leu Gin Glu 

gee aaa gtt 
Ala Lys Val 
175 

tea gag gaa 
Ser Glu GTu 
190 



cgt acc aaa 
Arg Thr Lys 
130 

gaa aaa aat 
Glu Lys Asn 
145 

gat gtc aag 
Asp Val Lys 
160 

gat aat cgt 
Asp Asn Arg 

ttc aga ttt 
Phe Arg Phe 



tec aaa agt 
Ser Lys Ser 

tta act gca 
Leu Thr Ala 

aaa gca gag 
Lys Ala Glu 
165 

cgt cag aac 
Arg Gin Asn 
180 

gga ate aag 
Gly lie Lys 
195 



gaa gaa 437 
Glu Glu 
135 

act tta 485 
Thr Leu 
150 

ttg cat 533 
Leu His 

atg gac 581 
Met Asp 

get gca 629 
Ala Ala 



gag gag caa ctt tea gee aga ggc atg gat get tct ctg tct cat cag 677 
Glu Glu Gin Leu Ser Ala Arg Gly Met Asp Ala Ser Leu Ser His Gin 
200 205 210 215 

tec tta gta gca eta tea gag aaa ctg gca aga tta aag caa cag act 725 
Ser Leu Val Ala Leu Ser Glu Lys Leu Ala Arg Leu Lys Gin Gin Thr 
220 225 230 
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ata cct ttg aag aaa aaa ttg gag tec tat tta gac tta atg ccg aat 773 
I le Pro Leu Lys Lys Lys Leu Glu Ser Tyr Leu Asp Leu Met Pro Asn 
235 240 245 

ccg tct ctt get caa gtg aaa att gaa gaa gca aag cga gaa eta gat 821 
Pro Ser Leu Ala Gin Val Lys I le Glu Glu Ala Lys Arg Glu Leu Asp 
250 255 260 

age att gaa get gaa ctt aca aga aga gta gac atg atg gaa ctg tga 869 
Ser I le Glu Ala Glu Leu Thr Arg Arg Val Asp Met Met Glu Leu 
265 270 275 

caaaagecaa ataaacatcc ttttccctaa caaagtaaat tgaataggac tttacagagt 929 

tctttttcct cttggcattt cctaataaca aaactttctg tgttcttaga ttacagaata 989 

tcataattga tagaatatgg tttcttactg tgtgttgcat ttttgtgccc aaatacatag 1049 

ttttcatatt 1059 

<210> 94 
<211> 278 
<212> PRT 

<213> Homo sapiens 



<400> 94 
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Met Glu Pro Gin Glu Glu Arg Glu Thr Gin Val Ala Ala Trp Leu Lys 
15 10 15 

- - Lys Me Phe Gly Asp His Pro lie Pro Gin Tyr Glu Val Asn Pro Arg 

20 25 30 

5 Thr Thr Glu Me Leu His His Leu Ser Glu Arg Asn Arg Val Arg Asp 
35 40 45 

Arg Asp Val Tyr Leu Val I le Glu Asp Leu Lys Gin Lys Ala Ser Glu 

50 55 ~ 60 

Tyr Glu Ser Glu Ala Lys Tyr Leu Gin Asp Leu Leu Met Glu Ser Val 
10 65 70 75 80 

Asn Phe Ser Pro Ala Asn Leu Ser Ser Thr Gly Ser Arg Tyr Leu Asn 

85 90 95 

Ala Leu Val Asp Ser Ala Val Ala Leu Glu Thr Lys Asp Thr Ser Leu 
100 105 110 

15 Ala Ser Phe Me Pro Ala Val Asn Asp Leu Thr Ser Asp Leu Phe Arg 
115 120 125 

Thr Lys Ser Lys Ser Glu Glu I le Lys I le Glu Leu Glu Lys Leu Glu 

130 135 140 

Lys Asn Leu Thr Ala Thr Leu Val Leu Glu Lys Cys Leu Gin Glu Asp 
20 145 150 155 160 

Val Lys Lys Ala Glu Leu His Leu Ser Thr Glu Arg Ala Lys Val Asp 

165 170 175 

Asn Arg Arg Gin Asn Met Asp Phe Leu Lys Ala Lys Ser Glu Glu Phe 
180 185 190 

25 Arg Phe Gly I le Lys Ala Ala Glu Glu Gin Leu Ser Ala Arg Gly Met 
1 95 200 205 

Asp Ala Ser Leu Ser His Gin Ser Leu Val Ala Leu Ser Glu Lys Leu 
210 215 220 



WO 01/42302 



225/360 



PCT/JP00/08631 



Ala Arg Leu Lys Gin Gin Thr I le Pro Leu Lys Lys Lys Leu Glu Ser 
225 230 235 240 

Tyr Leu Asp Leu Met Pro Asn Pro Ser Leu Ala Gin Val Lys I le Glu 
245 250 255 

5 Glu Ala Lys Arg Glu Leu Asp Ser lie Glu Ala Glu Leu Thr Arg Arg 
260 265 270 

Val Asp Met Met Glu Leu 
275 



<210> 95 

<211> 782 

<212> DNA 

15 <213> Homo sapiens 

<220> 
<221> CDS 

<222> (103). . (384) : 

20 

<400> 95 

ggaaggaaac cgctcccgag cacggcggcg gcgtcgtctc ccggcagtgc agctgccgct 60 

accgccgccc tctgcccgcc ggcccgtctg tctaccccca gc atg age ggc ctg 114 
25 Met Ser Gly Leu 

1 



cgc gtc tac age acg teg gtc acc ggc tec cgc gaa ate aag tec cag 162 
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Arg Val Tyr Ser Thr Ser Va I Thr Gly Ser Arg Glu Me Lys Ser Gin 
5 10 15 20 

cag age gag gtg acc cga ate ctg gat ggg aag cgc ate caa tac cag 210 
5 Gin Ser Glu Val Thr Arg lie Leu Asp Gly Lys Arg Me Gin Tyr Gin 

25 30 35 



eta gtg gac ate tec cag gac aac gee ctg agg gat gag atg cga gee 258 
Leu Val Asp I le Ser Gin Asp Asn Ala Leu Arg Asp Glu Met Arg Ala 
10 40 45 50 

ttg gca ggc aac ccc aag gee acc cca ccc cag att gtc aac ggg gac 306 
Leu Ala Gly Asn Pro Lys Ala Thr Pro Pro Gin Me Val Asn Gly Asp 
55 60 65 

15 

cag tac tgt ggg gac tat gag etc ttc gtg gag get gtg gaa caa aac 354 
Gin Tyr Cys Gly Asp Tyr Glu Leu Phe Val Glu Ala Val Glu Gin Asn 
70 75 80 

20 acg ctg cag gag ttc ctg aag ctg get tga gtcaagcctg tccagagttc 404 
Thr Leu Gin Glu Phe Leu Lys Leu Ala 
85 90 

ccctgctgga ctccatcacc acactccccc cagccttcac ctggccatga aggacctttt 464 

25 

gaccaactcc ctgtcattcc taacctaacc ttagagtccc tcccccaatg caggccactt 524 
ctcctccctc ctctctaaat gtagtcccct ctcctccatc taaaggcaac attccttacc 584 
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cattagtctc agaaattgtc ttaagcaaca gccccaaatg ctggctgccc ccagccaagc 644 
attggggccg ccatcctgcc tggcactggc tgatgggcac ctctgttggt tccatcagcc 704 
agagctctgc caaaggcccc gcagtccctc tcccaggagg accctagagg caattaaatg 764 
atgtcctgtt ccattggc 782 

<210> 96 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Met Ser Gly Leu Arg Val Tyr Ser Thr Ser Val Thr Gly Ser Arg Glu 

15 10 15 

I le Lys Ser Gin Gin Ser Glu Val Thr Arg I le Leu Asp Gly Lys Arg 

20 25 30 

I le Gin Tyr Gin Leu Val Asp I le Ser Gin Asp Asn Ala Leu Arg Asp 

35 40 45 

Glu Met Arg Ala Leu Ala Gly Asn Pro Lys Ala Thr Pro Pro Gin lie 

50 55 60 

Val Asn Gly Asp Gin Tyr Cys Gly Asp Tyr Glu Leu Phe Val Glu Ala 
65 70 75 80 

Val Giu Gin Asn Thr Leu Gin Glu Phe Leu Lys Leu Ala 
85 90 
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<210> 97 

<211> 417 -- - 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22),. (195) 

<400> 97 

ctagagcgcc gcggccccga g atg aag ccg gcg gtg gac gag atg ttc ccc 

Met Lys Pro Ala Val Asp Glu Met Phe Pro 
1 5 . 10 

gag ggc gcc ggg ccc tac gtg gac ctg gac gag gcg gga ggc age acc 
Glu Gly Ala Gly Pro Tyr Val Asp Leu Asp Glu Ala Gly Gly Ser Thr 
15 20 25 

ggg etc ttg atg gac ttg gca gcc aat gaa aag gcc gtt cat gca gac 
Gly Leu Leu Met Asp Leu Ala Ala Asn Glu Lys Ala Val His Ala Asp 
30 35 40 



ttt ttt aac gat ttt gaa gat ctt ttt gat gat gat gac ate cag tga 
Phe Phe Asn Asp Phe Glu Asp Leu Phe Asp Asp Asp Asp Me Gin 
45 50 55 



195 
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gatgccctct ggctgcaggc ggggccaagc ccttggtaca gagccgcagt gtgagcctgc 255 



gcaggacagt ttcaggtggt tttaaagaac acgtggaaat cccttgaatt taggacctgg 315 



5 ttaaccagaa agataagact gttcttaacg acctagatga ttctgttcat ctctgaacgg 375 



gatcaggttt tgtcctcact ccaattaaaa gaaagcaatg tc 



10 <210> 98 
<211> 57 
<212> PRT 
<213> Homo sapiens 



15 <400> 98 

Met Lys Pro Ala Val Asp Glu Met Phe Pro Glu Gly Ala Gly Pro Tyr 

15 10 15 

Val Asp Leu Asp Glu Ala Gly Gly Ser Thr Gly Leu Leu Met Asp Leu 
20 25 30 

20 Ala Ala Asn Glu Lys Ala Val His Ala Asp Phe Phe Asn Asp Phe Glu 
35 40 45 

Asp Leu Phe Asp Asp Asp Asp lie Gin 
50 55 

25 

<210> 99 
<211>. 697 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 
5 <222> (65). . (412) 

<400> 99 

aagacatttc ctgctcggaa ccttgtttac taatttccac tgcttttaag gccctgcact 60 

10 gaaa atg caa get cag gcg ccg gtg gtc gtt gtg acc caa cct gga gtc 109 
Met Gin Ala Gin Ala Pro Val Val Val Val Thr Gin Pro Gly Val 
15 10 15 

ggt ccc ggt ccg gec ccc cag aac tec aac tgg cag aca ggc atg tgt 157 
15 Gly Pro Gly Pro Ala Pro Gin Asn Ser Asn Trp Gin Thr Gly Met Cys 

20 25 30 



25 



205 



gac tgt ttc age gac tgc gga gtc tgt etc tgt ggc aca ttt tgt ttc 
Asp Cys Phe Ser Asp Cys Gly Val Cys Leu Cys Gly Thr Phe Cys Phe 
20 35 40 45 



ccg tgc ctt ggg tgt caa gtt gca get gat atg aat gaa tgc tgt ctg 253 
Pro Cys Leu Gly Cys Gin Val Ala Ala Asp Met Asn Glu Cys Cys Leu 
50 55 60 



tgt gga aca age gtc gca atg agg act etc tac agg acc cga tat ggc 301 
Cys GJy Thr Ser Val Ala Met Arg Thr Leu Tyr Arg Thr Arg Tyr Gly 
65 70 75 
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ate cct gga tct att tgt gat gac tat atg gca act ctt tgc tgt cct 349 
I le Pro Gly Ser I le Cys Asp Asp Tyr Met Ala Thr Leu Cys Cys Pro 
80 85 90 95 

5 

cat tgt act ctt tgc caa ate aag aga gat ate aac aga agg aga gec 397 
His Cys Thr Leu Cys Gin I le Lys Arg Asp I le Asn Arg Arg Arg Ala 
100 105 110 

_10 atg cgt act ttc taa aaactgatgg tgaaaagctc ttaccgaagc aacaaaattc 452 
Met Arg Thr Phe 
115 

agcagacacc tcttcagctt gagttcttca ccatcttttg caactgaaat atgatggata 512 

15 

tgcttaagta caactgatgg catgaaaaaa atcaaatttt tgatttatta taaatgaatg 572 
ttgtccctga acttagctaa atggtgcaac ttagtttctc ettgetttea tattatcgaa 632 
20 tttcctggct tataaacttt ttaaattaca tttgaaatat aaaccaaatg aaatatttta 692 
ctgat 697 

25 <210> 100 
<211> 115 
<212>.PRT 

<213> H mo sapiens 
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<400> 100 

Met Gin Ala Gin Ala Pro Val Val Val Val Thr Gin Pro Gly Val Gly 

1 5 10 15 

Pro Gly Pro Ala Pro Gin Asn Ser Asn Trp Gin Thr Gly Met Cys Asp 

20 25 30 

Cys Phe Ser Asp Cys Gly Val Cys Leu Cys Gly Thr Phe Cys Phe Pro 

35 40 45 

Cys Leu Gly Cys Gin Val Ala Ala Asp Met Asn Glu Cys Cys Leu Cys 

50 55 60 

Gly Thr Ser Val Ala Met Arg Thr Leu Tyr Arg Thr Arg Tyr Gly Me 
65 70 75 80 

Pro Gly Ser I le Cys Asp Asp Tyr Met Ala Thr Leu Cys Cys Pro His 

85 90 95 

Cys Thr Leu Cys Gin lie Lys Arg Asp I le Asn Arg Arg Arg Ala Met 
100 105 110 

Arg Thr Phe 
115 



<210> 101 
<211> 1504 
<212> DNA 

<213> Homo sapiens 

<220>. 
<221> CDS 
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<222> (462) . . (794) 
<400> 101 

tccgtctgtt ggggggcgaa cacgccgcgg 

5 

ctggtcctgg gggtggggct gtaggggaaa 
cgcctgtaat cccagcactt tgggaggcca 
10 caagaccagc ctgaccaaca tggagaaacc 
ggcatggtgg tgcatgcctg taatcccagc 
taaatccggg aggcggaggt tgctgtgagc 

15 

aagagggaaa ctccgtctca aaaaaaaaaa 
ttcagccagg catgtgaagt aagaactctg 

20 

tea tec tec tea get ggt ggg gtc 
Ser Ser Ser Ser Ala Gly Gly Val 
10 

25 

ggt ttc agt gtc tea gac ctt gee 
Gly Phe Ser Val Ser Asp Leu Ala 
25 



tcctcgtcgt ggtgagcgca gccactcagg 60 

gtgetaaage cgctgaggtg cagtggctca 120 

aggcaggtgg atcacctgag gtcgggagtt 180 

ccatctctac tagaaataca aaattageca 240 

tactegggag gctgaagcag gagaatcget 300 

egagatcgeg ccatttccag cctgggcaac 360 

aaaaaaaaga agagaaaaga aaacataagt 420 

ctagagagga a atg get get tea tea 476 
Met Ala Ala Ser Ser 
1 5 

agt gga agt tct gtc act gga tct 524 
Ser Gly Ser Ser Val Thr Gly Ser 
15 20 

cca cca egg aaa gee ctt ttc ace 572 
Pr Pro Arg Lys Ala Leu Ph Thr 
30 35 
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tac ccc aaa gga get gga gag atg tta gaa gat ggc tct gag aga ttc 620 

Tyr Pro Lys Gly Ala Gly Glu Met Leu Glu Asp Gly Ser Glu Arg Phe 
40 45 50 

5 

etc tgc gaa tct gtt ttt age tat caa gtg gca tec acg ctt aaa cag 668 

Leu Cys Glu Ser Val Phe Ser Tyr Gin Val Ala Ser Thr Leu Lys Gin 
55 60 65 

10 gtg aaa cat gat cag caa gtt get egg atg gaa aaa eta get ggt ttg 716 
Val Lys His Asp Gin Gin Val Ala Arg Met Glu Lys Leu Ala Gly Leu 
70 75 80 85 

gta gaa gag ctg gag get gac gag tgg egg ttt aag ccc ate gag cag 764 
15 Val Glu Glu Leu Glu Ala Asp Glu Trp Arg Phe Lys Pro Me Glu Gin 

90 95 100 

ctg ctg gga ttc ace ccc tct tea ggt tga tactgectgg atggtcacct 814 
Leu Leu Gly Phe Thr Pro Ser Ser Gly 
20 105 110 

ctggtgcgca gcaagtgcaa agccagtggg ggactttctc acagcttaca tagecatcca 874 

gagatceaca gctacgtcac tgaattgtta atgcacattt gtacttggtt tctctgtatc 934 

25 

tattcacagg caacaaatac ttatatgtgt gatctttcag ggaatgtttt gtttatttgt 994 

ttttaaaagt attgggaatc agattaagac aatcagtttc agagaaecag gaggtttggg 1054 
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gttaagagat actcaaaaat tttcacaagc caagtagggc atatatcaga tttggccaac 1114 

tgaatggcgt ctgtcctgtc atccatatgg tgcctggaaa tatttaccag tcaaggtcaa 1174 

5 

ggtcagcatc tgtggttaaa aatatagcat tctgacctaa aaaagttatt ttgcagatga 1234 

atgtgttttc aactcaggac ctatccaaat gaggaatttt taaatattct tttttttttc 1294 

10 ctatttttag acatcaattc tatagattct gactttttct aacctcttat agacatgcca 1354 

aatgctggca aaaagaagtg ctttttggat atggcagcac ttgtaaaaat aaagcagtaa 1414 

gcaaaatcct tttaaacaca gaaatcctga gttcttctca ttggtggact caagcaattc 1474 

15 

tgtagcaaat aaatcctttg aaagagctcc 1504 

<210> 102 
20 <211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 102 

25 Met Ala Ala Ser Ser Ser Ser Ser Ser Ala Gly Gly Val Ser Gly Ser 
15 10 15 

Ser Val Thr Gly Ser Gly Phe Ser Val Ser Asp Leu Ala Pro Pro Arg 
20 25 30 
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Lys Ala Leu Phe Thr Tyr Pro Lys 
35 40 
Gly Ser Glu Arg Phe Leu Cys Glu 

50 55 
Ser Thr Leu Lys Gin Vai Lys His 

65 70 
Lys Leu Ala Gly Leu Val Glu Glu 
85 

Lys Pro Me Glu Gin Leu Leu Gly 
100 



Gly Ala Gly Glu Met Leu Glu Asp 
45 

Ser Val Phe Ser Tyr Gin Val Ala 
60 

Asp Gin Gin Val Ala Arg Met Glu 
75 80 
Leu Glu Ala Asp Glu Trp Arg Phe 

90 95 
Phe Thr Pro Ser Ser Gly 
105 110 



<210> 103 

<211> 1046 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> COS 

<222> (124). . (525) 

<400> 103 

tcgaggacat gatgacgtga ccctgagtgc ctggagccgt ctcctgattg ttcctcattt 60 
ctgtttgtct gcttgcactt ctggatcctg actgcccatg ggaggcatca gaccttccct 120 
ggg atg tgg tgt ggc tgt gat ggg aac ctg agt gtc cag acc tat tta 168 
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Met Trp Cys Gly Cys Asp Gly Asn Leu Ser Val Gin Thr Tyr Leu 

15 10 15 

ccg att get cgt ggt ggg ate cct gec ttc etc etc tgc ttg acc ccg 216 

5 Pro I le Ala Arg Gly Gly I le Pro Ala Phe Leu Leu Cys Leu Thr Pro 

20 25 30 

ggt gtc cac gaa tgg tgt cct gac cct ctt ggg acg ctg aat gec tgg 264 

Gly Val His G t lu Trp Cys Pro Asp Pro Leu Gly Thr Leu Asn Ala Trp 

10 35 40 45 

age tgt etc gtg cct get cgt ggt gcg ate ctt gtc ttc etc cag tgc 312 

Ser Cys Leu Val Pro Ala Arg Gly Ala I le Leu Val Phe Leu Gin Cys 

50 55 60 

15 

tgg tec egg tec gtc cat ggg cag agt cag get gtt cat gag tgc tea 360 

Trp Ser Arg Ser Val His Gly Gin Ser Gin Ala Val His Glu Cys Ser 

65 70 75 

20 cct ggt aga ggg aag acc ctg aac gtc cag acc gtt ccc ctg acc ggc 408 

Pro Gly Arg Gly Lys Thr Leu Asn Val Gin Thr Val Pro Leu Thr Gly 

80 85 90 95 

cac gtg tgg act ctt ggt ggc tct get gtc tea gec cag cct ttc cgt 456 

25 His Val Trp Thr Leu Gly Gly Ser Ala Val Ser Ala Gin Pro Phe Arg 

100 105 110 

ggc ctg aca ctg att gtg tgt ctg agt ttt ctg aat gtc cct cac tgt 504 
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Gly Leu Thr Leu Me Val Cys Leu Ser Phe Leu Asn Val Pr His Cys 
115 120 125 

cac tgg cct gac tac cgc tag acccccggtg tccacgatcg ctgactgcag 555 
5 His Trp Pro Asp Tyr Arg 
130 

atgaagcttg cccgcgccca gtggctgagt gtctggagct gtctgctgac tgctggtggc 615 
10 cggatccatg tctttctcct ggacttgatc ttgcctgttc atgggatgat gcagtctgtc 675 
cacgagagga agtctctgcg tgacgagtgc ctgattgtct ggagctgtct gcagagtgcc 735 
catgactggc tctgtcttca tcatgggacc tggggtgtct ggagccatct cttgactgct 795 

15 

cccacgcaga tccatgatgg tttctggaag ccgacccaga gtgcctctca gagtcttctg 855 
agtgtccctc actgtccctg tcctggctaa ctctggatcc cctacgcttt cttgtcctgg 915 
20 actcctgcaa tggtacctgg cttgtatttt catgtcttga cctgttcact tgagatgatg 975 
atttgccatc agatgacctt gatctttcat atattttgtt ttcttctaat agactatcag 1035 
tggtgtcata g 1046 

25 

<210>. 104 
<211> 133 
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<212> PRT 

<213> Homo sapiens 
<400> 104 

5 Met Trp Cys Gly Cys Asp Gly Asn Leu Ser Val Gin Thr Tyr Leu Pro 
15 10 15 

Me Ala Arg Gly Gly Me Pro Ala Phe Leu Leu Cys Leu Thr Pro Gly 

20 25 30 

Val His Glu Trp Cys Pro Asp Pro Leu Gly Thr Leu Asn Ala Trp Ser 
10 35 40 45 

Cys Leu Val Pro Ala Arg Gly Ala I le Leu Val Phe Leu Gin Cys Trp 

50 55 60 

Ser Arg Ser Val His Gly Gin Ser Gin Ala Val His Glu Cys Ser Pro 
65 70 75 80 

15 Gly Arg Gly Lys Thr Leu Asn Val Gin Thr Val Pro Leu Thr Gly His 

85 90 95 

Val Trp Thr Leu Gly Gly Ser Ala Val Ser Ala Gin Pro Phe Arg Gly 

100 105 110 

Leu Thr Leu lie Val Cys Leu Ser Phe Leu Asn Val Pro His Cys His 
20 115 120 125 

Trp Pro Asp Tyr Arg 
130 

25 

<210> 105 
<211>. 341 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 
5 <222> (55).. (261) 

<400> 105 

cttttttttt cggggtcgag tccgaggggg aagaggtttg ttaatacgtt cgcc atg 57 

Met 

10 1 

tgc tac gat ctt ggg acg aac tga gcc acg age gtg get ttg agg gee 105 
Cys Tyr Asp Leu Gly Thr Asn Xaa Ala Thr Ser Val Ala Leu Arg Ala 
5 10 15 

15 

gtc cga acg ctg cag gcc ggc cag gtc cct ggg cgt cca ggc ctg gcc 153 
Val Arg Thr Leu Gin Ala Gly Gin Val Pro Gly Arg Pro Gly Leu Ala 
20 25 30 

20 tac gca cca ctt tgt ccc tta gcg ttt aaa ggt ttc ttc ccg aat etc 201 
Tyr Ala Pro Leu Cys Pro Leu Ala Phe Lys Gly Phe Phe Pro Asn Leu 
35 40 45 

agg ccc tea get ace tgc agg ttt cgt cgc gag ccg get gca agt ttt 249 
25 Arg Pro Ser Ala Thr Cys Arg Phe Arg Arg Glu Pro Ala Ala Ser Phe 
50 55 60 65 

gaa cct aag taa acctcaatcc ggagggecta gcggtaaggt gggcgctgtg 301 
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Glu Pro Lys 

tctattgagg tgcttagcaa taaagaaagg tagtgagttg 341 

<210> 106 
<211> 68 
<212> PRT 

<213> Homo sapiens 

<220> 
<221> 
<222> 9 

<223> selenocysteine 
<400> 106 

Met Cys Tyr Asp Leu Gly Thr Asn Xaa Ala Thr Ser Va I Ala Leu Arg 

15 10 15 

Ala Val Arg Thr Leu Gin Ala Gly Gin Va I Pro Gly Arg Pro Gly Leu 

20 25 30 

Ala Tyr Ala Pro Leu Cys Pro Leu Ala Phe Lys Gly Phe Phe Pro Asn 

35 40 45 

Leu Arg Pro Ser Ala Thr Cys Arg Phe Arg Arg Glu Pro Ala Ala Ser 

50 55 60 

Phe Glu Pro Lys 
65 
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<210> 107 
<211> 1684 
<212> DNA 

<213> Homo sapiens 

5 

<220> 

<221> CDS 

<222> (13). . (1011) 

10 <400> 107 

ttctctcgtg ca atg gcg tec ggg ctg gta aga ttg ctg cag cag gga cat 51 
Met Ala Ser Gly Leu Val Arg Leu Leu Gin Gin Gly His 
1 5 10 

15 cgc tgc etc ctg get cca gtc gec ccc aag ctg gtc cct ccg gtt egg 99 
Arg Cys Leu Leu Ala Pro Val Ala Pro Lys Leu Val Pro Pro Val Arg 
15 20 25 

gga gtg aag aag gga ttc cgc g6c gee ttc cgc ttc cag aag gag tta 147 
20 Gly Val Lys Lys Gly Phe Arg Ala Ala Phe Arg Phe Gin Lys Glu Leu 
30 35 40 45 

gag egg cag cgc ctt ctg egg tgc ccg ccg ccg ccc gtg cgc cgt tea 195 
Glu Arg Gin Arg Leu Leu Arg Cys Pro Pro Pro Pro Val Arg Arg Ser 
25 50 55 60 

gag aag ccg aac tgg gat tac cat gca gaa ata caa get ttt gga cat 243 
Glu Lys Pro Asn Trp Asp Tyr His Ala Glu Me Gin Ala Phe Gly His 
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65 70 75 

egg tta cag gaa aac ttt tec tta gat ctt etc aaa act gca ttt gtt 29 1 
Arg Leu Gin Glu Asn Phe Ser Leu Asp Leu Leu Lys Thr Ala Phe Val 
5 80 85 90 

aat age tgc tat att aaa agt gag gag gee aaa cgc caa caa ctt ggg 339 

Asn Ser Cys Tyr lie Lys Ser Glu Glu Ala Lys Arg Gin Gin Leu Gly 

95 100 105 

10 

ata gag aaa gaa get gtt ctt ctg aat ctt aaa agt aat caa gaa eta 387 

Me Glu Lys Glu Ala Val Leu Leu Asn Leu Lys Ser Asn Gin Glu Leu 
110 115 120 125 

15 tec gaa caa ggg aca tct ttt tea cag act tgc ctt aca cag ttt ctt 435 
Ser Glu Gin Gly Thr Ser Phe Ser Gin Thr Cys Leu Thr Gin Phe Leu 
130 135 140 

gaa gac gag tac cca gac atg ccc act gaa ggc ata aaa aat ctt gtt 483 
20 Glu Asp Glu Tyr Pro Asp Met Pro Thr Glu Gly lie Lys Asn Leu Val 
145 150 155 

gac ttt etc act ggt gag gaa gtc gtg tgt cac gtg get aga aac ttg 531 
Asp Phe Leu Thr Gly Glu Glu Val Val Cys His Val Ala Arg Asn Leu 
25 160 165 170 

get gtg gag cag tta aca ctg agt gaa gaa ttc cca gtg ccc cca get 579 
Ala Val Glu Gin Leu Thr Leu Ser Glu Glu Phe Pro Val Pro Pro Ala 
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175 180 185 

gtg tta cag cag act ttc ttt gca gtt att gga gcc ctg tta cag age 627 
Val Leu Gin Gin Thr Phe Phe Ala Val lie Gly Ala Leu Leu Gin Ser 
5 190 195 200 205 

agt gga cct gag agg act gca ctt ttc ate agg gac ttc tta att act 675 

Ser Gly Pro Glu Arg Thr Ala Leu Phe I le Arg Asp Phe Leu I le Thr 
210 215 220 

10 

caa atg act gga aaa gag etc ttt gag atg tgg aag ata ata aat ccc 723 

Gin Met Thr Gly Lys Glu Leu Phe Glu Met Trp Lys Me Me Asn Pro 
225 230 235 

15 atg ggg eta ttg gta gaa gaa ctg aag aaa agg aat gtt tea get cct 771 
Met Gly Leu Leu Val Glu Glu Leu Lys Lys Arg Asn Val Ser Ala Pro 
240 245 250 



gaa tea aga ctt act agg 

20 Glu Ser Arg Leu Thr Arg 

255 

tat ttt gtt ggc tta tac 

Tyr Phe Val Gly Leu Tyr 

25 270 275 

ggg gaa aca gta ttg gtt 

Gly Glu Thr Val Leu Val 



cag tct ggt ggc acc aca 
Gin Ser Gly Gly Thr Thr 
260 265 

tgt gat aaa aag ttg att 
Cys Asp Lys Lys Leu Me 
280 

gca gaa gaa gag get get 
Ala Glu Glu Glu Ala Ala 



get ttg cct ttg 819 
Ala Leu Pro Leu 

gca gaa gga cct 867 
Ala Glu Gly Pro 
285 

cga gtg gcc ctt 915 
Arg Val Ala Leu 
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290 295 300 

aga aaa ctt tat gga ttc aca gaa aat aga egg ccg tgg aac tat tec 963 
Arg Lys Leu Tyr Gly Phe Thr Giu Asn Arg Arg Pro Trp Asn Tyr Ser 
5 305 310 315 

aag cec aaa gaa acc ttg aga gca gaa aag age ate act gee age tag 1011 
Lys Pro Lys Glu Thr Leu Arg Ala Glu Lys Ser I le Thr Ala Ser 
320 325 330 

10 

ccgccatgga tgcagcagcc tgaaacttga gagegaaagt gagataaatg tcaaaggtgt 1071 

ttcaagccag acattttcac aattgtgaag aaatagatgt tttgtttctg ttttttactg 1131 

15 tgttcccaaa attaaataaa tgttaaccaa gtcacagtgt ttttggtttt gtttttctga 1191 

aatcttggtt tgatcaaatc tttttttttt tctcttgaga tggagtctta ctctgtcgcc 1251 

caggctggac tgcagtggtg cgatctcggc tcactgcaac ctccacctca caggttcaag 1311 

20 

egattctegt ggctcagcct ccctagtagc tgggattaca ggcacacacc accatacctg 1371 

gctaattttt gtatttttgg tagacatggg gtttcaccaa gttggctagg ctagtcttga 1431 

25 actcctgacc tcaggtgatc cacccgcctt ggcctcccaa agtgctggga ttacaggtgt 1491 

gagecactat acccgaccag atcaaatctt tttttgacat ttttgcaaaa aaattttcct 1551 
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aatgttcttg atttaattgt atagaatttg tataattagg tgtattttat ttgcgtctag 1611 



ctttgaggta tcataattta tgtatcttat gtgaattttt tgctgtaata ccaataaagt 1671 
tttttttctc cac 1684 



<210> 108 
<211> 332 
<212> PRT 

<213> Homo sapiens 
<400> 108 

Met Ala Ser Gly Leu Val Arg Leu Leu Gin Gin Gly His Arg Cys Leu 

1 5 10 15 

Leu Ala Pro Val Ala Pro Lys Leu Val Pro Pro Val Arg Gly Val Lys 

20 25 30 

Lys Gly Phe Arg Ala Ala Phe Arg Phe Gin Lys Glu Leu Glu Arg Gin 

35 40 45 

Arg Leu Leu Arg Cys Pro Pro Pro Pro Val Arg Arg Ser Glu Lys Pro 

50 55 60 

Asn Trp Asp Tyr His Ala Glu Me Gin Ala Phe Gly His Arg Leu Gin 
65 70 75 80 

Glu Asn Phe Ser Leu Asp Leu Leu Lys Thr Ala Phe Val Asn Ser Cys 

85 90 95 

Tyr Me Lys Ser Glu Glu Ala Lys Arg Gin Gin Leu Gly Me Glu Lys 

100 105 110 

Glu Ala Val Leu Leu Asn Leu Lys Ser Asn Gin Glu Leu Ser Glu Gin 
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115 120 125 

Gly Thr Ser Phe Ser Gin Thr Cys Leu Thr Gin Phe Leu Glu Asp Glu 

130 135 140 

Tyr Pro Asp Met Pro Thr Glu Gly lie Lys Asn Leu Val Asp Phe Leu 
5 145 150 "^155 160 

Thr Gly Glu Glu Val Val Cys His Val Ala Arg Asn Leu Ala Val Glu 

165 170 175 

Gin Leu Thr Leu Ser Glu Glu Phe Pro Val Pro Pro Ala Val Leu Gin 
180 185 190 

10 Gin Thr Phe Phe Ala Val I le Gly Ala Leu Leu Gin Ser Ser Gly Pro 
195 200 205 

Glu Arg Thr Ala Leu Phe I le Arg Asp Phe Leu I le Thr Gin Met Thr 

210 215 220 

Gly Lys Glu Leu Phe Glu Met Trp Lys Me lie Asn Pro Met Gly Leu 
15 225 230 235 240 

Leu Val Glu Glu Leu Lys Lys Arg Asn Val Ser Ala Pro Glu Ser Arg 

245 250 255 

Leu Thr Arg Gin Ser Gly Gly Thr Thr Ala Leu Pro Leu Tyr Phe Val 
260 265 270 

20 Gly Leu Tyr Cys Asp Lys Lys Leu lie Ala Glu Gly Pro Gly Glu Thr 
275 280 285 

Val Leu Val Ala Glu Glu Glu Ala Ala Arg Val Ala Leu Arg Lys Leu 

290 295 300 

Tyr Gly Phe Thr Glu Asn Arg Arg Pro Trp Asn Tyr Ser Lys Pro Lys 
25 305 310 315 320 

Glu Thr Leu Arg Ala Glu Lys Ser lie Thr Ala Ser 
325 330 
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<210> 109 
<211> 727 
<212> DNA 
5 <213> Homo sapiens 

<220> 

<221> CDS 

<222> (81). . (560) 

10 

<400> 109 

aaaagtttgt acgagttcag tggaggagac cgcaagttga gtggaggagg cggcggtggg 60 



gccccggacc aggtgcctcc atg gca ggc tct gaa gag ctg ggg etc egg gaa 113 
15 Met Ala Gly Ser Qlu Glu Leu Qly Leu Arg Glu 

1 5 10 

gac acg ctg agg gtc eta get gee tte ctt agg cgt ggt gag get gee 161 
Asp Thr Leu Arg Val Leu Ala Ala Phe Leu Arg Arg Gly Glu Ala Ala 
20 15 20 25 



ggg tct cct gtt cca act cca cct aga age cct gee caa gaa gag cca 209 

Gly Ser Pro Val Pro Thr Pro Pro Arg Ser Pro Ala Gin Glu Glu Pro 

30 35 40 

25 

aca gac ttc ctg age cgc ctt cga aga tgt ctt ccc tgc tec ctg ggg 257 

Thr Asp Phe Leu Ser Arg Leu Arg Arg Cys Leu Pro Cys Ser Leu Gly 

45 50 55 
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cga gga gca gcc ccc tct gag tec cct egg cct tgc tct ctg ccc ate 305 
Arg Gly Ala Ala Pro Ser Glu Ser Pro Arg Pro Cys Ser Leu Pro lie 
60 65 70 75 

5 

cgc ccc tgc tat ggt tta gag cct ggc cca get act cca gac ttc tat 353 
Arg Pro Cys Tyr Gly Leu Glu Pro Gly Pro Ala Thr Pro Asp Phe Tyr 
80 85 90 

10 get ttg gtg gcc cag egg ctg gaa cag ctg gtc caa gag cag ctg aaa 401 
Ala Leu Val Ala Gin Arg Leu Glu Gin Leu Va I Gin Glu Gin Leu Lys 
95 100 105 



tct ccg ccc age cca gaa tta cag ggt ccc cca teg aca gag aag gaa 449 
15 Ser Pro Pro Ser Pro Glu Leu Gin Gly Pro Pro Ser Thr Glu Lys Glu 
110 115 120 

gcc ata ctg egg agg ctg gtg gcc ctg ctg gag gag gag gca gaa gtc 497 
Ala I le Leu Arg Arg Leu Val Ala Leu Leu Glu Glu Glu Ala Glu Val 
20 125 130 135 



25 



att aac cag aag gag ggc ate ctg get gtt tea ccc gtg gac ttg aac 545 
I le Asn Gin Lys Glu Gly I le Leu Ala Val Ser Pro Val Asp Leu Asn 
140 145 150 155 

ttg cca ttg gac tga gctctttctc agaagctget acaagatgac acctcatgtc 600 
Leu Pro Leu Asp 

160 
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cctgccctct tcgtgtgctt ttccaagtct tcctattcca ctcagggctg tggggtggtg 660 

gttgccctac ctgtttttgc caaaaataaa ttgtttaaaa cttttcttat taaaaacgtt 720 

5 

acaaagt 727 



<210> 110 
10 <211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 110 

15 Met Ala Gly Ser Glu Glu Leu Gly Leu Arg Glu Asp Thr Leu Arg Val 
15 10 15 

Leu Ala Ala Phe Leu Arg Arg Gly Glu Ala Ala Gly Ser Pro Val Pro 

20 25 30 

Thr Pro Pro Arg Ser Pro Ala Gin Glu Glu Pro Thr Asp Phe Leu Ser 
20 35 40 45 

Arg Leu Arg Arg Cys Leu Pro Cys Ser Leu Gly Arg Gly Ala Ala Pro 

50 55 60 

Ser Glu Ser Pro Arg Pro Cys Ser Leu Pro I le Arg Pro Cys Tyr Gly 
65 70 75 80 

25 Leu Glu Pro Gly Pro Ala Thr Pro Asp Phe Tyr Ala Leu Val Ala Gin 

85 90 95 

Arg Leu Glu Gin Leu Val Gin Glu Gin Leu Lys Ser Pro Pro Ser Pro 
100 105 110 
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Glu Leu Gin Gly Pro Pro Ser Thr Glu Lys Glu Ala It Leu Arg Arg 

115 120 125 

Leu Val Ala Leu Leu Glu Glu Glu Ala Glu Val Me Asn Gin Lys Glu 
130 - 135 140 

5 Gly Me Leu Ala Val Ser Pro Val Asp Leu Asn Leu Pro Leu Asp 
145 150 155 

<210> 111 

10 <211> 1354 

<212> DNA 

<213> Homo sapiens 

<220> 
15 <221> CDS 

<222> (133). . (870) 

<400> 111 

acccctcccc ctccccgcgg taccttgcac ttttctccct ccctgccccc tctcgagtcc 60 

20 

accctccggg ccttctgccc ctgatcgctt ggttttcctt gcagtcgcct gctgctgtcg 120 

tcgggaggaa ag atg aat ggg agg get gat ttt cga gag ccg aat gca gag 171 
Met Asn Gly Arg Ala Asp Phe Arg Glu Pro Asn Ala Glu 
25 1 5 10 

gtt cca aga cca att ccc cac ata ggg cct gat tac att cca aca gag 219 
Val Pro Arg Pro Me Pro His lie Gly Pro Asp Tyr Me Pro Thr Glu 
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15 20 25 

gaa gaa agg aga gtc ttc gca gaa tgc aat gat gaa age ttc tgg ttc 267 
Glu Glu Arg Arg Val Phe Ala Glu Cys Asn Asp Glu Ser Phe Trp Phe 
5 30 35 40 45 

aga tct gtg cct ttg get gca aca agt atg ttg att act caa gga tta 315 

Arg Ser Val Pro Leu Ala Ala Thr Ser Met Leu I le Thr Gin Gly Leu 

50 55 60 

10 

att agt aaa gga ata ctt tea agt cat ccc aaa tat ggt tec ate cct 363 

Me Ser Lys Gly Me Leu Ser Ser His Pro Lys Tyr Gly Ser Me Pro 

65 70 75 

15 aaa ctt ata ctt get tgt ate atg gga tac ttt get gga aaa ctt tct 4M 
Lys Leu I le Leu Ala Cys I le Met Gly Tyr Phe Ala Gly Lys Leu Ser 
80 85 90 

tat gtg aaa act tgc caa gag aaa ttc aag aaa ctt gaa aat tec ccc 459 
20 Tyr Val Lys Thr Cys Gin Glu Lys Phe Lys Lys Leu Glu Asn Ser Pro 
95 100 105 

ctt gga gaa get tta cga tea gga caa gca cga cga tct tea cca cct 507 
Leu Gly Glu Ala Leu Arg Ser Gly Gin Ala Arg Arg Ser Ser Pro Pro 
25 110 115 120 125 

ggg cac tat tat caa aag tea aaa tat gac tea agt gtg agt ggt caa 555 
Gly His Tyr Tyr Gin Lys Ser Lys Tyr Asp Ser Ser Val Ser Gly Gin 
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130 135 140 

tea tct ttt gtg aca tec cca gca gca gac aac ata gaa atg ctt cct 603 

Ser Ser Phe Val Thr Ser Pro Ala Ala Asp Asn Me Glu Met Leu Pro 

5 145 150 155 

cat tat gag cca att cca ttc agt tct tct atg aat gaa tct get ccc 651 

His Tyr Glu Pro lie Pro Phe Ser Ser Ser Met Asn Glu Ser Ala Pro 
160 165 170 

10 

act ggt att act gat cat att gtc caa gga cct gat ccc aac ctt gaa .699 

Thr Gly Me Thr Asp His Me Val Gin Gly Pro Asp Pro Asn Leu Glu 
175 180 185 

15 gaa agt cct aaa aga aaa aat att aca tat gag gaa tta agg aat aag 747 

Glu Ser Pro Lys Arg Lys Asn I le Thr Tyr Glu Glu Leu Arg Asn Lys 
190 195 200 205 

aac aga gag tea tat gaa gta tct tta aca caa aag act gac ccc tea 795 

20 Asn Arg Glu Ser Tyr Glu Val Ser Leu Thr Gin Lys Thr Asp Pro Ser 

210 215 220 

gtc agg cct atg cat gaa aga gtg cca aaa aaa gaa gtc aaa gta aac 843 

Val Arg Pro Met His Glu Arg Val Pro Lys Lys Glu Val Lys Val Asn 

25 225 230 235 

aag tat gga gat act tgg gat gag tga aaaattacat cattggacat 890 
Lys Tyr Gly Asp Thr Trp Asp Glu 
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240 245 
gaaggagttt caacatccag cttcatctag gtggtcatga ttacctgcat gctttgagct 950 
5 cagcagcagt cttcataaac acatttaaaa caagatcctg ggtttttgtg gtttgactte 1010 
tatggtgttt taaaaaaaca cagattttta gtgttaatat tgtgtaaatg tactcacctt 1070 
agggattcat ttgaatgatg gtattatacc atgattgtat acagtttgtg aaattgttgc 1 1 30 

10 

aagggcaaag ataactctta aaaaaccgtc gagattacaa tgctctagaa tcagcatata 1190 
agaaaataaa tgatatctgc atgttgaatt ggggtggatg gggggagcaa gcataatttt 1250 
15 taagtgtgaa gctttgcatc aagaaattat taaaaagctt tttttctcca gtattttctg 1310 
tattatctta atgtttatgg caaataaaat gtaaaggaac atgc 1354 



20 <210> 112 
<211> 245 
<212> PRT 

<213> Homo sapiens 
25 <400> 112 

Met Asn Gly Arg Ala Asp Phe Arg Glu Pro Asn Ala Glu Val Pro Arg 

1.5 10 15 

Pro Me Pro His lie Gly Pro Asp Tyr We Pro Thr Glu Glu Glu Arg 
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20 25 30 

Arg Val Phe Ala Glu Cys Asn Asp Glu Ser Phe Trp Phe Arg Ser Val 

35 40 45 

Pro Leu Ala Ala Thr Ser Met Leu lie Thr Gin Gly Leu lie Ser Lys 
5 50 55 60 

Gly Me Leu Ser Ser His Pro Lys Tyr Gly Ser Me Pro Lys Leu Me 
65 70 75 80 

Leu Ala Cys I le Met Gly Tyr Phe Ala Gly Lys Leu Ser Tyr Val Lys 
85 90 95 

10 Thr Cys Gin Glu Lys Phe Lys Lys Leu Glu Asn Ser Pro Leu Gly Glu 
100 105 110 

Ala Leu Arg Ser Gly Gin Ala Arg Arg Ser Ser Pro Pro Gly His Tyr 

115 120 125 

Tyr Gin Lys Ser Lys Tyr Asp Ser Ser Val Ser Gly Gin Ser Ser Phe 
15 130 135 140 

Val Thr Ser Pro Ala Ala Asp Asn Me Glu Met Leu Pro His Tyr Glu 
145 150 155 160 

Pro Me Pro Phe Ser Ser Ser Met Asn Glu Ser Ala Pro Thr Gly Me 
165 170 175 

20 Thr Asp His Me Val Gin Gly Pro Asp Pro Asn Leu Glu Glu Ser Pro 
180 185 190 

Lys Arg Lys Asn Me Thr Tyr Glu Glu Leu Arg Asn Lys Asn Arg Glu 

195 200 205 

Ser Tyr Glu Val Ser Leu Thr Gin Lys Thr Asp Pro Ser Val Arg Pro 
25 210 215 220 

Met His Glu Arg Val Pro Lys Lys Glu Val Lys Val Asn Lys Tyr Gly 
225 . 230 235 240 

Asp Thr Trp Asp Glu 
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245 



<210> 113 - .. . 

5 <211> 653 

<212> DNA 

<213> Homo sapiens 

<220> 
10 <221> CDS 

<222> (170). . (502) 

<400> 113 

cagaagaggt agggcgccgc cgtgacagat tagtcctaaa gggaacgggg ttgttagttc 60 

15 

aattggctac cggaaaaaac caggctgggc tgggcgccgc catgacaacc gataccggaa 120 

aaggcgggtc gttccccccg gacagcccta cgccggcaaa ggtctcgag atg cag gcg 178 

Met Gin Ala 

20 1 



gcc eta gag gtc acc get cgc tac tgt ggc egg gag ctg gag cag tat 226 
Ala Leu Glu Val Thr Ala Arg Tyr Cys Gly Arg Glu Leu Glu Gin Tyr 
5 10 15 

ggc cag tgt gtg gcg gcc aag ccg gaa tec tgg cag egg gac tgt cac 274 
Gly G.ln Cys Val Ala Ala Lys Pro Glu Ser Trp Gin Arg Asp Cys His 
20 25 30 35 
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tac ctt aag atg age att gec cag tgc aca tec tec cac cca ate ate 322 
Tyr Leu Lys Met Ser Me Ala Gin Cys Thr Ser Ser His Pro lie Me 
» 40 45 50 

5 

cgc cag ate cgc cag gee tgt get cag cct ttt gag gee ttc gag gag 370 
Arg Gin Me Arg Gin Ala Cys Ala Gin Pro Phe Glu Ala Phe Glu Glu 
55 60 65 

10 tgt ctt cga cag aac gag gca get gtg ggc aac tgt gca gag cat atg 418 
Cys Leu Arg Gin Asn Glu Ala Ala Val Gly Asn Cys Ala Glu His Met 
70 75 80 



cgc cgc ttc ctg cag tgc get gag cag gtg cag ccg cca cgc tea cct 
15 Arg Arg Phe Leu Gin Cys Ala Glu Gin Val Gin Pro Pro Arg Ser Pro 
85 90 95 

gca act gtg gag gca cag cca ctt cct gec tec tga ggactcctct 
Ala Thr Val Glu Ala Gin Pro Leu Pro Ala Ser 
20 100 105 M0 

gaeggcagga aaactggaca tgaatgactg cccccccgcc cctcccctgc agagtggcca 572 
gatggagtcc tgagccctgg acatgggccc ggctttcctg gatatcagga cttccaataa 632 

25 

ataaagactc tgtatactgg g 653 



466 



512 
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<210> 114 
<211> 110 
<212> PRT 

<213> Homo sapiens 

5 

<400> 114 

Met Gin Ala Ala Leu Glu Val Thr Ala Arg Tyr Cys Gly Arg Glu Leu 

1 5 10 15 

Glu Gin Tyr Gly Gin Cys Val Ala Ala Lys Pro Glu Ser Trp Gin Arg 
10 20 25 30 

Asp Cys His Tyr Leu Lys Met Ser I le Ala Gin Cys Thr Ser Ser His 

35 40 45 

Pro lie lie Arg Gin lie Arg Gin Ala Cys Ala Gin Pro Phe Glu Ala 
50 55 60 

15 Phe Glu Glu Cys Leu Arg Gin Asn Glu Ala Ala Val Gly Asn Cys Ala 
65 70 75 80 

Glu His Met Arg Arg Phe Leu Gin Cys Ala Glu Gin Val Gin Pro Pro 

85 90 95 

Arg Ser Pro Ala Thr Val Glu Ala Gin Pro Leu Pro Ala Ser 
20 100 105 110 



<210> 115 

<211> 643 

25 <212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (40).. (411) 

<400> 115 

5 gcggaagtac ggaccgtgaa ctggagtgga atcgcgact atg gga get ccg ggg 54 

Met Gly Ala Pro Gly 
1 5 

gga aag ate aac egg ccc cga acg gag ctg aag aag aag ctg ttc aaa 102 
10 Gly Lys I le Asn Arg Pro Arg Thr Glu Leu Lys Lys Lys Leu Phe Lys 

10 15 20 

cgc egg egg gtg ttg aat egg gag egg cgt ctg agg cac egg gtg gtc 150 
Arg Arg Arg Val Leu Asn Arg Glu Arg Arg Leu Arg His Arg Val Val 
15 25 30 35 



ggg get gtg ata gac caa ggg ctg ate acg egg cac cac etc aag aag 198 
Gly Ala Val I le Asp Gin Gly Leu I le Thr Arg His His Leu Lys Lys 
40 45 50 

egg gcg tec agt gca cgt gee aac att aca ctg tea ggg aag aag cgc 246 
Arg Ala Ser Ser Ala Arg Ala Asn He Thr Leu Ser Gly Lys Lys Arg 
55 60 65 



20 



25 aga aaa etc etc cag cag ate egg ctt gec cag aaa gag aag aca gee 294 
Arg Lys Leu Leu Gin Gin Me Arg Leu Ala Gin Lys Glu Lys Thr Ala 
70 . 75 80 85 
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atg gaa gtg gaa gcc cct tea aag cca gec agg act agt gaa cca cag 342 
Met Glu Val Glu Ala Pro Ser Lys Pro Ala Arg Thr Ser Giu Pro Gin 
90 95 100 

5 etc aaa agg caa aag aag aca aaa gcc ccc cag gat gta gaa atg aag 390 
Leu Lys Arg Gin Lys Lys Thr Lys Ala Pro Gin Asp Val Glu Met Lys 
105 - 110 115 

gac ctt gaa gat gag age taa acctcttcca ctagaagatt ctcaactgga 441 
10 Asp Leu Glu Asp Glu Ser 
120 



gccagccttc agactcagtg gttgtttcag aggactttga caaaagcaag gccccttttc 501 
15 actctccaga tttcctccta cctaatggcc tactgacctc ccctagaggg atgtctttgg 561 
gagggaagaa ggtacagaag aaagattgga gaagggtctc tctagcagtc aactccattt 621 
gtaataaagc cctagcactc tg * : 643 

20 

<210> 116 
<211> 123 
<212> PRT 
25 <213> Homo sapiens 



<400>. 116 

Met Gly Ala Pro Gly Gly Lys I le Asn Arg Pro Arg Thr Glu Leu Lys 
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1 5 10 15 

Lys Lys Leu Phe Lys Arg Arg Arg Val Leu Asn Arg Glu Arg Arg Leu 

20 25 30 

Arg His Arg Val Val Gly Ala Val Me Asp Gin Gly Leu Me Thr Arg 

35 40 45 

His His Leu Lys Lys Arg Ala Ser Ser Ala Arg Ala Asn I le Thr Leu 

50 55 6° 

Ser Gly Lys Lys Arg Arg Lys Leu Leu Gin Gin I le Arg Leu Ala Gin 

65 70 75 

Lys Glu Lys Thr Ala Met Glu Val Glu Ala Pro Ser Lys Pro Ala Arg 

85 90 95 

Thr Ser Glu Pro Gin Leu Lys Arg Gin Lys Lys Thr Lys Ala Pro Gin 

100 

Asp Val Glu Met Lys Asp Leu Glu Asp Glu Ser 
115 120 



105 HO 



<210> 117 

<211> 1293 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (306). . (1019) 



<400>117 

gttaggctga gcctcttgct tgctgtgact ggtggagctg ccgcgctgtc cgcgttatct 60 
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cctcccggtg agaacgaacc gcagtgtcca ccggcgagga gccagccctg tcccggtcag 120 
agaaagacga cgaggatacc tgggagcggg cggcggccgg gctgggccgc gccggtgcgg 180 

5 

gctggcgact ctgctcctcc gcttgctgct gtctctggga actgggtgcc agcgctgagg 240 

ggcttccagc ggacagggac ccccttcccc ggctcccctg cccaccctgc cggggagggc 300 

10 ggaag atg ccg gtg aag aag aag aga aaa tec cct ggg gtg gca gca gca 350 
Met Pro Val Lys Lys Lys Arg Lys Ser Pro Gly Val Ala Ala Ala 
1 5 10 15 

gta gcg gaa gac gga ggc etc aaa aag tgt aaa ate tec age tat tgc 398 
15 Val Ala Glu Asp Gly Gly Leu Lys Lys Cys Lys lie Ser Ser Tyr Cys 

20 25 30 

aga tec caa ccc cct get aga eta ata agt gga gag gaa cat ttt tea 446 
Arg Ser Gin Pro Pro Ala Arg Leu I le Ser Gly Glu Glu His Phe Ser 
20 35 40 45 

age aag aag tgc ctg get tgg ttt tat gaa tat gca ggt cct gat gaa 494 
Ser Lys Lys Cys Leu Ala Trp Phe Tyr Glu Tyr Ala Gly Pro Asp Glu 
50 55 60 

25 

gtt gta ggg cca gaa gga atg gaa aaa ttt tgt gaa gac att ggt gtt 542 
Val Val Gly Pro Glu Gly Met Glu Lys Phe Cys Glu Asp lie Gly Val 
65 70 75 
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gaa cct gaa aat att att atg tta gtt tta gcg tgg aaa ttg gag get 590 

Glu Pro Glu Asn Me Me Met Leu Val Leu Ala Trp Lys Leu Glu Ala 

80 * - 85 90 95 

5 

gaa age atg gga ttt ttt ace aag gaa gaa tgg tta aag gga atg act 638 

Glu Ser Met Gly Phe Phe Thr Lys Glu Glu Trp Leu Lys Giy Met Thr 

100 105 110 

10 tea tta cag tgt gac tgc aca gaa aag tta caa aac aaa ttt gac ttt 686 

Ser Leu Gin Cys Asp Cys Thr Glu Lys Leu Gin Asn Lys Phe Asp Phe 
115 120 125 



ttg cgc tea cag ttg aat gat att teg tea ttt aag aat ate tac aga 734 

15 Leu Arg Ser Gin Leu Asn Asp Me Ser Ser Phe Lys Asn Me Tyr Arg 
130 135 140 

tat gec ttt gat ttt gca agg gat aaa gat cag aga age ctt gat att 782 

Tyr Ala Phe Asp Phe Ala Arg Asp Lys Asp Gin Arg Ser Leu Asp I le 
20 145 150 155 



gat act get aaa tct atg tta get ctt ctg ctt ggg agg aca tgg cca 830 

Asp Thr Ala Lys Ser Met Leu Ala Leu Leu Leu Gly Arg Thr Trp Pro 
160 165 170 175 

ctg ttt tea gta ttt tac cag tac ctg gag caa tea aag tat cgt gtt 878 

Leu Phe Ser Val Phe Tyr Gin Tyr Leu Glu Gin Ser Lys Tyr Arg Val 
180 185 190 
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atg aac aaa gat caa tgg tac aat gta tta gaa ttc age aga aca gtc 926 

Met Asn Lys Asp Gin Trp Tyr Asn Val Leu Glu Phe Ser Arg Thr Val 
195 200 "205 

5 

cat get gat ctt agt aac tat gat gaa gat ggt get tgg cct gtt ctt 974 

His Ala Asp Leu Ser Asn Tyr Asp Glu Asp Gly Ala Trp Pro Val Leu 
210 215 220 

10 ctt gat gaa ttt gtt gag tgg caa aaa gtc cgt cag aca tea tag 1019 
Leu Asp Glu Phe Val Glu Trp Gin Lys Val Arg Gin Thr Ser 
225 230 235 

caagaactat gtgaagaaaa tgeaaacett tcaattccca cgtgtataca agctaatgtg 1079 

15 

atgaggggga aaaaaatcca aegggtgeat tttcattcat atgaaagact tctcatagta 1139 
cttttttttc ctttttttaa aggaggtttt tcttgttaca tgtgatgggc attgagecac 1199 
20 acctcttctt agactgaata ttgaagtttt tgttttgagt tatgtttata acatttattt 1259 
cagaacaata aagattcaga tttgtgacaa agge 1293 



25 <210> 118 
<211> 237 
<212>. PRT 

<213> Homo sapiens 
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<400> 118 

Met Pro Val Lys Lys Lys Arg Lys Ser Pro Gly Val Ala Ala Ala Val 
1 5 10 15 

5 Ala Glu Asp Gly Gly Leu Lys Lys Cys Lys Me Ser Ser Tyr Cys Arg 
20 25 30 

Ser Gin Pro Pro Ala Arg Leu Me Ser Gly Glu Glu His Phe Ser Ser 

35 40 45 

Lys Lys Cys Leu Ala Trp Phe Tyr Glu Tyr Ala Gly Pro Asp Glu Val 
10 50 55 60 

Val Gly Pro Glu Gly Met Glu Lys Phe Cys Glu Asp Me Gly Val Glu 
65 70 75 80 

Pro Glu Asn Me Me Met Leu Val Leu Ala Trp Lys Leu Glu Ala Glu 
85 90 95 

15 Ser Met Gly Phe Phe Thr Lys Glu Glu Trp Leu Lys Gly Met Thr Ser 
100 105 110 

Leu Gin Cys Asp Cys Thr Glu Lys Leu Gin Asn Lys Phe Asp Phe Leu 

M5 120 125 

Arg Ser Gin Leu Asn Asp I le Ser Ser Phe Lys Asn Me Tyr Arg Tyr 
20 130 135 140 

Ala Phe Asp Phe Ala Arg Asp Lys Asp Gin Arg Ser Leu Asp I le Asp 
145 150 155 160 

Thr Ala Lys Ser Met Leu Ala Leu Leu Leu Gly Arg Thr Trp Pro Leu 
165 170 175 

25 Phe Ser Val Phe Tyr Gin Tyr Leu Glu Gin Ser Lys Tyr Arg Val Met 
180 185 190 

Asn Lys Asp Gin Trp Tyr Asn Val Leu Glu Phe Ser Arg Thr Val His 
195 200 205 
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Ala Asp Leu Ser Asn Tyr Asp Glu Asp Gly Ala Trp Pro Val Leu Leu 

210 215 220 

Asp Glu Phe Val Glu Trp Gin Lys Val Arg Gin Thr Ser 
225 230 235 

5 

<210> 119 
<211> 916 
<212> DNA 
10 <213> Homo sapiens 

<220> 

<221> CDS 

<222> (148). . (471) 

15 

<400> 119 

ctctctcggt ttgtctgggt oatcttgtct gcccgccgct ggcctggccc cgtctgtctc 60 
tctcagcagc tgtctttotc gcgcccactg gccggtctct cctcttcccc gcagttgcct 120 

20 

ccttctctgc ctgcctgggt ggccgcc atg ggc egg aag egg etc ate act gat 174 

Met Gly Arg Lys Arg Leu I le Thr Asp 
1 5 

25 toe tac ccg gtt gtg aag agg agg gag ggg ccc get ggg cac age aag 222 
Ser Tyr ProVal Val Lys Arg Arg Glu Gly Pro Ala Gly His Ser Lys 
10 . 15 20 25 
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ggg gag ctg gca ccc gag eta ggg gag gag ccc cag ccc cgc gac gag 270 
Gly Glu Leu Ala Pro Glu Leu Gly GIu Glu Pro Gin Pro Arg Asp Glu * 
30 35 40 

5 gag gaa gcg gag ctg gag ctg ctg agg cag ttt gac ctg gec tgg cag 318 
Glu Glu Ala Glu Leu Glu Leu Leu Arg Gin Phe Asp Leu Ala Trp Gin 
45 50 55 

tac ggg ccc tgc acc ggg ate aca egg ctg cag cgc tgg tgt egg gee 366 
10 Tyr Gly Pro Cys Thr Gly Me Thr Arg Leu Gin Arg Trp Cys Arg Ala 
60 65 70 

aag cag atg ggc ttg gag cct ccc cca gag gtg tgg cag gtg ctg aag 414 
Lys Gin Met Gly Leu Glu Pro Pro Pro Glu Val Trp Gin Val Leu Lys 
15 75 80 85 

acc cac ccc gga gac ccc cgc ttc cag tgc agt etc tgg cat etc tat 462 
Thr His Pro Gly Asp Pro Arg Phe Gin Cys Ser Leu Trp His Leu Tyr 
90 95 100 105 

20 

ccc eta tga ggcaccacgt aagacctcct gcccttagct ctcttgctca 511 
Pro Leu 

ccacccaaga acctcaggac agaagegaga gcccattgct cctgctcagc tcagcccggc 571 

25 

tgcggaggaa cccttggcag gcagaacctg gaggtgtcag aggctcaact cctccatcta 631 
accagcaggc tcccagagtc cceggaagag cctgcgcagc tgaagcagag tgcttctaga 691 



WO 01/42302 



268/360 



PCT/JP00/08631 



tggagagtgg tcactgggga aaaggacctg gccatcacct tccaatacct gctgcctgtc 751 
tccctgaccc atgatctggc aagttaggca cagtcagaca tggacagttg atccatgagg 811 

5 

aaaagatgct ctcccaccta aggccaggaa tctgagagca ggactggctg agctcccagg 871 
gcaaggggtt cactaatgct tatcaataaa gaatattgag cctgg 916 

10 

<210> 120 
<211> 107 
<212> PRT 

<213> Homo sapiens 

15 

<400> 120 

Met Gly Arg Lys Arg Leu I le Thr Asp Ser Tyr Pro Val Vai Lys Arg 

1 5 10 15 

Arg Glu Gly Pro Ala Gly His Ser Lys Gly Glu Leu Ala Pro Glu Leu 
20 20 25 30 

Gly Glu Glu Pro Gin Pro Arg Asp Glu Glu Glu Ala Glu Leu Glu Leu 

35 40 45 

Leu Arg Gin Phe Asp Leu Ala Trp Gin Tyr Gly Pro Cys Thr Gly I le 
50 55 60 

25 Thr Arg Leu Gin Arg Trp Cys Arg Ala Lys Gin Met Gly Leu Glu Pro 
65 70 75 80 

Pro Pro Glu Val Trp Gin Val Leu Lys Thr His Pro Gly Asp Pro Arg 
85 90 95 
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Phe Gin Cys Ser Leu Trp His Leu Tyr Pro Leu 
100 105 



<210> 121 

<211> 1002 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (51). . (731) 



15 <400> 121 

ctattttctc acctggttcc cgcggcgagc cagcggcagc ggcggcggcg atg aga 

Met Arg 
1 



20 cag aag cac tac ctt gag get gca gcg egg gga ctg cac gac age tgc 
Gin Lys His Tyr Leu Glu Ala Ala Ala Arg Gly Leu His Asp Ser Cys 
5 10 15 



104 



ccg ggc caa gee cgc tac etc ett etc ttt etc ttt tac age tgg gee 152 
25 Pro Gly Gin Ala Arg Tyr Leu Leu Leu Phe Leu Phe Tyr Ser Trp Ala 
20 25 30 



tac act teg teg cac gat gat aag age act ttt gaa gaa acg tgt cca 



200 
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Tyr Thr Ser Ser His 
35 

tac tgt ttc cag ctg 

5 Tyr Cys Phe Gin Leu 

55 

ccc aaa gcc agg ttg 

Pro Lys Ala Arg Leu 
10 70 

gcg aga aac tat aca 

Ala Arg Asn Tyr Thr 
85 

15 

ttc aaa gac tec aaa 

Phe Lys Asp Ser Lys 
100 

20 aga aca gtg aaa cat 

Arg Thr Vai Lys His 
115 



Asp Asp Lys Ser Thr Phe 
40 45 

ttg gtt ctg gat aac tct 
Leu Val Leu Asp Asn Ser 
60 

aca ccc aaa ata cag aaa 
Thr Pro Lys lie Gin Lys 
75 

etc agt ttt aaa gaa gca 
Leu Ser Phe Lys Glu Ala 
90 

agt gta ttg ttg ate act 
Ser Val Leu Leu I le Thr 
105 

cat ggt aaa agt aga age 
His Gly Lys Ser Arg Ser 
120 125 



Glu Glu Thr Cys Pro 
50 

cga gtg cgt etc aaa 248 
Arg Val Arg Leu Lys 
65 

ctt ctt aat cga gaa 296 
Leu Leu Asn Arg Glu 
80 

aaa atg gtg aaa aag 344 
Lys Met Val Lys Lys 
95 

tgt aaa aca tgc aac 392 
Cys Lys Thr Cys Asn 
110 

ttt gtg tea aca ttg 440 
Phe Val Ser Thr Leu 
130 



aag age aat cct gcc act cct aca agt aaa etc age ctg aag aca cca 488 

25 Lys Ser Asn Pro Ala Thr Pro Thr Ser Lys Leu Ser Leu Lys Thr Pro 

135 140 145 

gag aga agg act gca aac cca aat cat gac atg tct ggc teg aaa ggc 536 
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Glu Arg Arg Thr Ala Asn Pro Asn His Asp Met Ser Gly Ser Lys Gly 
150 155 160 - 

aag age cca gca teg gtt ttc aga aca- cct aca tct gga cag tea gta 584 
Lys Ser Pro Ala Ser Val Phe Arg Thr Pro Thr Ser Gly Gin Ser Val 
165 170 175 

tct act tgc tec tea aag aac acc age aaa aca aag aaa cac ttc tct 632 
Ser Thr Cys Ser Ser Lys Asn Thr Ser Lys Thr Lys Lys His Phe Ser 
180 185 190 

caa eta aaa atg tta ctt agt cag aat gaa tec caa aag att cca aag 680 
Gin Leu Lys Met Leu Leu Ser Gin Asn Glu Ser Gin Lys I fe Pro Lys 
195 200 205 210 

gtg gac ttc aga aat ttc tta tct tct ctg aag ggt gga ctt tta aaa 728 
Val Asp Phe Arg Asn Phe Leu Ser Ser Leu Lys Gly Gly Leu Leu Lys 
215 220 225 

taa gaaatgcctg atgtcaattc tgaaactaaa gttggtaaaa caacttttta 781 

aactcttatt cattttttga atacatggaa actagatctg aatgeaaact tttcttggca 841 
tccttcagtg tttatgggga aaatacctca ttagtgtgaa tacctgaaac ctgcctacct 901 
cataggacag ctgtgaggat caaaaaatat atgaaagttc cttgtagata catatctata 961 
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gatatatatg tgtatgtata taaagataga tatatacatt g 1002 

<210> 122 - 
5 <211> 226 
<212> PRT 

<213> Homo sapiens 
<400> 122 

10 Met Arg Gin Lys His Tyr Leu Gtu Ala Ala Ala Arg Gly Leu His Asp 
15 10 15 

Ser Cys Pro Gly Gin Ala Arg Tyr Leu Leu Leu Phe Leu Phe Tyr Ser 

20 25 30 

Trp Ala Tyr Thr Ser Ser His Asp Asp Lys Ser Thr Phe Glu Glu Thr 
15 35 40 45 

Cys Pro Tyr Cys Phe Gin Leu Leu Va I Leu Asp Asn Ser Arg Val Arg 

50 55 60 

Leu Lys Pro Lys Ala Arg Leu Thr Pro Lys Me Gin Lys Leu Leu Asn 
65 70 75 80 

20 Arg Glu Ala Arg Asn Tyr Thr Leu Ser Phe Lys Glu Ala Lys Met Val 

85 90 95 

Lys Lys Phe Lys Asp Ser Lys Ser Val Leu Leu I le Thr Cys Lys Thr 

100 105 110 

Cys Asn Arg Thr Val Lys His His Gly Lys Ser Arg Ser Phe Val Ser 
25 115 120 125 

Thr Leu Lys Ser Asn Pro Ala Thr Pro Thr Ser Lys Leu. Ser Leu Lys 

130 135 140 

Thr Pro Glu Arg Arg Thr Ala Asn Pro Asn His Asp Met Ser Gly S r 
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145 150 155 160 

Lys Gly Lys Ser Pro Ala Ser Val Phe Arg Thr Pro Thr Ser Gly Gin 

165 170 175 

Ser Val Ser Thr Cys Ser Ser Lys Asn Thr Ser Lys Thr Lys Lys His 

180 185 190 

Phe Ser Gin Leu Lys Met Leu Leu Ser Gin Asn Glu Ser Gin Lys I le 

195 200 205 

Pro Lys Val Asp Phe Arg Asn Phe Leu Ser Ser Leu Lys Gly Gly Leu 

210 215 220 

Leu Lys 
225 



<210> 123 

<211> 1753 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (268).. (1455) 
<400> 123 

gcctttgttt acaaccctgc catgatctcc ctcttgcaaa agcgagggct acagaacagg 60 
cattcaggag tcctgtgctc cagtcacagc cttttctgtt cttcagctag gagacaccaa 120 
accctcagga agatttacta tagctaagag aaaactgcag cagaaagggc gcggctacct 180 
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acttcttaaa ttccgtttgt ggaccctcag actcttagtc ccctactccc agatacagcg 240 

gccctaccgt ggctcctggc aagaagc atg gat etc gga ate cct gac ctg ctg 294 
5 Met Asp Leu Gly lie Pro Asp Leu Leu 

1 5 

gac gcg tgg ctg gag ccc cca gag gat ate ttc teg aca gga tec gtc 342 
Asp Ala Trp Leu Glu Pro Pro Glu Asp I le Phe Ser Thr Gly Ser Val 
10 10 15 20 25 

ctg gag ctg gga etc cac tgc ccc cct cca gag gtt ccg gta act agg 390 
Leu Glu Leu Gly Leu His Cys Pro Pro Pro Glu Val Pro Va! Thr Arg 
30 35 40 

15 

eta cag gaa cag gga ctg caa ggc tgg aag tec ggt ggg gac cgt ggc 438 
Leu Gin Glu Gin Gly Leu Gin Gly Trp Lys Ser Gly Gly Asp Arg Gly 
45 50 55 

20 tgt ggc ctt caa gag agt gag cct gaa gat ttc ttg aag ctt ttc att 486 
Cys Gly Leu Gin Glu Ser Glu Pro Glu Asp Phe Leu Lys Leu Phe I le 
60 65 70 

gat ccc aat gag gtg tac tgc tea gaa gca tct cct ggc agt gac agt 534 
25 Asp Pro Asn Glu Val Tyr Cys Ser Glu Ala Ser Pro Gly Ser Asp Ser 
75 80 85 



ggc ate tct gag gac ccc tgc cat cca gac agt ccc cct gec ccc agg 
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Gly Me S r Glu Asp Pro Cys His Pro Asp S r Pro Pro Ala Pro Arg 
90 95 100 105 

gca acc agt tct cct atg etc tat gag gtt gtc tat gag gca ggg gec 630 
Ala Thr Ser Ser Pro Met Leu Tyr Glu Val Val Tyr Glu Ala Gly Ala 
110 115 120 

ctg gag agg atg cag ggg gaa act ggg cca aat gta ggc ctt ate tec 678 
Leu Glu Arg Met Gin Gly Glu Thr Gly Pro Asn Val Gly Leu I le Ser 
125 130 135 

ate cag eta gat cag tgg age cca gca ttt atg gtg cct gat tec tgc 726 
I le Gin Leu Asp Gin Trp Ser Pro Ala Phe Met Val Pro Asp Ser Cys 
140 145 150 

atg gtc agt gag ctg ccc ttt gat get cat gee cac ate ctg ccc aga 774 
Met Val Ser Glu Leu Pro Phe Asp Ala His Ala His lie Leu Pro Arg 
155 160 165 

gca ggc acc gta gec cca gtg ccc tgt aca acc ctg ctg ccc tgt caa 822 
Ala Gly Thr Val Ala Pro Val Pro Cys Thr Thr Leu Leu Pro Cys Gin 
170 175 180 185 

acc ctg ttc ctg acc gat gag gag aag cgt ctg ctg ggg cag gaa ggg 870 
Thr Leu Phe Leu Thr Asp Glu Glu Lys Arg Leu Leu Gly Gin Glu Gly 
190 195 200 



gtt tec ctg ccc tct cac ctg ccc etc acc aag gca gag gag agg gtc 918 
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Val Ser Leu Pro Ser His Leu Pro Leu Thr Lys Ala Glu Glu Arg Val 
205 210 215 

etc aag aag gtc agg agg aaa ate cgt aac aag cag tea get cag gac " 966 
5 Leu Lys Lys Val Arg Arg Lys I le Arg Asn Lys Gin Ser Ala Gin Asp 
220 225 230 

agt egg egg egg aag aag gag tac att gat ggg ctg gag age agg gtg 1014 
Ser Arg Arg Arg Lys Lys Glu Tyr I le Asp Gly Leu Glu Ser Arg Val 
10 235 240 245 

gca gee tgt tct gea cag aac caa gaa tta cag aaa aaa gtc cag gag 1062 
Ala Ala Cys Ser Ala Gin Asn Gin Glu Leu Gin Lys Lys Val Gin Glu 
250 255 260 265 

15 

ctg gag agg cac aac ate tec ttg gta get cag etc cgc cag ctg cag 1110 
Leu Glu Arg His Asn I le Ser Leu Val Ala Gin Leu Arg Gin Leu Gin 
270 275 280 

20 acg eta att get caa act tec aac aaa get gee cag ace age act tgt 1158 
Thr Leu lie Ala Gin Thr Ser Asn Lys Ala Ala Gin Thr Ser Thr Cys 
285 290 295 



gtt ttg att ctt ctt ttt tec ctg get etc ate ate ctg ccc age ttc 1206 
25 Val Leu I le Leu Leu Phe Ser Leu Ala Leu Me Me Leu Pro Ser Phe 
300 305 310 



agt cca ttc cag agt cga cca gaa get ggg tct gag gat tac cag cct 



1254 
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Ser Pro Phe Gin Ser Arg Pro Glu Ala Gly Ser Glu Asp Tyr Gin Pro 
315 320 325 

cac gga gtg act tec aga aat ate ctg ace cac aag gac gta aca gaa 1302 
His Gly Val Thr Ser Arg Asn lie Leu Thr His Lys Asp Val Thr Glu 
330 335 340 345 

aat ctg gag ace caa gtg gta gag tec aga ctg agg gag cca cct gga 1350 
Asn Leu Glu Thr Gin Val Val Glu Ser Arg Leu Arg Glu Pro Pro Gly 
350 355 360 

gee aag gat gca aat ggc tea aca agg aca ctg ctt gag aag atg gga 1398 
Ala Lys Asp Ala Asn Gly Ser Thr Arg Thr Leu Leu Glu Lys Met Gly 
365 370 375 

ggg aag cca aga ccc agt ggg cgc ate egg tec gtg ctg cat gca gat 1446 
Gly Lys Pro Arg Pro Ser Gly Arg Me Arg Ser Val Leu His Ala Asp 
380 385 390 

gag atg tga gctggaacag accttcctgg cccacttcct gatcacaagg 1495 
Glu Met 
395 

aatcctgggc ttccttatgg ctttgcttcc cactgggatt cctacttagg tgtctgccct 1555 
caggggtcca aatcacttca ggacacccca agagatgtcc tttagtctct gcctgaggcc 1615 
tagtctgeat ttgtttgcat atatgagagg gtacctcaaa tacttctgtt atgtatctgt 1675 
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gattttattt cttctttggg tatagggttg aggggaaata agttttgagt gagaaataaa 1735 
- cgttttagct gaaattgt j 753 

<210> 124 
<211> 395 
<212> PRT 

<213> Homo sapiens 
<400> 124 

Met Asp Leu Gly lie Pro Asp Leu Leu Asp Ala Trp Leu Glu Pro Pro 

15 10 15 

Glu Asp lie Phe Ser Thr Gly Ser Val Leu Glu Leu Gly Leu His Cys 

20 25 30 

Pro Pro Pro Glu Val Pro Val Thr Arg Leu Gin Glu Gin Gly Leu Gin 

35 40 45 

Gly Trp Lys Ser Gly Gly Asp Arg Gly Cys Gly Leu Gin Glu Ser Glu 

50 55 60 

Pro Glu Asp Phe Leu Lys Leu Phe I le Asp Pro Asn Glu Val Tyr Cys 
65 70 75 80 

Ser Glu Ala Ser Pro Gly Ser Asp Ser Gly Me Ser Glu Asp Pro Cys 

85 90 95 

His Pro Asp Ser Pro Pro Ala Pro Arg Ala Thr Ser Ser Pro Met Leu 

100 105 110 

Tyr GJu Val Val Tyr Glu Ala Gly Ala Leu Glu Arg Met Gin Gly Glu 
115 120 125 
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Thr Gly Pro Asn Val Gly Leu I le Ser I le Gin Leu Asp Gin Trp S r 

130 135 140 

Pro Ala Phe Met Val Pro Asp Ser Cys Met Val Ser Glu Leu Pro Phe 
145 150 155 160 

5 Asp Ala His Ala His Me Leu Pro Arg Ala Gly Thr Val Ala Pro Val 

165 170 175 

Pro Cys Thr Thr Leu Leu Pro Cys Gin Thr Leu Phe Leu Thr Asp Glu 

180 185 190 

Glu Lys Arg Leu Leu Gly Gin Glu Gly Val Ser Leu Pro Ser His Leu 
10 195 200 205 

Pro Leu Thr Lys Ala Glu Glu Arg Val Leu Lys Lys Val Arg Arg Lys 

210 215 220 

I le Arg Asn Lys Gin Ser Ala Gin Asp Ser Arg Arg Arg Lys Lys Glu 
225 230 235 240 

15 Tyr.lle Asp Gly Leu Glu Ser Arg Val Ala Ala Cys Ser Ala Gin Asn 

245 250 255 

Gin Glu Leu Gin Lys Lys Val Gin Glu Leu Glu Arg His Asn Me Ser 

260 265 270 

Leu Val Ala Gin Leu Arg Gin Leu Gin Thr Leu Me Ala Gin Thr Ser 
20 275 280 285 

Asn Lys Ala Ala Gin Thr Ser Thr Cys Val Leu I le Leu Leu Phe Ser 

290 295 300 

Leu Ala Leu Me Me Leu Pro Ser Phe Ser Pro Phe Gin Ser Arg Pro 
305 310 315 320 

25 Glu Ala Gly Ser Glu Asp Tyr Gin Pro His Gly Val Thr Ser Arg Asn 

325 330 335 

Me Leu Thr His Lys Asp Val Thr Glu Asn Leu Glu Thr Gin Val Val 
340 345 350 



WO 01/42302 



280/360 



PCT/JP00/08631 



Glu Ser Arg Leu Arg Glu Pro Pro Gly Ala Lys Asp Ala Asn Gly Ser 

355 360 365 

Thr Arg Thr Leu Leu Glu Lys Met Gly Gly Lys Pro Arg Pro Ser Gly 

370 375 380 

Arg Me Arg Ser Va I Leu His Ala Asp Glu Met 
385 390 395 

<210> 125 
<211> 668 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (54).. (122) 

<400> 125 

ctttcttcct tttggtgcga gcttgctgtg gtttttgctc tgggtcctct ggg atg 56 

Met 
1 

gcg cct ggc tgt ggc cgc gtg gtc tct cac gca ggg gcg ccg ggc ggg 104 
Ala Pro Gly Cys Gly Arg Va I Va I Ser His Ala Gly Ala Pro Gly Gly 
5 10 15 



gga acg egg cca ccc tga gtctggtgag tegactgegg cggcctgtgt 
Gly Thr Arg Pro Pro 



152 
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20 

ccgaagtgtc cggggccgtg aacaagggca gcggcctggc ctcaggcctg cgttcccacg 212 
tttggaaacg gggagcttcg tcgattttgt ttacatcatc gactatgcca gggagttctc 272 
cagataagcc tggttttatt ttcgtcagtg aaaaggcctt accgtataac tgactttatg 332 
cttgccctgc ccccgtataa aataacttaa aagcagcgtg cctggttaca gctgtttcca 392 
cgtgcggtgc tcgtcgggag tgatcaccta ccctacaggt ggaagatgga tgcctgaagt 452 
gtagactgct gctagctgaa taccatctgg gagcataaag gtgacctgaa ggatgtcctt 512 
ggtgaggatt ttgaaaattt gatcttcaca agagttgcct ggatcatttg aaatttctgg 572 
gagtctgagg agtactgaca taattacctg ctggagtctg taaatacaca tttaagacag 632 
tgaggatgtg aataaatata ttaatgcaaa aaaaac 668 

<210> 126 
<211> 22 
<212> PRT 

<213> Homo sapiens 
<400>. 126 

Met A!a Pro Gly Cys Gly Arg Val Val Ser His Ala Gly Ala Pro Gly 
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15 10 15 

Gly Gly Thr Arg Pro Pro 
20 



10 



<210> 127 
<211> 279 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (27) . . (239) 



15 <400> 127 

atccctctcc acgacctcgg tcgagc atg ttc acc agg gcc cag gtg aga egg 53 

Met Phe Thr Arg Ala Gin Va I Arg Arg 
1 5 



20 att ctg cag egg gtg ccc ggg aag cag cga ttt ggc ate tac egg ttc 101 
I le Leu Gin Arg Val Pro Gly Lys Gin Arg Phe Gly I le Tyr Arg Phe 
10 15 20 25 



ctg ccc ttc ttt ttt gtc ctg gga gga acg atg gag tgg ate atg att 149 
25 Leu Pro Phe Phe Phe Val Leu Gly Gly Thr Met Glu Trp I le Met I le 

30 35 40 



aaa gtg cgc gtg ggc cag gag acc ttc tat gat gtc tac cgt aga aaa 197 
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Lys Val Arg Val Gly Gin Glu Thr Phe Tyr Asp Val Tyr Arg Arg Lys 
45 50 55 

gcc tea gaa aga cag tat cag aga agg ctg gaa gat gaa tga 239 
Ala Ser Glu Arg Gin Tyr Gin Arg Arg Leu Glu Asp Glu 
60 65 70 

gactgaactt cagcagtcaa taaagtcaat atgaattttt 279 



<210> 128 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 128 

Met Phe Thr Arg Ala Gin Val Arg Arg lie Leu Gin Arg Val Pro Gly 

1 5 10 15 

Lys Gin Arg Phe Gly I le Tyr Arg Phe Leu Pro Phe Phe Phe Val Leu 

20 25 30 

Gly Gly Thr Met Glu Trp Me Met Me Lys Val Arg Val Gly Gin Glu 

35 40 45 

Thr Phe Tyr Asp Val Tyr Arg Arg Lys Ala Ser Glu Arg Gin Tyr Gin 

50 55 60 

Arg Arg Leu Glu Asp Glu 
65 70 
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<210> 129 

<211> 3367 

<212> DNA 
— ' <213> Homo sapiens 
5 

<220> 

<221> COS 

<222> (91). . (2178) 



10 <400> 129 

cagatatact gagtgagccc tgagaagcag tctcagatcc tgacggtgca gcagcccgca 60 



gcctcagcca gggagtccca gccgctttca atg gag gag aag ccc ggc cag cca 1 1 4 

Met Qlu Glu Lys Pro Gly Gin Pro 
15 1 5 

cag cct cag cac cat cac age cac cac cat ccg cac cat cac cct cag 1 62 

Gin Pro Gin His His His Ser His His His Pro His His His Pro Gin 
10 15 ' 20 

20 

cag cag cag cag cag ccg cac cac cac cac cat tat tat ttc tac aac 210 

Gin Gin Gin Gin Gin Pro His His His His His Tyr Tyr Phe Tyr Asn 
25 30 35 40 

25 cac age cac aac cac cac cac cac cat cat cac cag cag cct cac caa 258 
His Ser His Asn His His His His His His His Gin Gin Pro His Gin 
45 50 55 
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tac ctg cag cat gga gcc gag ggc age ccc aag gec cag cca aag ccg 306 
Tyr Leu G!n His Gly Ala Glu Gly Ser Pro Lys Ala Gin Pro Lys Pro 
60 65 70 

5 ctg aaa cat gag cag aaa cac acc etc cag cag cac cag gaa acg ccg 354 
Leu Lys His Glu Gin Lys His Thr Leu Gin Gin His Gin Glu Thr Pro 
75 80 85 

aag aag aaa aca ggc tat ggt gaa eta aac ggt aat get gga gaa aga 402 
10 Lys Lys Lys Thr Gly Tyr Gly Glu Leu Asn Gly Asn Ala Gly Glu Arg 
90 95 100 

gaa ata tct tta aag aac ctg agt tct gat gaa gcc acc aac cct att 450 
Glu Me Ser Leu Lys Asn Leu Ser Ser Asp Glu Ala Thr Asn Pro I le 
15 105 110 115 120 

tec agg gtc etc aat ggc aac cag caa gtt gta gac act age ctg aag 498 

Ser Arg Val Leu Asn Gly Asn Gin Gin Val Val Asp Thr Ser Leu Lys 

125 130 135 

20 

cag act gta aag gcc aac acc ttt ggg aaa gca gga att aaa acc aag 546 

Gin Thr Val Lys Ala Asn Thr Phe Gly Lys Ala Gly Me Lys Thr Lys 

140 145 150 

25 aat ttc att cag aaa aac agt atg gac aaa aag aat ggg aag tct tat 594 
Asn Phe Me Gin Lys Asn Ser Met Asp Lys Lys Asn Gly Lys Ser Tyr 
* 155 160 165 
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gaa aat aaa tct gga gag aat cag 
Glu Asn Lys Ser Gly Glu Asn Gin 
170 175 

5 cca att cca aat ggt gtg gta aca 
Pro Me Pro Asn Gly Val Val Thr 
185 190 



tct gta gat aag tct gat act ata 642 
Ser Val Asp" Lys Ser Asp Thr I le 
180 

aat aat tct ggt tat att act aat 690 
Asn Asn Ser Gly Tyr I le Thr Asn 
195 200 



ggt tat atg agt aaa 
10 Gly Tyr Met Ser Lys 

205 

gga tat aca act cct 
Gly Tyr Thr Thr Pro 
15 220 

ggt tgt gaa aac ctt 
Gly Cys Glu Asn Leu 
235 

20 

acc agt gtc cca acc 
Thr Ser Val Pro Thr 
250 



gga gca gat aat gat ggt 
Gly Ala Asp Asn Asp Gly 
210 

aaa aaa agg aaa get agg 
Lys Lys Arg Lys Ala Arg 
225 

aat ata gtg cag gac aaa 
Asn Me Val Gin Asp Lys 
240 

tta aaa cag gga ctt gaa 
Leu Lys Gin Gly Leu Glu 
255 



agt gga tct gag age 738 
Ser Gly Ser Glu Ser 
215 

cgc aat agt gec aag 786 
Arg Asn Ser Ala Lys 
230 

ata atg caa caa gag 834 
I le Met Gin Gin Glu 
245 

act ttc aag cct gac 882 
Thr Phe Lys Pro Asp 
260 



25 



tat agt gaa caa aag gga aat cga gta gat ggt teg aag ccc att tgg 
Tyr Ser Glu Gin Lys Gly Asn Arg Val Asp Gly Ser Lys Pro Me Trp 
265 ■ 270 275 280 
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aag tat gaa act ggg cct gga gga aca agt cga gga aaa cct get gtg 978 
Lys Tyr Glu Thr Gly Pro Gly Gly Thr Ser Arg Gly Lys Pro Ala Val 
285 290 295 

5 ggt gat atg ctt egg aaa age tea gat agt aaa cct ggt gtg age- age 1026 
Gly Asp Met Leu Arg Lys Ser Ser Asp Ser Lys Pro Gly Val Ser Ser 
300 305 310 

aaa aag ttt gat gat egg ccc aaa gga aag cat get tea get gtt gee 1074 
10 Lys Lys Phe Asp Asp Arg Pro Lys Gly Lys His Ala Ser Ala Val Ala 
315 320 325 

tec aaa gag gac teg tgg ace eta ttt aaa cca ccc cca gtt ttt cca 1122 
Ser Lys Glu Asp Ser Trp Thr Leu Phe Lys Pro Pro Pro Val Phe Pro 
15 330 335 340 

gtg gac aat age agt get aaa ata gtt cct aaa ata agt tat gca age 1 1 70 
Val Asp Asn Ser Ser Ala Lys lie Val Pro Lys Me Ser Tyr Ala Ser 
345 350 355 360 

20 

aaa gtt aag gaa aac etc aac aaa act ata cag aac tct tct gtg tea 1218 
Lys Val Lys Glu Asn Leu Asn Lys Thr Me Gin Asn Ser Ser Val Ser 
365 370 375 

25 cca act tea tct tea tea tct tea tea tct acc ggg gaa act cag acc 1266 
Pro Thr Ser Ser Ser Ser Ser Ser Ser Ser Thr Gly Glu Thr Gin Thr 
380 385 390 
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caa tea tea agt cgc tta tec cag gtc cct atg tea gcg ctg aaa tct 1314 
Gin Ser Ser Ser Arg Leu Ser Gin Val Pro Met Ser Ala Leu Lys Ser 
395 400 405 

5 gtt act tct gee aac ttt tct aat ggg cct gtt tta gca ggg act gat 1362 
Val Thr Ser Ala Asn Phe Ser Asn Gly Pro Val Leu Ala Gly Thr Asp 
410 415 420 

gga aat gtt tat cct cca ggg ggt cag cca ctg eta act act get get 1410 
10 Gly Asn Val Tyr Pro Pro Gly Gly Gin Pro Leu Leu Thr Thr Ala Ala 
425 430 435 440 

aat act eta aca ccc ate tct tct ggg aca gat tea gtt etc cag gac 1458 
Asn Thr Leu Thr Pro Me Ser Ser Gly Thr Asp Ser Val Leu Gin Asp 
15 445 450 455 

atg agt eta act tea gca get gtt gaa caa att aag act age ctt ttt 1506 

Met Ser Leu Thr Ser Ala Ala Val Glu Gin lie Lys Thr Ser Leu Phe 

460 : 465 470 

20 

ate tat cct tea aat atg caa act atg ctg ttg age aca gca caa gtg 1554 

lie Tyr Pro Ser Asn Met Gin Thr Met Leu Leu Ser Thr Ala Gin Val 
475 480 485 

25 gat ctg ccc tct cag aca gat cag caa aac ctg ggg gat ate ttc cag 1602 
Asp Leu Pro Ser Gin Thr Asp Gin Gin Asn Leu Gly Asp I le Phe Gin 
490 495 500 
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aat cag tgg ggt tta tea ttt ata aat gag ccc agt get ggc cct gag 1650 
Asn Gin Trp Gly Leu Ser Phe lie Asn Glu Pro Ser Ala Gly Pro Glu 
505 510 515 520 

act gtt act ggg aag tea tea gag cat aaa gtg atg gag gtg aca ttt 1698 
Thr Val Thr Gly Lys Ser Ser Glu His Lys Val Met Glu Val Thr Phe 
525 530 535 

caa gga gaa tat cct get act ttg gtt tea cag ggt get gaa ata att 1746 
Gin Gly Glu Tyr Pro Ala Thr Leu Val Ser Gin Gly Ala Glu Me lie 
540 545 550 

ccc tea gga act gag cat cct gtg ttt ccc aag get tac gag ctg gag 1794 
Pro Ser Gly Thr Glu His Pro Val Phe Pro Lys Ala Tyr Glu Leu Glu 
555 560 565 

aaa egg act agt cct caa gtt ctg ggt age att eta aaa tct ggg act 1842 
Lys Arg Thr Ser Pro Gin Val Leu Gly Ser lie Leu Lys Ser Gly Thr 
570 575 J 580 

act agt gag agt gga gee tta tec ttg gaa ccc agt cat ata ggt gac 1890 
Thr Ser Glu Ser Gly Ala Leu Ser Leu Glu Pro Ser His Me Gly Asp 
585 590 595 600 



ctg cag aaa gca gac ace agt agt caa ggt get tta gtg ttt etc tea 
Leu Gin Lys Ala Asp Thr Ser Ser Gin Gly Ala Leu Val Phe Leu Ser 
605 610 615 



1938 
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aag gac tac gag ata gaa agt caa aat cct ctg gcc tct cct acg aac 1986 
Lys Asp Tyr Glu lie Glu Ser Gin Asn Pro Leu Ala Ser Pro Thr Asn 
620 625 630 

act ttg tta ggc tct gcc aaa gaa cag aga tac cag aga ggc eta gaa 2034 
Thr Leu Leu Gly Ser Ala Lys Glu Gin Arg Tyr Gin Arg Gly Leu Glu 
635 640 645 

agg aat gat age tgg ggt tct ttt gac ctg agg get get att gta tat 2082 
Arg Asn Asp Ser Trp Gly Ser Phe Asp Leu Arg Ala Ala I le Val Tyr 
650 655 660 

cac act aaa gaa atg gaa tct att tgg aat ttg cag aag caa gat ccc 2130 
His Thr Lys Glu Met Glu Ser I le Trp Asn Leu Gin Lys Gin Asp Pro 
665 670 675 680 

aaa agg ata ate act tac aat gaa gcc atg gat agt cca gat caa tga 2178 
Lys Arg lie Me Thr Tyr Asn Glu Ala Met Asp Ser Pro Asp Gin 
685 690 695 

aggaccagac tgectatteg taacctttct gcagcattag agecategtt catgggggac 2238 

acaaggcttt tatgetccta gatcttcaac gcagcagagg aaccataagt agaatcacag 2298 

gataatatat acaaatatat atatatacat atatatatat atagttattt aaaaaaggca 2358 

actgaaagta attagacttc ttaaggaatc aaatttattt caagagacta cacatggtta 2418 
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tttaatctcc ggtactgaat aggttttttt tcttctgtta gtttttgttt ttaagtgtga 2478 
atgcaagtga ttaatgaata cagacttaac aagtgtggtt ctaaagttcc tgctgtcatc 2538 
5 aacttgggca acaaatgacc cactggaaag gcaaatccac ttaaaagatc tctgtatctt 2598 
gttctgtgac tgaagtgata cactaatcac ggggaaccca gaatgattca acattttccc 2658 
cccactcctc ccttgatctt tttggtttta ctttaattaa gccctgcgag aatgctggat 2718 

10 

aaatgccttg aagttagcag ggtgtatttt tttagcgaat atgatttgca tgtcttgcca 2778 
ggagttaagc ggcctctggg gtgttgggga aatactttat ttctttccat ttattttttg 2838 
15 tggggcgggg ataggggagg gcattgaagt tctacaattc tggaatagtt agttgatggt 2898 
acatagttaa cttggcttcg gttacatatt ggactttaac aactgaagaa tctatgcgtg 2958 
tcatttaaag aaaagttgca gaacaagcaa ttggcttaga tatacaatct ggaaaaatat 3018 

20 

tcctgtgccc atattttaat gtaattgtat aactgggagc aaaaatatat tctgcttttc 3078 
aactgtaggt gctccagact tgctctccgt cactaacact aaatgtgctg ttttccttgt 3138 
25 ttttcatcaa acatttaaga caaacttaga cctttctgta aattatcttt taatttctca 3198 
gcaaaatcta aaaggggaag aaaaaagtcc atgaaaacta aaacttttca tgtttttagc 3258 
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cagtgagaag ataataaacc ctgactgtag aaggtgtgtt ttcatgcaaa ctatacttct 3318 
gagcttgtta gcttctaatt atatcttaat aaatatattt tattactag 3367 

5 

<210> 130 
<211> 695 
<212> PRT 

<213> Homo sapiens 

10 

<400> 130 

Met Glu Glu Lys Pro Gly Gin Pro Gin Pro Gin His His His Ser His 

1 5 10 15 

His His Pro His His His Pro Gin Gin Gin Gin Gin Gin Pro His His 
15 20 25 30 

His His His Tyr Tyr Phe Tyr Asn His Ser His Asn His His His His 

35 40 45 

His His His Gin Gin Pro His Gin Tyr Leu Gin His Gly Ala Glu Gly 
50 55 - : 60 

20 Ser Pro Lys Ala Gin Pro Lys Pro Leu Lys His Glu Gin Lys His Thr 
65 70 75 80 

Leu Gin Gin His Gin Glu Thr Pro Lys Lys Lys Thr Gly Tyr Gly Glu 

85 90 95 

Leu Asn Gly Asn Ala Gly Glu Arg Glu Me Ser Leu Lys Asn Leu Ser 
25 100 105 110 

Ser Asp Glu Ala Thr Asn Pro Me Ser Arg Val Leu Asn Gly Asn Gin 

115 120 125 

Gin Val Val Asp Thr Ser Leu Lys Gin Thr Val Lys Ala Asn Thr Phe 
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130 135 140 

Gly Lys Ala Gly lie Lys Thr Lys Asn Phe Me Gin Lys Asn Ser Met 
145 150 155 160 

Asp Lys Lys Asn Gly Lys Ser Tyr Glu Asn Lys Ser Gly Glu Asn Gin 

165 170 175 

Ser Val Asp Lys Ser Asp Thr Me Pro Me Pro Asn Gly Val Va I Thr 

180 ^ - 185 190 

Asn Asn Ser Gly Tyr Me Thr Asn Gly Tyr Met Ser Lys Gly Ala Asp 

195 200 205 

Asn Asp Gly Ser Gly Ser Glu Ser Gly Tyr Thr Thr Pro Lys Lys Arg 

210 215 . 220 

Lys Ala Arg Arg Asn Ser Ala Lys Gly Cys Glu Asn Leu Asn I le Val 
225 230 235 240 

Gin Asp Lys Me Met Gin Gin Glu Thr Ser Val Pro Thr Leu Lys Gin 

245 250 255 

Gly Leu Glu Thr Phe Lys Pro Asp Tyr Ser Glu Gin Lys Gly Asn Arg 

260 265 270 

Val Asp Gly Ser Lys Pro Me Trp Lys Tyr Glu Thr Gly Pro Gly Gly 

275 280 285 

Thr Ser Arg Gly Lys Pro Ala Val Gly Asp Met Leu Arg Lys Ser Ser 

290 295 300 

Asp Ser Lys Pro Gly Val Ser Ser Lys Lys Phe Asp Asp Arg Pro Lys 
305 310 315 320 

Gly Lys His Ala Ser Ala Val Ala Ser Lys Glu Asp Ser Trp Thr Leu 

325 330 335 

Phe Lys Pro Pro Pro Val Phe Pro Val Asp Asn Ser Ser Ala Lys Me 

340 345 350 

Val Pro Lys Me Ser Tyr Ala Ser Lys Val Lys Glu Asn Leu Asn Lys 
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355 360 365 

Thr Me Gin Asn Ser Ser Val Ser Pro Thr Ser Ser Ser Ser Ser Ser 

370 375 380 

Ser Ser Thr Gly Glu Thr Gin Thr Gin Ser Ser Ser Arg Leu Ser Gin 
5 385 390 395 400 

Val Pro Met Ser Ala Leu Lys Ser Val Thr Ser Ala Asn Phe Ser Asn 

405 410 415 

Gly Pro Val Leu Ala Gly Thr Asp Gly Asn Val Tyr Pro Pro Gly Gly 
420 425 430 

10 Gin Pro Leu Leu Thr Thr Ala Ala Asn Thr Leu Thr Pro I le Ser Ser 
435 440 445 

Gly Thr Asp Ser Val Leu Gin Asp Met Ser Leu Thr Ser Ala Ala Val 

450 455 460 

Glu Gin I le Lys Thr Ser Leu Phe I le Tyr Pro Ser Asn Met Gin Thr 
15 465 470 475 480 

Met Leu Leu Ser Thr Ala Gin Val Asp Leu Pro Ser Gin Thr Asp Gin 

485 490 495 

Gin Asn Leu Gly Asp Me Phe Gin Asn Gin Trp Gly Leu Ser Phe Me 
500 505 510 

20 Asn Glu Pro Ser Ala Gly Pro Glu Thr Val Thr Gly Lys Ser Ser Glu 
515 520 525 

His Lys Val Met Glu Val Thr Phe Gin Gly Glu Tyr Pro Ala Thr Leu 

530 535 540 

Val Ser Gin Gly Ala Glu Me Me Pro Ser Gly Thr Glu His Pro Val 
25 545 550 555 560 

Phe Pro Lys Ala Tyr Glu Leu Glu Lys Arg Thr Ser Pro Gin Val Leu 

565 570 575 

Gly S r Me Leu Lys Ser Gly Thr Thr Ser Glu Ser Gly Ala Leu Ser 
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580 

Leu Glu Pro Ser His Me Gly Asp 
595 600 
Gin Gly Ala Leu Val Phe Leu Ser 

610 615 
Asn Pro Leu Ala Ser Pro Thr Asn 
625 630 
Gin Arg Tyr Gin Arg Gly Leu Glu 
645 

Asp Leu Arg Ala Ala Me Val Tyr 
660 

Trp Asn Leu Gin Lys Gin Asp Pro 
675 680 
Ala Met Asp Ser Pro Asp Gin 
690 695 



585 590 
Leu Gin Lys Ala Asp Thr Ser Ser 
605 

Lys Asp Tyr Glu Me Glu Ser Gin 
620 

Thr Leu Leu Gly Ser Ala Lys Glu 
635 640 
Arg Asn Asp Ser Trp Gly Ser Phe 

650 655 
His Thr Lys Glu Met Glu Ser Me 
665 670 
Lys Arg Me Me Thr Tyr Asn Glu 
685 



<210> 131 

<211> 1290 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (100). . (699) 

<400>. 131 

aaaaacaaag gagcggcggc cgggagcgga cttaccttac cttctctgcc ttcggcgcgc 60 
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ttctcagccg ggccgccgac ccaaaggagc cgtccgact atg tct aac atg gag 114 

Met Ser Asn Met Glu 
1 5 

aaa cac ctg ttc aac ctg aag ttc gcg gcc aaa gaa ctg agt agg agt 162 
Lys His Leu Phe Asn Leu Lys Phe Ala Ala Lys Glu Leu Ser Arg Ser 
10 15 20 

gcc aaa aaa tgc gat aag gag gaa aag gcc gaa aag gcc aaa att aaa 210 
Ala Lys Lys Cys Asp Lys Glu Glu Lys Ala Glu Lys Ala Lys I le Lys 
25 30 35 

aag gcc att cag aag ggc aac atg gaa gtt gcg agg ata cac gcc gaa 258 
Lys Ala lie. Gin Lys Gly Asn Met Glu Val Ala Arg lie His Ala Glu 
40 45 50 

aat gcc ate cgc cag aag aac cag gcg gtg aat ttc ttg aga atg agt 306 
Asn Ala I le Arg Gin Lys Asn Gin Ala Val Asn Phe Leu Arg Met Ser 
55 60 65 

gcg cga gtc gat gca gtg get gcc agg gtc cag acg gcg gtg acg atg 354 
Ala Arg Val Asp Ala Val Ala Ala Arg Val Gin Thr Ala Val Thr Met 
70 75 80 85 



ggc aag gtg acc aag teg atg get ggt gtg gtt aag teg atg gat gcg 
Gly Lys Val Thr Lys Ser Met Ala Gly Val Val Lys Ser Met Asp Ala 
90 95 100 



402 
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aca ttg aag acc atg aat 
Thr Leu Lys Thr Met Asn 
105 

5 

ttc gag cac cag ttt gag 
Phe Gtu His Gin Phe Glu 
120 

10 gac acg atg age age acg 
Asp Thr Met Ser Ser Thr 
135 



ctg gag aag att tct get 
Leu Glu Lys I le Ser Ala 
110 

act ctg gac gtc cag acg 
Thr Leu Asp Val Gin Thr 
125 

acg acg etc acc act ccc 
Thr Thr Leu Thr Thr Pro 
140 145 



ttg atg gac aaa 450 
Leu Met Asp Lys 
115 

cag caa atg gaa 498 
Gin Gin Met Glu 
130 

cag aac caa gtg 546 
Gin Asn Gin Val 



gat atg ctg etc cag gaa atg gca gat gag gcg ggc etc gac etc aac 594 
15 Asp Met Leu Leu Gin Glu Met Ala Asp Glu Ala Gly Leu Asp Leu Asn 
150 155 160 165 



atg gag ctg ccg cag ggc cag acc ggc tec gtg ggc acg age gtg get 642 
Met Glu Leu Pro Gin Gly Gin Thr Gly Ser Val Gly Thr Ser Val Ala 
20 170 175 180 

teg gcg gag cag gat gaa ctg tct cag aga ctg gec cgc ctt egg gat 690 
Ser Ala Glu Gin Asp Glu Leu Ser Gin Arg Leu Ala Arg Leu Arg Asp 
185 190 195 

25 

caa gtg tga cggcagaacc cgctctgagg tttcctggcc atagccaccc 739 
Gin Val 

200 
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tttgaaatgc tctctgtgtg ttagagagat actataccct agaaactctg aacacgccag 799 
aatgctgaaa tgcccttcta cctttgggtt tacagccccc tccacataaa ttaagaaatt 859 

5 

cagtatttct gcactcttag ctggattcta aagttctgta tagctcgtaa tgatggtatt 919 
tttatagcag ccttttaaca gaactagtta atttcgtgta tatgaatctt tctcgaagat 979 
10 ctggtcaaaa ctgtattcag tttcctgccc agaatgatca gattgaaggt ggttggtttt 1039 
tattattatt tagtgtgatt gatagtatct agaatggcag gtggtgcata aaagttaaag 1099 
agaggggaaa gattacttag tttggttata cagttataaa caccatgcag tgtattcggt 1159 

15 

ggactgtgct atttctgttt atcctttggg ttttggtttt tgtttttttt ttttgccttc 1219 
acagtgagac tgcaaatgat tgttctcata acgtatatta ttaataaatg tggtcctata 1279 
20 atttatactg g 1290 

<210> 132 
<211> 199 
25 <212> PRT 

<213> Homo sapiens 

<400> 132 
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Met Ser Asn Met Giu Lys His Leu Phe Asn Leu Lys Phe Ala Ala Lys 

1 5 10 15 

Glu Leu Ser Arg Ser Ala Lys Lys Cys Asp Lys Glu Glu Lys Ala Glu 
20 25 30 - 

5 Lys Ala Lys lie Lys Lys Ala lie Gin Lys Gly Asn Met Glu Val Ala 
35 40 45 

Arg I le His Ala Glu Asn Ala I le Arg Gin Lys Asn Gin Ala Val Asn 

50 55 60 

Phe Leu Arg Met Ser Ala Arg Val Asp Ala Val Ala Ala Arg Val Gin 
10 65 70 75 80 

Thr Ala Val Thr Met Gly Lys Val Thr Lys Ser Met Ala Gly Val Val 

85 90 95 

Lys Ser Met Asp Ala Thr Leu Lys Thr Met Asn Leu Glu Lys I le Ser 
100 105 110 

15 Ala Leu Met Asp Lys Phe Glu His Gin Phe Glu Thr Leu Asp Val Gin 
115 120 125 

Thr Gin Gin Met Glu Asp Thr Met Ser Ser Thr Thr Thr Leu Thr Thr 

130 135 140 

Pro Gin Asn Gin Val Asp Met Leu Leu Gin Glu Met Ala Asp Glu Ala 
20 145 150 155 160 

Gly Leu Asp Leu Asn Met Glu Leu Pro Gin Gly Gin Thr Gly Ser Val 

165 170 175 

Gly Thr Ser Val Ala Ser Ala Glu Gin Asp Glu Leu Ser Gin Arg Leu 
180 185 190 

25 Ala Arg Leu Arg Asp Gin Val 
195 
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<210> 133 

<211> 564 

<212> DNA 

<213> Homo sapiens 

5 

<22D> 

<221> CDS 

<222> (24) . . (380) 

10 <400> 133 

gcctgccggg agcttggtgc get atg gcg aca ccc age ctg egg ggt cgt ctg 53 

Met Ala Thr Pro Ser Leu Arg Gly Arg Leu 
1 5 10 

15 gcg egg ttt ggg aac ccg egg aag cct gtg ctg aag ccc aat aaa cct 101 
Ala Arg Phe Gly Asn Pro Arg Lys Pro Val Leu Lys Pro Asn Lys Pro 
15 20 25 

etc att eta get aac cgc gtc ggg gag egg cgc egg gag aag ggc gag 149 
20 Leu lie Leu Ala Asn Arg Val Gly Glu Arg Arg Arg Glu Lys Gly Glu 
30 35 40 

gcg act tgc ate acg gag atg teg gtg atg atg get tgc tgg aag cag 197 
Ala Thr Cys I le Thr Glu Met Ser Val Met Met Ala Cys Trp Lys Gin 
25 45 50 55 

aat gaa ttc cgc gac gat gcg tgc aga aaa gag ate cag ggc ttc etc 245 
Asn Glu Phe Arg Asp Asp Ala Cys Arg Lys Glu I le Gin Gly Phe Leu 
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60 65 .70 

gat tgt gcc gcg agg get cag gaa gec cga aag atg aga tea ata cag 293 
Asp Cys Ala Ala Arg Ala Gin Glu Ala Arg Lys Met Arg Ser Me Gin 
5 75 80 85 90 

gaa ace ctg gga gag tct ggg agt tta ctt cca aat aaa ttg aat aag 341 
Glu Thr Leu Gly Glu Ser Gly Ser Leu Leu Pro Asn Lys Leu Asn Lys 
95 100 105 

10 

ttg tta cag agg ttt cct aac aaa cct tac etc age tga aaatggacaa 390 
Leu Leu Gin Arg Phe Pro Asn Lys Pro Tyr Leu Ser 
110 115 

15 gtattttcaa tgactgaaat atagcttctg acaactatgc agaggcattt tagagacatt 450 

ggcattgeca tgccctcttt ggagggtaga agaggcaaaa cacttttttc accctttgga 510 

atcatagtat gggtagaagt tatgatttat cttgaaataa aatcctctga acag 564 

20 

<210> 134 
<211> 118 
<212> PRT 
25 <213> Homo sapiens 

<400>- 134 

Met Ala Thr Pro Ser Leu Arg Gly Arg Leu Ala Arg Ph Gly Asn Pro 
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1 5 . . 10 15 

Arg Lys Pro Val Leu Lys Pro Asn Lys Pro Leu Me Leu Ala Asn Arg 

20 25 30 

Val Gly Glu Arg Arg Arg Glu Lys Gly Glu Ala Thr Cys I le Thr Glu 

35 40 45 

Met Ser Val Met Met Ala Cys Trp Lys Gin Asn Glu Phe Arg Asp Asp 

50 55 60 

Ala Cys Arg Lys Glu I le Gin Gly Phe Leu Asp Cys Ala Ala Arg Ala 
65 70 75 80 

Gin Glu Ala Arg Lys Met Arg Ser I le Gin Glu Thr Leu Gly Glu Ser 

85 90 95 

Gly Ser Leu Leu Pro Asn Lys Leu Asn Lys Leu Leu Gin Arg Phe Pro 

100 105 110 

Asn Lys Pro Tyr Leu Ser 
115 



<210> 135 
<211> 904 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (467). . (811) 

<400>. 135 

actctgcgtg cgccggaggc tgccgtggcg ggtgggccgc ctgacttctc ctcccggcca 60 
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gttctcgagc gcctcaccgg gcctcgccct gcagcctcgc tctcgctggc gctgcgcggc 120 

ctaggggact gggctgctgg cctccgggtg cggggtgggg gcaggctccg acctggggcg 180 

tcctggccgc gcgagccgcg ggatgggggc ccgggccgcg gaggaggcgc cgctggtgtg 240 

tcccttggtg gagagggcgc tgccggccct gcgcggtttc cagccaggaa gcttcgggaa 300 

gcctggacgt ctgctcactg gagatgacac gtgcgtgggg tgttggcatt cttgttattt 360 

aacacgggaa ggaggtgact tcgcctgtga tggacttcca gtgtgagcac tggccagagt 420 

gaccaggctg accagcacca gccctgatcc agatgcagag gccagg atg tgg gcc 475 

Met Trp Ala 
1 

cag ccc tgt gcc agg agg ctg get gga ata aag gta cag ata gag gcc 523 
Gin Pro Cys Ala Arg Arg Leu Ala Gly I le Lys Val Gin I le Glu Ala 
5 10 15 

tea ccc cct ctg gga cca ctg gca etc agg gtg ttt gca gcc tea gag 571 
Ser Pro Pro Leu Gly Pro Leu Ala Leu Arg Val Phe Ala Ala Ser Glu 
20 25 30 35 

ccc acc tgc ccc cag ggc cac age tgc ate tec tgc cct get gtc att 619 
Pro Thr Cys Pro Gin Gly His Ser Cys I le S r Cys Pro Ala Val lie 
40 45 50 
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aca ggg atg ggc agg ctg gca tgg ggg cac ccg ctg ccc ctg cct ggg 667 
Thr Gly Met Gly Arg Leu Ala Trp Gly His Pro Leu Pro Leu Pro Gly 
55 60 65 

tgt tgc tgt gta ttc ctg ccggcc agg ggc cac tgc cag gac cac gcc 715 
Cys Cys Cys Val Phe Leu Pro Ala Arg Gly His Cys Gin Asp His Ala 
70 75 80 

tec ctt ttc ata tec cga ttc tta agt tct get att gtg gta ttc tgg 763 
Ser Leu Phe Me Ser Arg Phe Leu Ser Ser A I a I I e Va I Va I Phe Trp 
85 90 95 

tgg aga aaa aag aac cgc gtg get gtt ttt gaa ctg cct gga ace taa 811 
Trp Arg Lys Lys Asn Arg Val Ala Val Phe Glu Leu Pro Gly Thr 
100 105 110 115 

gaccctgaat tcttttcccc cccaagggga aaatctatat ggaaaacatt tattttaaaa 871 

tacaggatga agtgaattaa aagatttaaa tgc 904 



<210> 136 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 136 
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Met Trp Ala Gin Pro Cys Ala Arg Arg Leu Ala Gly I le Lys Val Gin 

15 10 15 

I le Glu Ala Ser Pro Pro Leu Gly Pro Leu Ala Leu Arg Val Phe Ala 
20 25 30 

5 Ala Ser Glu Pro Thr Cys Pro Gin Gly His Ser Cys I le Ser Cys Pro 
35 40 45 

Ala Val lie Thr Gly Met Gly Arg Leu Ala Trp Gly His Pro Leu Pro 

50 55 60 

Leu Pro Gly Cys Cys Cys Val Phe Leu Pro Ala Arg Gly His Cys Gin 
10 65 70 75 80 

Asp His Ala Ser Leu Phe I le Ser Arg Phe Leu Ser Ser Ala I le Val 

85 90 95 

Val Phe Trp Trp Arg Lys Lys Asn Arg Val Ala Val Phe Glu Leu Pro 
100 105 110 

15 Gly Thr 



<210> 137 
20 <211> 472 
<212> DNA 

<213> Homo sapiens 

<220> 
25 <221> CDS 

<222> (90) . . (353) 

<400> 137 
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aatttccgct tccggtagtg agaacccttc cggtgggcta ggtactgagc gcgcgaggct 60 

ctacagagtg aaggtttaaa tccaaggtc atg gca aaa cat ctg aag ttc ate 113 

- Met Ala Lys His Leu Lys Phe I le 

1 5 

gec agg act gtg atg gta cag gaa ggg aac gtg gaa age gca tac agg 161 
Ala Arg Thr Val Met Val Gin Glu Gly Asn Va I Glu Ser Ala Tyr Arg 
10 15 20 

acc eta aac aga ate etc act atg gat ggg etc att gag gac att aag 209 
Thr Leu Asn Arg I le Leu Thr Met Asp Gly Leu Me Glu Asp I le Lys 
25 30 35 40 

cat egg egg tat tat gag aag cca tgc cgc egg cga cag agg gaa age 257 
His Arg Arg Tyr Tyr Glu Lys Pro Cys Arg Arg Arg Gin Arg Glu Ser 
45 50 55 

tat gaa agg tgc egg egg ate tac aac atg gaa atg get cgc aag ate 305 
Tyr Glu Arg Cys Arg Arg I le Tyr Asn Met Glu Met Ala Arg Lys I le 
60 . 65 70 

aac ttc ttg atg cga aag aat egg gca gat ccg tgg cag ggc tgc tga 353 
Asn Phe Leu Met Arg Lys Asn Arg Ala Asp Pro Trp Gin Gly Cys 
75 80 85 



ggcctgtggg tgggacaccc agtgcgaaac cctcatccag ttttctctcc atctcttttc 413 
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tttgtacaat cccatttcct attaccattc tctgcaataa actcaaatca catgtctgc 472 

~ <210> 138 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 138 

Met Ala Lys His Leu Lys Phe fie Ala Arg Thr Val Met Val Gin Glu 
^ 1 5 10 15 

Gly Asn Val Glu Ser Ala Tyr Arg Thr Leu Asn Arg lie Leu Thr Met 

20 25 30 

Asp Gly Leu I le Glu Asp I le Lys His Arg Arg Tyr Tyr Glu Lys Pro 

35 40 45 

Cys Arg Arg Arg Gin Arg Glu Ser Tyr Glu Arg Cys Arg Arg I le Tyr 

50 55 60 

Asn Met Glu Met Ala Arg Lys He Asn Phe Leu Met Arg Lys Asn Arg 
65 70 75 80 

Ala Asp Pro Trp Gin Gly Cys 
85 

<210> 139 
<211> 180 
<212> DNA 
<213>Homo sapiens 
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<220> 

<221> COS 

<222> (49). . (168) 



5 <400> 139 

attatatatg aattccattc aaatcgttcc tttttgttaa caaggggc atg ggg agg 57 

Met Gly Arg 
1 



10 ggt ggg ggt ggg ggg 
Gly Gly Gly Gly Gly 
5 

ggg get ggg teg gtg 
15 Gly Ala Gly Ser Vaf 
20 



gca gag gcg tct gac ccc 
Ala Glu Ala Ser Asp Pro 
10 

ccc tct aag gac aat ttt 
Pro Ser Lys Asp Asn Phe 
25 30 



agg aac ctg cag ggc 105 
Arg Asn Leu Gin Gly 
15 

gac ctt gtt caa cct 153 
Asp Leu Val Gin Pro 
35 



ttc cac aaa gaa taa attgtgtttc ac 180 
Phe His Lys Glu 
20 40 



<210> 140 

<211> 39 

25 <212> PRT 

<213> Homo sapiens 



<400> 140 
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Met Gly Arg Gty Gly Gly Gly Gly Ala Glu Ala Ser Asp Pro Arg Asn 

15 10 15 

Leu Gin Gly Gly Ala Gly Ser Val Pro Ser Lys Asp Asn Phe Asp Leu 
20 25 30 

5 Val Gin Pro Phe His Lys GJu_ 
35 



10 <210> 141 
<211> 473 
<212> ONA 

<213> Homo sapiens 

15 <220> 

<221> COS 

<222> (35) . . (343) 

<400> 141 

20 gagacgcaga gtcttgagca gcgcggcagg cacc atg ttc ctg act gcg etc etc 55 

Met Phe Leu Thr Ala Leu Leu 
1 5 

tgg cgc ggc cgc att ccc ggc cgt cag tgg ate ggg aag cac egg egg 103 
25 Trp Arg Gly Arg I le Pro Gly Arg Gin Trp I le Gly Lys His Arg Arg 
10 15 20 

ccg egg ttc gtg teg ttg cgc gee aag cag aac atg ate cgc cgc ctg 151 
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Pro Arg Phe Val Ser Leu Arg Ala 
25 30 

gag ate gag gcg gag aac cat tac 
5 Glu Me Glu Ala Glu Asn His Tyr 
40 45 



Lys Gin Asn Met I le Arg Arg Leu 
35 

tgg ctg age atg ccc tac atg acc 199 

Trp Leu Ser Met Pro Tyr Met Thr 
50 55 



egg gag cag gag cgc ggc cac gec gcg gtg cgc agg agg gag gec ttc 247 
Arg Glu Gin Glu Arg Gly His Ala Ala Val Arg Arg Arg Glu Ala Phe 
10 60 65 70 



gag gec ata aag gcg gec gee act tec aag ttc ccc ccg cat aga ttc 295 

Glu Ala I le Lys Ala Ala Ala Thr Ser Lys Phe Pro Pro His Arg Phe 

75 80 85 

15 

att gcg gac cag etc gac cat etc aat gtc acc aag aaa tgg tec taa 343 

lie Ala Asp Gin Leu Asp His Leu Asn Val Thr Lys Lys Trp Ser 

90 95 100 

20 tcctgagtcg tcacccttgg attttatgga teaeggaget gaccatcttt acctggtcct 403 



ggaactgaaa aactgtagct tgtgtgaaaa tgagcctttg gaccagtctt tattaaaaca 463 



aacaaacatg 473 

25 

<210>. 142 
<211> 102 
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<212> PRT 

<213> Homo sapiens 

<400> 142 

Met Phe Leu Thr Ala Leu Leu Trp Arg Gly Arg Me Pro Gly Arg Gin 

15 10 15 

Trp lie Gly Lys His Arg Arg Pro Arg Phe Val Ser Leu Arg Ala Lys 

20 25 30 

Gin Asn Met I le Arg Arg Leu Glu I le Glu Ala Glu Asn His Tyr Trp 

35 40 45 

Leu Ser Met Pro Tyr Met Thr Arg Glu Gin Glu Arg Gly His Ala Ala 

50 55 60 

Val Arg Arg Arg Glu Ala Phe Glu Ala I le Lys Ala Ala Ala Thr Ser 
55 70 75 80 

Lys Phe Pro Pro His Arg Phe I le Ala Asp Gin Leu Asp His Leu Asn 

85 90 95 

Val Thr Lys Lys Trp Ser 
100 

<210> 143 

<211> 1664 

<212> DNA 

<213> Homo sapiens 

<220> 
<221>CDS 

<222> (106).. (1131) 
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<400> 143 

tctggcactg aggccctcgc cacctgcctc gccacctggc gaccctgacc ccaccacact 60 

5 gccttgagag tcgctcaaaa gtagggcccc agggctcgca gcagc atg ggc acc gag 1 1 7 

Met Gly Thr Glu 
1 

aaa gaa age cca gag ccc gac tgc cag aaa cag ttc cag get gca gtg 165 
10 Lys Glu Ser Pro Glu Pro Asp Cys Gin Lys Gin Phe Gin Ala Ala Val 
5 10 15 20 

age gtc ate cag aac ctg ccc aag aac ggt tct tac cgc ccc tec tat 213 
Ser Val Me Gin Asn Leu Pro Lys Asn Gly Ser Tyr Arg Pro Ser Tyr 
15 25 30 35 

gaa gag atg ctg cga ttc tac agt tac tac aag cag gec acc atg ggg 261 

Glu Glu Met Leu Arg Phe Tyr Ser Tyr Tyr Lys Gin Ala Thr Met Gly 
40 45 50 

20 

ccc tgc ctg gtc ccc egg ccc ggg ttc tgg gac ccc att gga cga tat 309 

Pro Cys Leu Val Pro Arg Pro Gly Phe Trp Asp Pro I le Gly Arg Tyr 
55 60 65 

25 aag tgg gac gec tgg aac agt ctg ggc aag atg age agg gag gag gee 357 
Lys Trp Asp Ala Trp Asn Ser Leu Gly Lys Met Ser Arg Glu Glu Ala 
70 75 80 
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atg tct gcc tac ate act gaa atg aaa ctg gtg gca cag aag gtg ate 405 
Met Ser Ala Tyr lie Thr Glu Met Lys Leu Val Ala Gin Lys Val Me 
85 90 95 100 

gac aca gtg ccc ctg ggt gag gtg gca gag gac atg ttt ggt tac ttc 453 
Asp Thr Val Pro Leu Gly Glu Val Ala Glu Asp Met Phe Gly Tyr Phe 
105 110 115 

gag ccc ctg tac cag gtg ate cct gac atg ccg agg ccc cca gag acc 501 
Glu Pro Leu Tyr Gin Val Me Pro Asp Met Pro Arg Pro Pro Glu Thr 
120 125 130 

ttc ctg aga agg gtc aca ggt tgg aaa gag cag gtt gtg aat gga gat 549 
Phe Leu Arg Arg Val Thr Gly Trp Lys Glu Gin Val Val Asn Gly Asp 
135 140 145 

gtt ggg get gtt tea gag cct ccc tgc etc ccc aag gaa ccg gca ccc 597 
Val Gly Ala Val Ser Glu Pro Pro Cys Leu Pro Lys Glu Pro Ala Pro 
150 155 - : 160 

cca age cca get tec etc tgg gca gta act eta cca acc cct cca cag 645 
Pro Ser Pro Ala Ser Leu Trp Ala Val Thr Leu Pro Thr Pro Pro Gin 
165 170 175 180 



agt ccc att cac cca ggg acc tgg act ccg agg ttt tct gtg att ccc 
Ser Pro Me His Pro Gly Thr Trp Thr Pro Arg Phe Ser Val lie Pro 
185 190 195 



693 
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tgg age age tgg age ctg age tgg ttt gga cag age age ggg cag cat 741 
Trp Ser Ser Trp Ser Leu Ser Trp Phe Gly Gin Ser Ser Gly Gin His 
200 205 210 

ctg gag gaa age gtg ate cca gga aca gee ccg tgc ccc cca caa aga 789 
Leu Glu Glu Ser Va I I le Pro Gly Thr Ala Pro Cys Pro Pro Gin Arg 
215 220 225 

aag agg ggt tgc ggg gca gee cgc egg ggc ccc agg agt tgg acg tgt 837 
Lys Arg Gly Cys Gly Ala Ala Arg Arg Gly Pro Arg Ser Trp Thr Cys 
230 235 240 

ggc tgc tgg gga cag ttc gag cac tac agg aga gca tgc agg agg tgc 885 
Gly Cys Trp Gly Gin Phe Glu His Tyr Arg Arg Ala Cys Arg Arg Cys 
245 250 — 255 260 

agg cga ggg tgc aga gec tgg aga gca tgc ccc ggc ccc ctg age aga 933 
Arg Arg Gly Cys Arg Ala Trp Arg Ala Cys Pro Gly Pro Leu Ser Arg 
265 270 275 

ggc cgc age cca ggc cca gtg etc ggc cat ggc ccc ttg ggc tec egg 981 
Gly Arg Ser Pro Gly Pro Val Leu Gly His Gly Pro Leu Gly Ser Arg 
280 285 290 

ggc ccg cgc tgc tct tct tec tec tgt ggc cct teg teg tec agt ggc 1029 
Gly Pro Arg Cys Ser Ser Ser Ser Cys Gly Pro Ser Ser Ser Ser Gly 
295 300 305 
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tct tec gaa tgt ttc gga ccc aaa aga ggt gac tgt cag tgg agg ggt 1077 
Ser Ser Giu Cys Phe Gly Pro Lys Arg Gly Asp Cys Gin Trp Arg Gly 
310 315 320 

5 etc tgc age caa ctg aga eta tct tgc tgt gec ctg age ctt cct agg 1125 
Leu Cys Ser Gin Leu Arg Leu Ser Cys Cys Ala Leu Ser Leu Pro Arg 
325 330 335 340 

gtt tag aagaacagca ttcaaaattc cccgtcctgt cagtgtttgc cttcgcacct 1181 
10 Val 

cctcccctaa ageagegegg ggggcaaata agaccccacc cctccctgca gcttcacagg 1241 

gacgcttcct tccctccccg caaccacccc aggctcccct gggaggctgc agttgtggta 1301 

15 

cacgtccccg gtgctgggtt ggccgtgact egggggeggg gcgatcgggt ctcagcccct 1361 

gccttcccca gtctctgggt cacccgaatt ttcccacccc tgcttctccc cgaggaggtt 1421 

20 gagctcttga gcaagttggg acttgggccg gggcctggaa gaatgattgg ctgggaggcc 1481 

gcgggaggga ggecaggagg cccggaccag ttgggaggag tgagcaggee cegggggagg 1541 

gggatgagcg cagtttgetc gctttcctcc cctgccggcc ccctccgccc ccacacacac 1601 

25 

tegggaegtc ttcattgaag attcacttac aaaggaatgt ttcactaaat aaaagaaaac 1661 



cag 



1664 



+ 
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<210> 144 
<211> 341 
5 <212> PRT 

<213> Homo sapiens 

<400> 144 

Met Gly Thr Glu Lys Glu Ser Pro Glu Pro Asp Cys Gin Lys Gin Phe 
10 1 5 10 15 . 

Gin Ala Ala Va I Ser Val I le Gin Asn Leu Pro Lys Asn Gly Ser Tyr 

20 25 30 

Arg Pro Ser Tyr Glu Glu Met Leu Arg Phe Tyr Ser Tyr Tyr Lys Gin 
35 40 45 

15 Ala Thr Met Gly Pro Cys Leu Val Pro Arg Pro Gly Phe Trp Asp Pro 
50 55 60 

lie Gly Arg Tyr Lys Trp Asp Ala Trp Asn Ser Leu Gly Lys Met Ser 
65 70 75 80 

Arg Glu Glu Ala Met Ser Ala Tyr Me Thr Glu Met Lys Leu Val Ala 
20 85 90 95 

Gin Lys Val Me Asp Thr Val Pro Leu Gly Glu Val Ala Glu Asp Met 

100 105 110 

Phe Gly Tyr Phe Glu Pro Leu Tyr Gin Val Me Pro Asp Met Pro Arg 
115 120 125 

25 Pro Pro Glu Thr Phe Leu Arg Arg Val Thr Gly Trp Lys Glu Gin Val 
130 135 140 

Val Asn Gly Asp Val Gly Ala Val Ser Glu Pro Pro Cys Leu Pro Lys 
145 150 155 160 
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Glu Pro Ala Pro Pro Ser Pro Ala Ser Leu Trp Ala Val Thr Leu Pro 

165 170 175 

Thr Pro Pro Gin Ser Pro I le His Pro Gly Thr Trp Thr Pro Arg Phe 

180 185 190 

Ser Val Me Pro Trp Ser Ser Trp Ser Leu Ser Trp Phe Gly Gin Ser 

195 200 205 

Ser Gly Gin His Leu Glu Glu Ser Val I le Pro Gly Thr Ala Pro Cys 

210 215 220 

Pro Pro Gin Arg Lys Arg Gly Cys Gly Ala Ala Arg Arg Gly Pro Arg 
225 - 230 235 240 

Ser Trp Thr Cys Gly Cys Trp Gly Gin Phe Glu His Tyr Arg Arg Ala 

245 250 255 

Cys Arg Arg Cys Arg Arg Gly Cys Arg Ala Trp Arg Ala Cys Pro Gly 

260 265 270 

Pro Leu Ser Arg Gly Arg Ser Pro Gly Pro Val Leu Gly His Gly Pro 

275 280 285 

Leu Gly Ser Arg Gly Pro Arg Cys Ser Ser Ser Ser Cys Gly Pro Ser 

290 295 300 

Ser Ser Ser Gly Ser Ser Glu Cys Phe Gly Pro Lys Arg Gly Asp Cys 
305 310 315 320 

Gin Trp Arg Gly Leu Cys Ser Gin Leu Arg Leu Ser Cys Cys Ala Leu 

325 330 335 

Ser Leu Pro Arg Val 
340 

<210>. 145 
<211> 835 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90) . . (740) 

<400> 145 

aaaaatccga agtgccgcgg aaagtggaga gctgacaagg aaggtttcga gcgttttgct 60 

ggcaaaggga tttcttacaa cctccaggc atg cgt ctt tct gcc ctg ctg gcc 113 

Met Arg Leu Ser Ala Leu Leu Ala 

1 5 

ttg gca tec aag gtc act ctg ccc ccc cat tac cgc tat ggg atg age 161 

Leu Ala Ser Lys Val Thr Leu Pro Pro His Tyr Arg Tyr Gly Met Ser 
10 15 20 

ccc cca ggc tct gtt gca gac aag agg aag aac ccc cca tgg ate agg 209 
Pro Pro Gly Ser Val Ala Asp Lys Arg Lys Asn Pro Pro Trp Me Arg 
25 30 35 40 

egg cgc cca gtg gtt gtg gaa ccc ate tct gat gaa gac tgg tat ctg 257 
Arg Arg Pro Val Val Val Glu Pro Me Ser Asp Glu Asp Trp Tyr Leu 
45 50 55 

ttc tgt ggg gac acg gtg gag ate eta gaa ggc aag gat gcc ggg aag 305 
Phe Cys Gly Asp Thr Val Glu Me Leu Glu Gly Lys Asp Ala Gly Lys 
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60 65 70 

cag ggc aaa gtg gtt caa gtt ate egg cag cga aac tgg gtg gtc gtg 353 
Gin Gly Lys Val Va I Gin Val lie Arg Gin Arg Asn Trp Va I Val Val 
75 80 85 

gga ggg ctg aac aca cat tac cgc tac att ggc aag acc atg gat tac 401 
Gly Gly Leu Asn Thr His Tyr Arg Tyr He Gly Lys Thr Met Asp Tyr 
90 95 100 

egg gga acc atg ate cct agt gaa gee ccc ttg etc cac cgc cag gtc 449 
Arg Gly Thr Met Me Pro Ser Glu Ala Pro Leu Leu His Arg Gin Val 
105 110 115 120 

aaa ctt gtg gat cct atg gac agg aaa ccc act gag ate gag tgg aga 497 
Lys Leu Val Asp Pro Met Asp Arg Lys Pro Thr Glu lie Glu Trp Arg 
125 130 135 

ttt act gaa gca gga gag egg gta cga gtc tec aca cga tea ggg aga 545 
Phe Thr Glu Ala Gly Glu Arg Val Arg Val Ser Thr Arg Ser Gly Arg 
140 145 150 

att ate cct aaa ccc gaa ttt ccc aga get gat ggc ate gtc cct gaa 593 
Me Me Pro Lys Pro Glu Phe Pro Arg Ala Asp Gly I le Val Pro Glu 
1 55 1 60 1 65 

acg tgg att gat ggc ccc aaa gac aca tea gtg gaa gat get tta gaa 641 
Thr Trp I le Asp Gly Pro Lys Asp Thr Ser Val Glu Asp Ala Leu Glu 
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170 175 180 

aga acc tat gtg ccc tgt eta aag aca ctg cag gag gag gtg atg gag 689 
Arg Thr Tyr Val Pro Cys Leu Lys Thr Leu Gin Glu Glu Val Met Glu 
185 190 195 200 

gec atg ggg ate aag gag acc egg aaa tac aag aag gtc tat tgg tat 737 
Ala Met Gly lie Lys Glu Thr Arg Lys Tyr Lys Lys Val Tyr Trp Tyr 
205 210 215 

tga gectggggea gagcagctcc tccccaactt ctgtcccagc cttgaaggct 790 

gaggcacttc tttttcagat gecaataaag agcactttat gagtc 835 

<210> 146 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 146 

Met Arg Leu Ser Ala Leu Leu Ala Leu Ala Ser Lys Val Thr Leu Pro 

15 10 15 

Pro His Tyr Arg Tyr Gly Met Ser Pro Pro Gly Ser Val Ala Asp Lys 

20 25 30 

Arg Lys Asn Pro Pro Trp I le Arg Arg Arg Pro Val Val Val Glu Pro 
35 40 45 



WO 01/42302 



32 1/360 



PCT/JP00/08631 



! le Ser Asp GIu Asp Trp Tyr Leu Ph Cys Gly Asp Thr Val Glu I le 

50 55 60 

Leu Glu Gly Lys Asp Ala Gly Lys Gin Gly Lys Val Val Gin Val lie 
65 70 75 80 

Arg Gin Arg Asn Trp Val Val Val Gly Gly Leu Asn Thr His Tyr Arg 

85 90 95 

Tyr Me Gly Lys Thr Met Asp Tyr Arg Gly Thr Met Me Pro Ser Glu 

100 105 110 

Ala Pro Leu Leu His Arg Gin Val Lys Leu Val Asp Pro Met Asp Arg 

115 120 125 

Lys Pro Thr Glu Me Glu Trp Arg Phe Thr Glu Ala Gly Glu Arg Val 

130 135 140 

Arg Val Ser Thr Arg Ser Gly Arg Me Me Pro Lys Pro Glu Phe Pro 
145 150 155 160 

Arg Ala Asp Gly Me Val Pro Glu Thr Trp Me Asp Gly Pro Lys Asp 

165 170 175 

Thr Ser Val Glu Asp Ala Leu Glu Arg Thr Tyr Val Pro Cys Leu Lys 

180 185 190 

Thr Leu Gin Glu Glu Val Met Glu Ala Met Gly Me Lys Glu Thr Arg 

195 200 205 

Lys Tyr Lys Lys Val Tyr Trp Tyr 
210 215 



<210> 147 

<211> 2465 

<212>.DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (71). . (1261) 

<400> 147 

aaactcgtca tttcctccag ctagaggagc tcaactgatc tgttttcttt cgcccagcca 60 

aaatcacaga atg aag gcg gtg aag age gaa egg gag cga ggg age egg 109 
Met Lys Ala Val Lys Ser Glu Arg Glu Arg Gly Ser Arg 
1 5 10 

cga aga cac egg gac ggg gac gtg gtg ctg ccg gcg ggg gtg gtg gtg 157 
Arg Arg His Arg Asp Gly Asp Val Val Leu Pro Ala Gly Val Val Val 
15 20 25 

aag cag gag cgt etc age cca gaa gtc gca cct ccc gee cac cgc cgt 205 
Lys Gin Glu Arg Leu Ser Pro Glu Val Ala Pro Pro Ala His Arg Arg 
30 35 40 45 

ccg gac cac tec ggt ggt age ccg tct ccg ccg acc age gag ccg gec 253 
Pro Asp His Ser Gly Gly Ser Pro Ser Pro Pro Thr Ser Glu Pro Ala 
50 55 60 



cgc teg ggc cac cgc ggg aac cga gec cga gga gtt age egg tec cca 
Arg Ser Gly His Arg Gly Asn Arg Ala Arg Gly Val Ser Arg Ser Pro 
65 70 75 



301 
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ccc aaa aag aaa aac aag gcc tea ggg aga aga age aag tct cct cgc 349 
Pro Lys Lys Lys Asn Lys Ala Ser Gly Arg Arg Ser Lys Ser Pro Arg 
80 85 90 

5 agt aag aga aac cga agt cct cac cac tea aca gtc aaa gtg aag cag 397 
Ser Lys Arg Asn Arg Ser Pro His His Ser Thr Val Lys Val Lys Gin 
95 100 105 

gag cgt gag gat cat ccc egg aga gga egg gag gat egg cag cac agg 445 
10 Glu Arg Glu Asp His Pro Arg Arg Gly Arg Glu Asp Arg Gin His Arg 
110 115 120 125 

gaa cca tea gaa cag gaa cac agg aga get agg aac agt gae egg gac 493 
Glu Pro Ser Glu Gin Glu His Arg Arg Ala Arg Asn Ser Asp Arg Asp 
15 130 135 140 



aga cac egg ggc cat tec cac caa agg aga aeg tct aac gag agg cct 541 

Arg His Arg Gly His Ser His Gin Arg Arg Thr Ser Asn Glu Arg Pro 

145 : 150 155 

20 

ggg agt ggg cag ggt cag gga egg gat cga gac act cag aac ctg cag 589 

Gly Ser Gly Gin Gly Gin Gly Arg Asp Arg Asp Thr Gin Asn Leu Gin 
160 165 170 



25 



get cag gaa gaa gag egg gag ttt tat aat gcc agg cga egg gag cat 
Ala Gin Glu Glu Glu Arg Glu Phe Tyr Asn Ala Arg Arg Arg Glu His 
175 180 185 
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cgc cag agg aat gac gtt ggt ggt ggc ggc agt gag tct cag gag ttg 685 

Arg Gin Arg Asn Asp Val Gly G!y Gly Gly Ser Glu Ser Gin Glu Leu 
190 195 200 205 

5 gtt cct egg cct ggt ggc aac aac aaa gaa aaa gag gtg ccc get aaa 733 

Val Pro Arg Pro Gly Gly Asn Asn Lys Glu Lys Glu Val Pro Ala Lys 
210 215 220 

gaa aaa cca age ttt gaa ctt tct ggg gca ctt ctt gag gac ace aac 781 

10 Glu Lys Pro Ser Phe Glu Leu Ser Gly Ala Leu Leu Glu Asp Thr Asn 

225 230 235 

act ttc egg ggt gta gtc att aaa tat agt gag ccc cca gaa gca cgt 829 

Thr Phe Arg Gly Val Val Me Lys Tyr Ser Glu Pro Pro Glu Ala Arg 
15 240 245 250 



ate ccc aaa aaa egg tgg cgt etc tac cca ttt aaa aat gat gag gtg 877 

I le Pro Lys Lys Arg Trp Arg Leu Tyr Pro Phe Lys Asn Asp Glu Val 

255 260 ; 265 

20 

ctt cca gtc atg tac ata cat cga cag agt gcg tac eta ctg ggt cga 925 

Leu Pro Val Met Tyr I le His Arg Gin Ser Ala Tyr Leu Leu Gly Arg 
270 275 280 285 

25 cac cgc cgc att gca gac att cca att gat cac ccg tct tgt tea aag 973 

His Arg Arg I le Ala Asp I le Pro I le Asp His Pro Ser Gys Ser Lys 
290 295 300 
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cag cat gcg gtc ttt caa tat egg ctt gtg gaa tat acc cgt get gat 1021 

Gin His Ala Val Phe Gin Tyr Arg Leu Val Glu Tyr Thr Arg Ala Asp 
305 310 315 

5 ggc aca gtt ggc cga aga gtg aag ccc tac ate att gac ctt ggc tea 1069 

Gly Thr Val Gly Arg Arg Val Lys Pro Tyr lie Me Asp Leu Gly Ser 
320 s^-v 325 330 



ggc aat gga acc ttc tta aac aac aaa cgt att gag cca cag aga tac 1117 
10 Gly Asn Gly Thr Phe Leu Asn Asn Lys Arg Me Glu Pro Gin Arg Tyr 
335 340 345 

tat gaa eta aaa gaa aag gat gta etc aaa ttt gga ttc agt age aga 1 1 65 
Tyr Glu Leu Lys Glu Lys Asp Val Leu Lys Phe Gly Phe Ser Ser Arg 
15 350 355 360 365 

gaa tac gtc ttg etc cat gag teg teg gac act tct gaa ata gac agg 1213 

Glu Tyr Val Leu Leu His Glu Ser Ser Asp Thr Ser Glu Me Asp Arg 

370 375 380 

20 

aaa gat gac gag gat gag gag gag gag gaa gaa gtg tct gac age tag 1261 

Lys Asp Asp Glu Asp Glu Glu Glu Glu Glu Glu Val Ser Asp Ser 

385 390 395 

25 caaactaaga acccaaacta ttgatacacg gtttccttct tggaagtctt tgattgactc 1321 



agagagcact atggtggtgg gtccagcact atggtgctct 



ctgtaatgcc tcttactgcc 1381 
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ttaagtcttt cctctgttgc tgaccagatt gtgttaccat ttgaatacac tgactaatgt 1441 
ttgttaaact ttttctgtgg caccttggcc acatgcctgc aggcatttgt tttcagaaca 1501 
5 gtctcaccaa ttacaacaca ccgtgtttta gtagaagtgt tgtggtttta gttggtgctt 1561 
tcagaactgc tgcctaggaa actataaacc cttggttaag gggaaatcat ggcttgttct 1621 
ctttgtacag ttactttatt tatataggtg ttaagctttg tggaccaggt gtttttcttt 1681 

10 

tggggcgaac ccctgagcag agaatcttac taggctttgg ttatcaccaa aacaacctcc 1741 
agtatatacc aaagctttga cttgtttgag ctcttgagct tagaagttga ttttgcactt 1801 
15 atttttttgg ggggtgggaa tgtactgcag tcagtaaaca ttattgactg tttaacttaa 1861 
acagatgctt tatggcacct gctcaagccc gtgactgtac agaaggatcc tggttgctac 1921 
cagtgggtgc tgattcagca tcacaagtga ctgaaattgg ctgtggatct gttctttgtg 1981 

20 

aaagaattcc tgatttctcc atggagcatg tacacaacaa ttttgatcat attaactgta 2041 
cttcagtttt gcatttttat tcaaatgtta tctctttttt tctttgagaa ataaactgtc 2101 
25 actgatgtga cagcgttctt tctttattct aataacatgt atagatctaa agcaggttgt 2161 
gttgtttaca tgtttctaca catttcatcc tttaaaaagt tgttgagaga ggttgtattt 2221 
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accttcccaa ggttggaaag caggggaatt tcccagtgtc ctagttttcc accagaggaa 2281 
tatgtgtaag tagcaaagta tttgctgctt acatatagtg tgtatgtatg tatatatgta 2341 
aattgtgtgt taaagagctg atactgattt tcatatgaca atgttaggca aaggcctccc 2401 
tgcatttgaa gagcaggttt tcatttatat gtatttttgg gataaaaaaa taaatttgta 2461 
atat 2465 

<210> 148 
<211> 396 
<212> PRT 
<213> Homo sapiens 

<400> 148 

Met Lys Ala Val Lys Ser Glu Arg Glu Arg Gly Ser Arg Arg Arg His 

1 5 : 10 15 

Arg Asp Gly Asp Val Val Leu Pro Ala Gly Val Val Val Lys Gin Glu 

20 25 30 

Arg Leu Ser Pro Glu Val Ala Pro Pro Ala His Arg Arg Pro Asp His 

35 40 45 

Ser Gly Gly Ser Pro Ser Pro Pro Thr Ser Glu Pro Ala Arg Ser Gly 

50 55 60 

His Arg Gly Asn Arg Ala Arg Gly Val Ser Arg Ser Pro Pro Lys Lys 
65 . 70 75 80 

Lys Asn Lys Ala Ser Gly Arg Arg Ser Lys Ser Pro Arg Ser Lys Arg 
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85 90 95 

Asn Arg Ser Pro His His Ser Thr Val Lys Val Lys Gin Glu Arg Glu 

100 105 110 

Asp His Pro Arg Arg Gly Arg Glu Asp Arg Gin His Arg Glu Pro Ser 

115 120 125 

Glu Gin Glu His Arg Arg Ala Arg Asn Ser Asp Arg Asp Arg His Arg 

130 135 140 

Gly His Ser His Gin Arg Arg Thr Ser Asn Glu Arg Pro Gly Ser Gly 
145 150 155 160 

Gin Gly Gin Gly Arg Asp Arg Asp Thr Gin Asn Leu Gin Ala Gin Glu 

165 170 175 

Glu Glu Arg Glu Phe Tyr Asn Ala Arg Arg Arg Glu His Arg Gin Arg 

180 185 190 

Asn Asp Val Gly Gly Gly Gly Ser Glu Ser Gin Glu Leu Val Pro Arg 

195 200 205 

Pro Gly Gly Asn Asn Lys Glu Lys Glu Val Pro Ala Lys Glu Lys Pro 

210 215 220 

Ser Phe Glu Leu Ser Gly Ala Leu Leu Glu Asp Thr Asn Thr Phe Arg 
225 230 235 240 

Gly Val Val I le Lys Tyr Ser Glu Pro Pro Glu Ala Arg I le Pro Lys 

245 250 255 

Lys Arg Trp Arg Leu Tyr Pro Phe Lys Asn Asp Glu Val Leu Pro Val 

260 265 270 

Met Tyr lie His Arg Gin Ser Ala Tyr Leu Leu Gly Arg His Arg Arg 

275 280 285 

I le Ala Asp I le Pro I le Asp His Pro Ser Cys Ser Lys Gin His Ala 

290 295 300 

Val Phe Gin Tyr Arg Leu Val Glu Tyr Thr Arg Ala Asp Gly Thr Val 
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305 310 315 320 

Gly Arg Arg Val Lys Pro Tyr I le Me Asp Leu Gly Ser Gly Asn Gly 

325 330 335 

Thr Phe Leu Asn Asn Lys Arg Me- Glu Pro Gin Arg Tyr Tyr Glu Leu 
5 340 345 350 

Lys Glu Lys Asp Val Leu Lys Phe Gly Phe Ser Ser Arg Glu Tyr Val 

355 360 365 

Leu Leu His Glu Ser Ser Asp Thr Ser Glu Me Asp Arg Lys Asp Asp 
370 375 380 

10 Glu Asp Glu Gtu Glu Glu Glu Glu Val Ser Asp Ser 
385 390 395 

<210> 149 
15 <211> 3600 
<212> DNA 
<213> Homo sapiens 

<220> 
20 <221> CDS 

<222> (149). . (1504) 

<400> 149 

aatccagcgc agccgggaga cagatgcgag gcggcggtca gcaggtgccg aacccacggc 60 

25 

caggcttccg tggccagcag ccctagagga atggccatcc tgtccctgcg agcccctggg 120 



ccctggcagg cgatgcaggt gggatgct atg gaa tat gat gag aag ctg gcc 172 
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Met Glu Tyr Asp Glu Lys Leu Ala 
1 5 

cgt~ttc egg cag gec cac etc aac ccc ttc aac aag cag tct ggg ccg 220 
Arg Phe Arg Gin Ala His Leu Asn Pro Phe Asn Lys Gin Ser Gly Pro 
10 15 20 

aga cag cat gag cag ggc cct ggg gag gag gtc ccg gac gtc act cct 268 
Arg Gin His Glu Gin Gly Pro Gly Glu Glu Val Pro Asp Val Thr Pro 
25 30 35 40 

gaa gag gec ctg cct gag ctg ccc cct ggg gag ccg gaa ttc cgc tgc 316 
Glu Glu Ala Leu Pro Glu Leu Pro Pro Gly Glu Pro Glu Phe Arg Cys 
45 50 55 

cct gaa cgc gtg atg gat etc ggc ctg tct gag gac cac ttc tec cgc 364 
Pro Glu Arg Val Met Asp Leu Gly Leu Ser Glu Asp His Phe Ser Arg 
60 65 70 

cct gtg ggt ctg ttc ctg gec tct gac gtc cag cag ctg egg cag gcg 412 
Pro Val Gly Leu Phe Leu Ala Ser Asp Val Gin Gin Leu Arg Gin Ala 
75 80 85 

ate gag gag tgc aag cag gtg att ctg gag ctg ccc gag cag teg gag 460 
Me Glu Glu Cys Lys Gin Val Me Leu Glu Leu Pro Glu Gin Ser Glu 
90 95 100 



aag cag aag gat gee gtg gtg cga etc ate cac etc egg ctg aag etc 508 
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Lys Gin Lys Asp Ala Val Val Arg Leu Me His Leu Arg Leu Lys Leu 
105 110 115 120 

cag gag ctg aag gac ccc aat gag gat gag cca aac ate cga gtg etc 556 
Gin Glu Leu Lys Asp Pro Asn Glu Asp Glu Pro Asn I le Arg Val Leu 
125 130 135 

ctt gag cac cgc ttt tac aag gag aag age aag age gtc aag cag acc 604 
Leu Glu His Arg Phe Tyr Lys- Glu Lys Ser Lys Ser Val Lys Gin Thr 
140 145 150 

tgt gac aag tgt aac acc ate ate tgg ggg etc att cag acc tgg tac 652 
Cys Asp Lys Cys Asn Thr l ie Me Trp Gly Leu Me Gin Thr Trp Tyr 
155 160 165 

acc tgc aca ggg tgt tat tac cgc tgt cac agt aag tgc ttg aac etc 700 
Thr Cys Thr Gly Cys Tyr Tyr Arg Cys His Ser Lys Cys Leu Asn Leu 
170 175 180 

ate tec aag ccc tgt gtg age tec aaa gtc age cac caa get gaa tac 748 
Me Ser Lys Pro Cys Val Ser Ser Lys Val Ser His Gin Ala Glu Tyr 
185 190 195 200 

gaa ctg aac ate tgc cct gag aca ggg ctg gac age cag gat tac cgc 796 
Glu Leu Asn I le Cys Pro Glu Thr Gly Leu Asp Ser Gin Asp Tyr Arg 
205 210 215 

tgt gee gag tgc egg gcg ccc ate tct ctg egg ggt gtg ccc agt gag 844 
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Cys Ala Glu Cys Arg Ala Pro lie Ser Leu Arg Gly Val Pro Ser Glu 
220 225 230 

gcc agg cag tgc gac tac acc ggc cag tac tac tgc age cac tgc cac 892 
Ala Arg Gin Cys Asp Tyr Thr Gly Gin Tyr Tyr Cys Ser His Cys His 
235 240 245 

tgg aac gac ctg get gtg ate cct gca cgc gtt gta cac aac tgg gac 940 
Trp Asn Asp Leu Ala Val I le Pro Ala Arg Val Val His Asn Trp Asp 
250 255 260 

ttt gag cct cga aag gtt tct cgc tgc age atg cgc tac ctg gcg ctg 988 
Phe Glu Pro Arg Lys Val Ser Arg Cys Ser Met Arg Tyr Leu Ala Leu 
265 270 275 280 

atg gtg tct egg ccc gta etc agg etc egg gag ate aac cct ctg ctg 1036 
Met Val Ser Arg Pro Val Leu Arg Leu Arg Glu I le Asn Pro Leu Leu 
285 290 295 

ttc age tac gtg gag gag ctg gtg gag att cgc aag ctg cgc cag gac 1084 
Phe Ser Tyr Val Glu Glu Leu Val Glu lie Arg Lys Leu Arg Gin Asp 
300 305 310 

ate ctg etc atg aag ccg tac ttc ate acc tgc agg gag gcc atg gag 1132 
I le Leu Leu Met Lys Pro Tyr Phe I le Thr Cys Arg Glu Ala Met Glu 
315 320 325 

get cgt ctg ctg ctg cag etc cag gat egg cag cat ttt gtg gag aac 1180 
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Ala Arg Leu Leu Leu Gin Leu Gin Asp Arg Gin His Phe Val Glu Asn 
330 335 340 

gac gag atg tac tct gtc cag gac etc ctg gac gtg cat gec ggc cgc 1228 
5 Asp Glu Met Tyr Ser Val Gin Asp Leu Leu Asp Val His Ala Gly Arg 
345 350 355 360 

ggc tgc teg etc acc gag ate cac acg etc ttc gee aag cac ate 1276 
Leu Gly Cys Ser Leu Thr Glu Me His Thr Leu Phe Ala Lys His Me 
10 365 370 375 

aag ctg gac tgc gag egg tgc cag gec aag ggc ttc gtg tgt gag etc 1324 
Lys Leu Asp Cys Glu Arg Cys Gin Ala Lys Gly Phe Val Cys Glu Leu 
380 385 390 

15 

tgc aga gag ggc gac gtg ctg ttc ccg ttc gac age cac acg tct gtg 1372 
Cys Arg Glu Gly Asp Val Leu Phe Pro Phe Asp Ser His Thr Ser Val 
395 400 405 

20 tgc gec gac tgc tec gcg gtc ttc cac agg gac tgc tac tac gac aac 1420 
Cys Ala Asp Cys Ser Ala Val Phe His Arg Asp Cys Tyr Tyr Asp Asn 
410 415 420 



tec acc act tgt ccc aag tgt gec 
25 Ser Thr Thr Cys Pro Lys Cys Ala 
425 430 

etc ttc cag gag cca ggt ccc gat 



egg etc age ctg agg aag cag teg 1 468 
Arg Leu Ser Leu Arg Lys Gin Ser 
435 440 

gtg gag gec tag cgccgaggaa 1514 
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Leu Phe Gin Glu Pro Gly Pro Asp Val Glu Ala 
445 450 



cagtgctggg caccccgcct ggcccgccag gacccaccct gccaacatca agttgttcct 1574 



tctgctccgg agacccctgg ggtgcggccc tggccccctc cacccctgct gggccagagc 1634 



gggtgggcag tgtcaaggcc cgctgtctcc caggtgcttg ctgggactcg gggcggctgc 1694 



acctggctgt cacctgggtg tgctgctgtg aggggtcctt gcgtggcccc catccttccc 1754 



ccaatgcaga actccatggg cagggagctg gggggacatc tcacctcccc catggcacag 1814 
agccctccac acccctggac cagggcatcc gggccctaga aattccacag ctcccgtcct 1 874 



ggccaccctg gaagctcatc aggccaagac ccggacagag cttcagagga gtgttgagtg 1934 



acacctgagg atgcggctgc acacactcag ccaagggccg agtctcacct gcggtggggt 1994 
ttcggctctg cctgggggct ccatcccttt cagccactcg tggccttggg gatttctggt 2054 
tgtccccagc tgggactgtt cacagttgtc acctgcagac ctgcctctcc ctggcctgag 2114 



gttcaaaggc ctcatcggat ggtcagtaca gtggggtcac ctgttgtttc tatacaacag 2174 



cagggaaggg gccatggagc ttttccctgc tgggtgctcc tgctttggcc cagcccacct 2234 



ttcctggtgc tccaagctag gaggctgtgg ccccagcctg aggagggtgt cctggcctcc 2294 
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aggtgtgcag caggggctgt gtgctggggg aggttccagt taggcgatgg gatcctgcag 2354 
tggtctggtg gcatttcttg gaaccagatt tacctgagga gctctgtcct gctccctgtg 2414 

5 

gagggctcca gatagctcag aaatgaccag ccaatggcct tttgtttggg ggcctgaggt 2474 
caagagagct gagagtattc gctcgactga gcacattcag gaagatcagg gcaggcgtgt 2534 

10 gggaggtccc tcactccacg ggacagaggc ccctggacag cagaggaaac ctacagctct 2594 
gggtgagggg acacttggct ttggtgtttg cactttacag atcctgcggt ccacgagggg 2654 
cctcaggaga ggacgtgtca ggacgtggct tcccagcctt ctgccttggg cagtgggggt 2714 
gctcctgtct gtccttttcc cccacaccct ggactgtgct tggctgttgg tgcacatggt 2774 
tggcacacgg tgggcagagg gcagagaatg ccactgcttg gttattggtc ccctttgacc 2834 

20 aggaaaccca agaggagaca cctcagtcag cagaaaggcc acctggctca ctggctcatt 2894 
ccaggagtgg gagagacggc agggtctcct ctttgtcctc cggcatcagg aaggggatgg 2954 
tgtccactcc ccactgtggt ggctttaggc aaggttctta ttgtctgctc tgcctcggtt 3014 

25 

tccccatctg gaaaatgggg gcaggggtcc tgacctacct caggtggaac ggtgagcagg 3074 
gaacatgtcg gagtccttca gagaatgtga tgtgaggttg gatcaacagt gtgggttcct 3134 
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gtcctgtttc cccttcctct ttggggctga ggaggaggtt aaaggccaaa tgctgtttcc 3194 
caacacccca aagtctgcac acgtctcatg aatgcatcac atttctgtca tatggatatt 3254 
agccattccg aaatctgtgt aatcaacttc acattattca agttacaaat cactgtgtcc 3314 
atagaaaaac tgtgctggta tttgctggac aaagggttgg gcccctttta tttttacctg 3374 
ccacccagca tctcccccac ctgccccttc tgggtgacac agccggtaaa cggaatcacg 3434 
tatggttctt tctgtgggtc tgtggcacag caggaagagc ccggtgccgc cagcaccttg 3494 
tggaagacca cacatgggtg gtcccacagc atgggaccag gctggcctga gggatgccca 3554 
gttgtaacaa tgctgctgtc actgtctcat taaatataca tccttt 3600 

<210> 150 
<211> 451 
<212> PRT 

<213> Homo sapiens 
<400> 150 

Met Glu Tyr Asp Glu Lys Leu Ala Arg Phe Arg Gin Ala His Leu Asn 

1 5 10 15 

Pro Phe Asn Lys Gin Ser Gly Pro Arg Gin His Glu Gin Gly Pro Gly 
20 25 30 
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Glu Glu Val Pr Asp Val Thr Pro Glu Glu Ala Leu Pro Glu Leu Pro 

35 40 45 

Pro Gly Glu Pro Glu Phe Arg Cys Pro Glu Arg Val Met Asp Leu Gly 

50 55 60 

Leu Ser Glu Asp His Phe Ser Arg Pro Val Gly Leu Phe Leu Ala Ser 
65 70 75 80 

Asp Val Gin Gin Leu Arg Gin Ala lie Glu Glu Cys Lys Gin Val Me 

85 90 95 

Leu Glu Leu Pro Glu Gin Ser Glu Lys Gin Lys Asp Ala Val Val Arg 

100 105 110 

Leu lie His Leu Arg Leu Lys Leu Gin Glu Leu Lys Asp Pro Asn Glu 

115 120 125 

Asp Glu Pro Asn Me Arg Val Leu Leu Glu His Arg Phe Tyr Lys Glu 

130 135 140 

Lys Ser Lys Ser Val Lys Gin Thr Cys Asp Lys Cys Asn Thr Me Me 
145 150 155 160 

Trp Gly Leu Me Gin Thr Trp Tyr Thr Cys Thr Gly Cys Tyr Tyr Arg 

165 170 175 

Cys His Ser Lys Cys Leu Asn Leu I le Ser Lys Pro Cys Val Ser Ser 

180 185 190 

Lys Val Ser His Gin Ala Glu Tyr Glu Leu Asn Me Cys Pro Glu Thr 

195 200 205 

Gly Leu Asp Ser Gin Asp Tyr Arg Cys Ala Glu Cys Arg Ala Pro I le 

210 215 220 

Ser Leu Arg Gly Val Pro Ser Glu Ala Arg Gin Cys Asp Tyr Thr Gly 
225 230 235 240 

Gin Tyr Tyr Cys Ser His Cys His Trp Asn Asp Leu Ala Val Me Pro 
245 250 255 
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Ala Arg Val Val His Asn Trp Asp Ph Glu Pro Arg Lys Val S r Arg 

260 265 270 

Cys Ser Met Arg Tyr Leu Ala Leu Met Val Ser Arg Pro Val Leu Arg 

275 280 285 

Leu Arg Glu Me Asn Pro Leu Leu Phe Ser Tyr Val Glu Glu Leu Val 

290 295 300 

Glu Me Arg Lys Leu Arg Gin Asp I le Leu Leu Met Lys Pro Tyr Phe 
305 310 315 320 

I le Thr Cys Arg Glu Ala Met Glu Ala Arg Leu Leu Leu Gin Leu Gin 

325 330 335 

Asp Arg Gin His Phe Val Glu Asn Asp Glu Met Tyr Ser Val Gin Asp 

340 345 350 

Leu Leu Asp Val His Ala Gly Arg Leu Gly Cys Ser Leu Thr Glu Me 

355 360 365 

His Thr Leu Phe Ala Lys His Me Lys Leu Asp Cys Glu Arg Cys Gin 

370 375 380 

Ala Lys Gly Phe Val Cys Glu Leu Cys Arg Glu Gly Asp Val Leu Phe 
385 390 395 400 

Pro Phe Asp Ser His Thr Ser Val Cys Ala Asp Cys Ser Ala Val Phe 

405 410 415 

His Arg Asp Cys Tyr Tyr Asp Asn Ser Thr Thr Cys Pro Lys Cys Ala 

420 425 430 

Arg Leu Ser Leu Arg Lys Gin Ser Leu Phe Gin Glu Pro Gly Pro Asp 

435 440 445 

Val Glu Ala 
450 
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<210> 151 
<211> 442 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12).. (353) 

<400> 151 

gttctacagc t atg gcc ggg cca get gca get ttc cgc cgc ttg ggc gee 50 

Met Ala Gly Pro Ala Ala Ala Phe Arg Arg Leu Gly Ala 

1 5 10 

ttg tec gga get gcg gcc tta ggc ttc get tec tac ggg gcg cac ggc 98 
Leu Ser Gly Ala Ala Ala Leu Gly Phe Ala Ser Tyr Gly Ala His Gly 
15 20 25 

gcc caa ttc cca gat gcc tac ggg aag gag ctg ttt gac aag gcc aac 146 
Ala Gin Phe Pro Asp Ala Tyr Gly Lys Glu Leu Phe Asp Lys Ala Asn 
30 35 40 45 

aaa cac cac ttc tta cac age ctg gcc ctg tta ggg gtg ccc cat tgc 194 
Lys His His Phe Leu His Ser Leu Ala Leu Leu Gly Val Pro His Cys 
50 55 60 

aga aag cca etc tgg get ggg tta ttg eta get tec gga acg acc tta 242 
Arg Lys Pro Leu Trp Ala Gly Leu Leu Leu Ala Ser Gly Thr Thr Leu 
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65 70 75 

ttc tgc acc age ttt tac tac cag get ctg agt gga gac ccc age ate 290 

Phe Cys Thr Ser Phe Tyr Tyr Gin Ala Leu Ser Gly Asp Pro Ser I le 

80 85 90 



cag act ttg gee cct gcg gga ggg acc ctg eta etc ttg ggc tgg ctt 338 
Gin Thr Leu Ala Pro Ala Gly Gly Thr Leu Leu Leu Leu Gly Trp Leu 
95 100 105 

gee ttg get ctt tga gctccctttt gcttaattac tgggttttct gggcagtttt 393 

Ala Leu Ala Leu 

110 

tttttttaaa gagttggagt aagaagagga ttaaaaagga aaggcaaat 442 

<210> 152 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 152 

Met Ala Gly Pro Ala Ala Ala Phe Arg Arg Leu Gly Ala Leu Ser Gly 

15 10 15 

Ala Ala Ala Leu Gly Phe Ala Ser Tyr Gly Ala His Gly Ala Gin Phe 

20 25 30 

Pro Asp Ala Tyr Gly Lys Glu L u Ph Asp Lys Ala Asn Lys His His 
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35 40 45 

Phe Leu His Ser Leu Ala Leu Leu Gly Val Pro His Cys Arg Lys Pro 

50 55 60 

Leu Trp Ala Gly Leu Leu Leu Ala Ser Gly Thr Thr Leu Phe Cys Thr 
65 70 75 80 

Ser Phe Tyr Tyr Gin Ala Leu Ser Gly Asp Pro Ser I le Gin Thr Leu 

85 90 95 

Ala Pro Ala Gly Gly Thr Leu Leu Leu Leu Gly Trp Leu Ala Leu Ala 
100 105 110 

Leu 

<210> 153 
<211> 726 
<212> QNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12).. (680) 

<400> 153 

gcacagccaa g atg gcg gcg tec gtg cga cag gca cgc age eta eta ggt 50 
Met Ala Ala Ser Val Arg Gin Ala Arg Ser Leu Leu Gly 
1 5 10 

gtg gcg gcg ace ctg gee ccg ggt tec cgt ggc tac egg gcg egg ccg 98 
Val Ala Ala Thr Leu Ala Pro Gly Ser Arg Gly Tyr Arg Ala Arg Pro 
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15 20 25 

ccc ccg cgc cgc agg ccg gga ccc egg tgg cca gac ccc gag gac etc 146 
Pro Pro Arg Arg Arg Pro Gly Pro Arg Trp Pro Asp Pro Glu Asp Leu 
30 35 40 45 

ctg acc ccg egg tgg cag ctg gga ccg cgc tac gcg get aag cag ttc 1 94 
Leu Thr Pro Arg Trp Gin Leu Gly Pro Arg Tyr Ala Ala Lys Gin Phe 
50 55 60 

gcg cgt tac ggc gec gec tec ggg gtg gtc ccc ggt teg tta tgg ccg 242 
Ala Arg Tyr Gly Ala Ala Ser Gly Va I Val Pro Gly Ser Leu Trp Pro 
65 70 75 

teg ccg gag cag ctg egg gag ctg gag gec gaa gaa cgc gaa tgg tac 290 
Ser Pro Glu Gin Leu Arg Glu Leu Glu Ala Glu Glu Arg Glu Trp Tyr 
80 85 90 

ccg age ctg gcg acc atg cag gag teg ctg egg gtg aag cag ctg gee 338 
Pro Ser Leu Ala Thr Met Gin Glu Ser Leu Arg Val Lys Gin Leu Ala 
95 100 105 

gaa gag cag aag cgt egg gag agg gag cag cac ate gca gag tgc atg 386 
Glu Glu Gin Lys Arg Arg Glu Arg Glu Gin His lie Ala Glu Cys Met 
110 115 120 125 



gec aag atg cca cag atg att gtg aac tgg cag cag cag cag egg gag 
Ala Lys Met Pro Gin Met Me Val Asn Trp Gin Gin Gin Gin Arg Glu 



434 
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130 135 140 

aac tgg gag aag gcc cag get gac aag gag agg agg gec cga ctg cag 482 
Asn Trp Glu Lys Ala Gin Ala Asp Lys Glu Arg Arg Ala Arg Leu Gin 
145 150 155 

get gag gcc cag gag etc ctg ggc tac cag gtg gac cca agg agt gcc 530 
Ala Glu Ala Gin Glu Leu Leu Gly Tyr Gin Val Asp Pro Arg Ser Ala 
160 165 170 

cgc ttc cag gag ctg etc cag gac eta gag aag aag gag cgc aag cgc 578 
Arg Phe Gin Glu Leu Leu Gin Asp Leu Glu Lys Lys Glu Arg Lys Arg 
175 180 185 

etc aag gag gaa aaa cag aaa egg aag aag gag gcg cga get get gca 626 
Leu Lys Glu Glu Lys Gin Lys Arg Lys Lys Glu Ala Arg Ala Ala Ala 
190 195 200 205 

ttg get gca get gtg get eaa gac cca gca gcc tct ggg gca ccc age 674 
Leu Ala Ala Ala Val Ala Gin Asp Pro Ala Ala Ser Gly Ala Pro Ser 
210 215 220 

tec tga ggctttgtcc ettcceaata aagectgeta cctggcagta cccctg 726 
Ser 

<210X 154 
<211> 222 
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<212> PRT 

<213> Homo sapiens 

<400> 154 

Met Ala Ala Ser Va! Arg Gin Ala Arg Ser Leu Leu Gly Val Ala Ala 

15 10 15 

Thr Leu Ala Pro Gly Ser Arg Gly Tyr Arg Ala Arg Pro Pro Pro Arg 

20 25 30 

Arg Arg Pro Gly Pro Arg Trp Pro Asp Pro Glu Asp Leu Leu Thr Pro 

35 40 45 

Arg Trp Gin Leu Gly Pro Arg Tyr Ala Ala Lys Gin Phe Ala Arg Tyr 

50 55 60 

Gly Ala Ala Ser Gly Val Val Pro Gly Ser Leu Trp Pro Ser Pro Glu 
65 70 75 80 

Gin Leu Arg Glu Leu Glu Ala Glu Glu Arg Glu Trp Tyr Pro Ser Leu 

85 90 95 

Ala Thr Met Gin Glu Ser Leu Arg Val Lys Gin Leu Ala Glu Glu Gin 

100 105 110 

Lys Arg Arg Glu Arg Glu Gin His Me Ala Glu Cys Met Ala Lys Met 

115 120 125 

Pro Gin Met lie Val Asn Trp Gin Gin Gin Gin Arg Glu Asn Trp Glu 

130 135 140 

Lys Ala Gin Ala Asp Lys Glu Arg Arg Ala Arg Leu Gin Ala Glu Ala 
145 150 155 160 

Gin Glu Leu Leu Gly Tyr Gin Val Asp Pro Arg Ser Ala Arg Phe Gin 

165 170 175 

Glu Leu Leu Gin Asp Leu Glu Lys Lys Glu Arg Lys Arg Leu Lys Glu 
180 185 190 
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Glu Lys Gin Lys Arg Lys Lys Glu Ala Arg Ala Ala Ala Leu Ala Ala 

195 200 205 

Ala Val Ala Gin Asp Pro Ala Ala Ser Gly Ala Pro Ser Ser 
210 215 " 220 

<210> 155 

<211> 1120 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (208). . (1044) 
<400> 155 

ccttttcttc cgcacggttg gaggaggtcg gctggttatc gggagttgga gggctgaggt 60 

cgggagggtg gtgtgtacag agctctagga ctcacgcacc aggccagtcg cgggttttgg 120 

gccgaggcct gggttacaag cagcaagtgc gcggttgggg ccactgcgag gccgttttag 180 

aaaactgttt aaaacaaaga gcaattg atg gat aaa tea gga ata gat tct ctt 234 

Met Asp Lys Ser Gly lie Asp Ser Leu 
1 5 

gac cat gtg aca tct gat get gtg gaa ctt gca aat cga agt gat aac 282 
Asp His Val Thr Ser Asp Ala Val Glu Leu Ala Asn Arg Ser Asp Asn 
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10 15 20 25 

tct tct gat age age tta ttt aaa act cag tgt ate cct tac tea cct 330 
Ser Ser Asp Ser Ser Leu Phe Lys Thr Gin Cys lie Pro Tyr Ser Pro 
30 35 40 

aaa ggg gag aaa aga aac ccc att cga aaa ttt gtt cgt aca cct gaa 378 
Lys Gly Glu Lys Arg Asn Pro I le Arg Lys Phe Va! Arg Thr Pro Glu 
45 50 55 

agt gtt cac gca agt gat tea tea agt gac tea tct ttt gaa cca ata 426 
Ser Val His Ala Ser Asp Ser Ser Ser Asp Ser Ser Phe Glu Pro lie 
60 65 70 



cca ttg act ata aaa get att ttt gaa aga ttc aag aac agg aaa aag 474 
Pro Leu Thr Me Lys Ala I le Phe Glu Arg Phe Lys Asn Arg Lys Lys 
75 80 85 

aga tat aaa aaa aag aaa aag agg agg tac cag cca aca gga aga cca 522 
Arg Tyr Lys Lys Lys Lys Lys Arg Arg Tyr Gin Pro Thr Gly Arg Pro 
90 95 100 105 



egg gga aga cca gaa gga agg aga aat cct ata tac tea eta ata gat 570 
Arg Gly Arg Pro Glu Gly Arg Arg Asn Pro lie Tyr Ser Leu Me Asp 
110 115 120 



aag aag aaa caa ttt aga age aga gga tct ggc ttc cca ttt tta gaa 
Lys Lys Lys Gin Phe Arg Ser Arg Gly Ser Gly Phe Pro Phe Leu Glu 



618 
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125 130 135 

tea gag aat gaa aaa aac gca cct tgg aga aaa att tta acg ttt gag 666 
Ser Glu Asn Glu Lys Asn Ala Pro Trp Arg Lys fie Leu Thr Phe Glu 
140 145 150 

caa get gtt gca aga gga ttt ttt aac tat att gaa aaa ctg aag tat 714 
Gin Ala Val Ala Arg Gly Phe Phe Asn Tyr l ie Glu Lys Leu Lys Tyr 
155 160 165 

gaa cac cac ctg aaa gaa tea ttg aag caa atg aat gtt ggt gaa gat 762 
Glu His His Leu Lys Glu Ser Leu Lys Gin Met Asn Val Gly Glu Asp 
170 175 180 185 

tta gaa aat gaa gat ttt gac agt cgt aga tac aaa ttt ttg gat gat 810 
Leu Glu Asn Glu Asp Phe Asp Ser Arg Arg Tyr Lys Phe Leu Asp Asp 
190 195 200 

gat gga tec att tct cct att gag gag tea aca gca gag gat gag gat 858 
Asp Gly Ser I le Ser Pro I le Glu Glu Ser Thr Ala Glu Asp Glu Asp 
205 210 215 

gca aca cat ctt gaa gat aac gaa tgt gat ate aaa ttg gca ggg gat 906 
Ala Thr His Leu Glu Asp Asn Glu Cys Asp Me Lys Leu Ala Gly Asp 
220 225 230 

agt ttc ata gta agt tct gaa ttc cct gta aga ctg agt gta tac tta 954 
Ser Phe Me Val Ser Ser Glu Phe Pro Val Arg Leu Ser Val Tyr Leu 
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235 240 245 

gaa gaa gag gat att act gaa gaa get get ttg tct aaa aag aga get 1002 
Glu Glu Glu Asp lie Thr Glu Glu Ala Ala Leu Ser Lys Lys Arg Ala 
250 255 260 265 

aca aaa gec aaa aat act gga cag aga ggc ctg aaa atg tga 1044 
Thr Lys Ala Lys Asn Thr Gly Gin Arg Gly Leu Lys Met 
270 275 

caggatcatg aatgtcaaag gtgaagcata tagaaaaaac gacttcatag aaatgaataa 1104 

agataaatgt ggatat 1120 

<210> 156 
<211> 278 
<212> PRT 

<213> Homo sapiens 
<400> 156 

Met Asp Lys Ser Gly Me Asp Ser Leu Asp His Val Thr Ser Asp Ala 

15 10 15 

Val Glu Leu Ala Asn Arg Ser Asp Asn Ser Ser Asp Ser Ser Leu Phe 

20 25 30 

Lys Thr Gin Cys lie Pro Tyr Ser Pro Lys Gly Glu Lys Arg Asn Pro 

35 40 45 

Me Arg Lys Phe Val Arg Thr Pro Glu Ser Val His Ala Ser Asp Ser 
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50 55 60 

Ser Ser Asp Ser Ser Phe Glu Pro I le Pro Leu Thr I le Lys Ala I le 
65 70 75 80 

Phe Glu Arg Phe Lys Asn Arg Lys Lys Arg Tyr Lys Lys Lys Lys Lys 

85 90 95 

Arg Arg Tyr Gin Pro Thr Gly Arg Pro Arg Gly Arg Pro Glu Gly Arg 

100 105 110 

Arg Asn Pro I le Tyr Ser Leu I le Asp Lys Lys Lys Gin Phe Arg Ser 

115 120 125 

Arg Gly Ser Gly Phe Pro Phe Leu Glu Ser Glu Asn Glu Lys Asn Ala 

130 135 140 

Pro Trp Arg Lys He Leu Thr Phe Glu Gin Ala Val Ala Arg Gly Phe 
145 150 155 160 

Phe Asn Tyr I le Glu Lys Leu Lys Tyr Glu His His Leu Lys Glu Ser 

165 170 175 

Leu Lys Gin Met Asn Val Gly Glu Asp Leu Glu Asn Glu Asp Phe Asp 

180 185 190 

Ser Arg Arg Tyr Lys Phe Leu Asp Asp Asp Gly Ser I le Ser Pro I le 

1 95 200 205 

Glu Glu Ser Thr Ala Glu Asp Glu Asp Ala Thr His Leu Glu Asp Asn 

210 215 220 

Glu Cys Asp He Lys Leu Ala Gly Asp Ser Phe I le Val Ser Ser Glu 
225 230 235 240 

Phe Pro Val Arg Leu Ser Val Tyr Leu Glu Glu Glu Asp He Thr Glu 

245 250 255 

Glu Ala Ala Leu Ser Lys Lys Arg Ala Thr Lys Ala Lys Asn Thr Gly 

260 265 270 

Gin Arg Gly Leu Lys M t 
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275 



<210> 157 
5 <211> 747 
<212> DNA 
<213> Homo sapiens 



<220> 
10 <221> CDS 

<222> (27) . . (692) 

<400> 157 

ctctctcatg accccgctcc gggatt atg gcc ggg act ggg ctg ctg gcg ctg 53 
15 Met Ala Gly Thr Gly Leu Leu Ala Leu 

1 5 

egg acg ctg cca ggg ccc age tgg gtg cga ggc teg ggc cct tec gtg 101 
Arg Thr Leu Pro Gly Pro Ser Trp Val Arg Gly Ser Gly Pro Ser Val 
20 10 15 20 25 



ctg age cgc ctg cag gac gcg gcc gtg gtg egg cct ggc ttc ctg age 149 

Leu Ser Arg Leu Gin Asp Ala Ala Val Val Arg Pro Gly Phe Leu Ser 

30 35 40 

25 

acg gca gag gag gag acg ctg age cga gaa ctg gag ccc gag ctg cgc 197 

Thr AJa Glu Glu Glu Thr Leu Ser Arg Glu Leu Glu Pro Glu Leu Arg 
45 50 55 
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cgc cgc cgc tac gaa tac gat cac tgg gac gcg gcc ate cac ggc ttc 245 
Arg Arg Arg Tyr Glu Tyr Asp His Trp Asp Ala Ala I le His Gly Phe 
60 65 70 - 

cga gag aca gag aag teg cgc tgg tea gaa gcc age egg gcc ate ctg 293 
Arg Glu Thr Glu Lys Ser Arg Trp Ser Glu Ala Ser Arg Ala I le Leu 
75 80 85 

cag cgc gtg cag gcg gcc gcc ttt ggc ccc ggc cag acc ctg etc tec 341 
Gin Arg Val Gin Ala Ala Ala Phe Gly Pro Gly Gin Thr Leu Leu Ser 
90 95 100 105 

tec gtg cac gtg ctg gac ctg gaa gcc cgc ggc tac ate aag ccc cac 389 
Ser Val His Val Leu Asp Leu Glu Ala Arg Gly Tyr Me Lys Pro His 
110 115 120 

gtg gac age ate aag ttc tgc ggg gcc acc ate gcc ggc ctg tct etc 437 
Val Asp Ser Me Lys Phe Cys Gfy Ala Thr Me Ala Gly Leu Ser Leu 
125 130 135 

ctg tct ccc age gtt atg egg ctg gtg cac acc cag gag ccg ggg gag 485 
Leu Ser Pro Ser Val Met Arg Leu Val His Thr Gin Glu Pro Gly Glu 
140 145 150 

tgg ctg gaa etc ttg ctg gag ccg ggc tec etc tac ate ctt agg ggc 533 
Trp Leu Glu L u Leu Leu Glu Pro Gly Ser Leu Tyr I le Leu Arg Gly 
155 160 165 
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tea gec cgt tat gac ttc tec cat gag ate ctt egg gat gaa gag tec 581 
Ser Ala Arg Tyr Asp Phe Ser His Glu lie Leu Arg Asp Glu Glu Ser 
170 175 180 185 

ttc ttt ggg gaa cgc egg att ccc egg ggc egg cgc ate tec gtg ate 629 
Phe Phe Gly Glu Arg Arg I le Pro Arg Gly Arg Arg I le Ser Val lie 
190 195 200 

tgc cgc tec etc cct gag ggc atg ggg cca ggg gag tct gga cag ccg 677 
Cys Arg Ser Leu Pro Glu Gly Met Gly Pro Gly Glu Ser Gly Gin Pro 
205 210 215 

ccc cca gee tgc tga cccccagctt tctacagaca ccagatttgt gaataaagtt 732 
Pro Pro Ala Cys 
220 

ggggaatgga cagee 747 



<210> 158 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 158 

M t AJa Gly Thr Gly Leu Leu Ala Leu Arg Thr Leu Pro Gly Pro Ser 
15 10 15 
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Trp Val Arg Gly Ser Gly Pro Ser Val Leu Ser Arg Leu Gin Asp Ala 

20 25 30 

Ala Val Val Arg Pro Gly Phe Leu Ser Thr Ala Glu Glu Glu Thr Leu 

- 35 40 45 

Ser Arg Glu Leu Glu Pro Glu Leu Arg Arg Arg Arg Tyr Glu Tyr Asp 

50 55 60 

His Trp Asp Ala Ala I le His Gly Phe Arg Glu Thr Glu Lys Ser Arg 
65 70 75 80 

Trp Ser Glu Ala Ser Arg Ala Me Leu Gin Arg Val Gin Ala Ala Ala 

85 90 95 

Phe Gly Pro Gly Gin Thr Leu Leu Ser Ser Val His Val Leu Asp Leu 

100 105 110 

Glu Ala Arg Gly Tyr Me Lys Pro His Val Asp Ser Me Lys Phe Gys 

115 120 125 

Gly Ala Thr I le Ala Gly Leu Ser Leu Leu Ser Pro Ser Val Met Arg 

130 135 140 

Leu Val His Thr Gin Glu Pro Gly Glu Trp Leu Glu Leu Leu Leu Glu 
145 150 155 160 

Pro Gly Ser Leu Tyr Me Leu Arg Gly Ser Ala Arg Tyr Asp Phe Ser 

165 170 175 

His Glu lie Leu Arg Asp Glu Glu Ser Phe Phe Gly Glu Arg Arg Me 

180 185 190 

Pro Arg Gly Arg Arg I le Ser Val I le Cys Arg Ser Leu Pro Glu Gly 

195 200 205 

Met Gly Pro Gly Glu Ser Gly Gin Pro Pro Pro Ala Cys 
210 215 220 
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<210> 159 
<211> 1441 
<212> DNA 

<213> Homo sapiens 

5 

<220> 
<221> CDS 

<222> (95) . . (1420) 
10 <400> 159 

atattccggt ggctggtctc cggcggcccc gtccccgact gggccccgtg cccccccgcc 60 

cccgcggccc cccgccgccg ggccagccgc cacc atg aag aaa ttc ttt cag gag 115 

Met Lys Lys Phe Phe Gin Glu 
15 1 5 

ttc aag gcc gac ate aag ttc aaa age gcg gga ccc ggt cag aag etc 163 

Phe Lys Ala Asp lie Lys Phe Lys Ser Ala Gly Pro Gly Gin Lys Leu 

10 15 20 

20 

aaa gag tec gtg ggg gaa aag gee cac aaa gag aag ccc aac cag cca 21 1 

Lys Glu Ser Val Gly Glu Lys Ala His Lys Glu Lys Pro Asn Gin Pro 
25 30 35 



25 



gcc ccc agg ccg ccc cgc cag gga ccc acc aat gag gca cag atg gca 
Ala Pro Arg Pro Pro Arg Gin Gly Pro Thr Asn Glu Ala Gin Met Ala 
40 . 45 50 55 



259 
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gcc get gec gec eta gec egg ctg gag cag aag cag tec egg gee tgg 307 
Ala A!a Ala Ala Leu Ala Arg Leu Glu Gin Lys Gin Ser Arg Ala Trp 
60 65 70 

5 ggc ccc aca teg cag gac acc ate cga aac cag gtg aga aag gaa ctt 355 
Gly Pro Thr Ser Gin Asp Thr Me Arg Asn Gin Val Arg Lys Glu Leu 
75 80 85 

caa gcc gaa gcc acc gtc age ggg age ccc gag gcc cca ggg acc aac 403 
10 Gin Ala Glu Ala Thr Val Ser Gly Ser Pro Glu Ala Pro Gly Thr Asn 
90 95 100 

gtg gta tct gag ccc aga gag gaa ggc tct gcc cac ctg get gtg cct 451 
Val Val Ser Glu Pro Arg Glu Glu Gly Ser Ala His Leu Ala Val Pro 
15 105 110 115 

ggc gtg tac ttc acc tgt ccg etc act ggg gcc acc ctg agg aag gac 499 

Gly Val Tyr Phe Thr Cys Pro Leu Thr Gly Ala Thr Leu Arg Lys Asp 

120 125 130 135 

20 

cag egg gac gcc tgc ate aag gag gcc att etc ttg cac ttc tec acc 547 

Gin Arg Asp Ala Cys I le Lys Glu Ala I le Leu Leu His Phe Ser Thr 
140 145 150 

25 gac cca gtg gcc gcc tec ate atg aag ate tac acg ttc aac aaa gac 595 
Asp Pro Val Ala Ala Ser I le Met Lys I le Tyr Thr Phe Asn Lys Asp 
155 160 165 
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cag gac egg gtg aag ctg ggt gtg gac acc att gec aag tac ctg gac 643 
Gin Asp Arg Val Lys Leu Gly Val Asp Thr fie Ala Lys Tyr Leu Asp 
170 175 180 

aac ate cac ctg cac ccc gag gag gag aag tac egg aag ate aag ctg 691 
Asn Me His Leu His Pro Glu Glu Glu Lys Tyr Arg Lys lie Lys Leu 
185 190 195 

cag aac aag grtg ttt cag gag cgc att aac tgc ctg gaa ggg acc cac 739 
Gin Asn Lys Val Phe Gin Glu Arg Me Asn Cys Leu Glu Gly Thr His 
200 205 210 215 

gag ttt ttt gag gec att ggg ttc cag aag gtg ttg ctt ccc gec cag 787 
Glu Phe Phe Glu Ala Me Gly Phe Gin Lys Val Leu Leu Pro Ala Gin 
220 225 230 

gat cag gag gac ccc gag gag ttc tac gtg ctg age gag acc acc ttg 835 
Asp Gin Glu Asp Pro Glu Glu Phe Tyr Val Leu Ser Glu Thr Thr Leu 
235 ' 240 245 

gec cag ccc cag age ctg gag agg cac aag gaa cag ctg ctg get gcg 883 
Ala Gin Pro Gin Ser Leu Glu Arg His Lys Glu Gin Leu Leu Ala Ala 
250 255 260 

gag ccc gtg cgc gec aag ctg gac agg cag cgc cgc gtc ttc cag ccc 931 
Glu Pro Val Arg Ala Lys Leu Asp Arg Gin Arg Arg Val Phe Gin Pro 
265 270 275 
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teg ccc ctg gec teg cag ttc gaa ctg cct ggg gac ttc ttc aac etc 979 
Ser Pro Leu Ala Ser Gin Phe Glu Leu Pro Gly Asp Phe Phe Asn Leu 
280 285 290 295 

aca gca gag gag ate aag egg gag cag agg etc agg tec gag gcg gtg 1027 
Thr Ala Glu Glu lie Lys Arg Giu Gin Arg Leu Arg Ser Glu Ala Val 
300 305 310 

gag egg ctg age gtg ctg egg acc aag gec atg egg gag aag gag gag 1075 
Glu Arg Leu Ser Val Leu Arg Thr Lys Ala Met Arg Glu Lys Glu Glu 
315 320 325 

cag egg ggg ctg cgc aag tac aac tac acg ctg ctg cgc gtg cgc etc 1123 
Gin Arg Gly Leu Arg Lys Tyr Asn Tyr Thr Leu Leu Arg Val Arg Leu 
330 335 340 

ccc gat ggc tgc etc ctg cag ggc act ttc tac get egg gag egg ctg 1171 
Pro Asp Gly Cys Leu Leu Gin Gly Thr Phe Tyr Ala Arg Glu Arg Leu 
345 350 355 

ggg gcg gtg tac ggg ttc gtc egg gag gec ctg cag age gac tgg ctg 1219 
Gly Ala Val Tyr Gly Phe Val Arg Glu Ala Leu Gin Ser Asp Trp Leu 
360 365 370 375 

cct ttt gag ctg ctg gec teg gga ggg cag aag ctg tec gag gac gag 1267 
Pro Phe Glu Leu Leu Ala Ser Gly Gly Gin Lys Leu Ser Glu Asp Glu 
380 385 390 
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aac ctg gcc ttg aac gag tgc ggg ctg gtg ccc tct gcc etc ctg acc 1315 
Asn Leu Ala Leu Asn Glu Cys Gty Leu Vai Pro Ser Ala Leu Leu Thr 
395 400 405 

5 ttc teg tgg gac atg get gtg ctg gag gac ate aag gcc gcg ggg gcc 1363 
Phe Ser Trp Asp Met Ala Val Leu Glu Asp tie Lys Ala Ala Gty Ala 
410 415 420 

gag ccg gac tec ate ctg aaa ccc gag etc ctg tea gcc ate gag aag 1411 
10 Glu Pro Asp Ser Me Leu Lys Pro Glu Leu Leu Ser Ala Me Glu Lys 
425 430 435 

etc ttg tga aataaaagca gggttggcct c 1441 
Leu Leu 
15 440 



<210> 160 

<211> 441 

20 <212> PRT 

<213> Homo sapiens 

<400> 160 

Met Lys Lys Phe Phe Gin Glu Phe Lys Ala Asp I le Lys Phe Lys Ser 
25 1 5 10 15 

Ala Gly Pro Gly Gin Lys Leu Lys Glu Ser Val Gly Glu Lys Ala His 

20 25 30 

Lys Glu Lys Pro Asn Gin Pro Ala Pro Arg Pro Pro Arg Gin Gly Pro 
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35 40 45 

Thr Asn Glu Ala Gin Met Ala Ala Ala Ala Ala Leu Ala Arg Leu Glu 
50 55 60 

Gin Lys Gin Ser Arg Ala Trp Gly Pro Thr Ser Gin Asp Thr I le Arg 

5 65 70 75 80 

Asn Gin Val Arg Lys Glu Leu Gin Ala Glu Ala Thr Val Ser Gly Ser 

85 90 95 

Pro Glu Ala Pro Gly Thr Asn Val Val Ser Glu Pro Arg Glu Glu Gly 
100 105 110 

10 Ser Ala His Leu Ala Val Pro Gly Val Tyr Phe Thr Cys Pro Leu Thr 
115 120 125 

Gly Ala Thr Leu Arg Lys Asp Gin Arg Asp Ala Cys I le Lys Glu Ala 

130 135 140 

^ ^ 

Me Leu Leu His Phe Ser Thr Asp Pro Val Ala Ala Ser I le Met Lys 
15 145 150 155 160 

lie Tyr Thr Phe Asn Lys Asp Gin Asp Arg Val Lys Leu Gly Val Asp 

165 170 175 

Thr lie Ala Lys Tyr Leu Asp Asn Me His Leu His Pro Glu Glu Glu 
180 ' 185 190 

20 Lys Tyr Arg Lys Me Lys Leu Gin Asn Lys Val Phe Gin Glu Arg Me 
195 200 205 

Asn Cys Leu Glu Gly Thr His Glu Phe Phe Glu Ala Me Gly Phe Gin 

210 215 220 

Lys Val Leu Leu Pro Ala Gin Asp Gin Glu Asp Pro Glu Glu Phe Tyr 
25 225 230 235 240 

Val Leu Ser Glu Thr Thr Leu Ala Gin Pro Gin Ser Leu Glu Arg His 

245 250 255 

Lys Glu Gin Leu Leu Ala Ala Glu Pro Val Arg Ala Lys Leu Asp Arg 
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260 265 270 

Gin Arg Arg Val Phe Gin Pro Ser Pro Leu Ala Ser Gin Phe Glu Leu 

275 280 285 

Pro Gly Asp Phe Phe Asn Leu Thr Ala Glu Glu lie Lys Arg Glu Gin 

290 295 300 

Arg Leu Arg Ser Glu Ala Val Glu Arg Leu Ser Val Leu Arg Thr Lys 
305 310 315 320 

Ala Met Arg Glu Lys Glu Glu Gin Arg Gly Leu Arg Lys Tyr Asn Tyr 

325 330 335 

Thr Leu Leu Arg Val Arg Leu Pro Asp Gly Cys Leu Leu Gin Gly Thr 

340 345 350 

Phe Tyr Ala Arg Glu Arg Leu Gly Ala Val Tyr Gly Phe Val Arg Glu 

355 360 365 

Ala Leu Gin Ser Asp Trp Leu Pro Phe Glu Leu Leu Ala Ser Gly Gly 

370 375 380 

Gin Lys Leu Ser Glu Asp Glu Asn Leu Ala Leu Asn Glu Cys Gly Leu 
385 390 395 400 

Val Pro Ser Ala Leu Leu Thr Phe Ser Trp Asp Met Ala Val Leu Glu 

405 410 415 

Asp I le Lys Ala Ala Gly Ala Glu Pro Asp Ser I le Leu Lys Pro Glu 

420 425 430 

Leu Leu Ser Ala lie Glu Lys Leu Leu 
435 440 
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^ (57) Abstract: A novel human protein; a DNA fragment encoding this protein; an expression vector; cells transformed by this 
^T) expression vector; and an antibody against the above protein. This novel human protein is usable as a drug, a reagent for clarifying 

intracellular protein networks, and a protein source for screening a protein capable of binding to a low-molecular weight drug. The 
^ above DNA fragment is usable as a gene diagnostic probe, a gene therapy source, and a gene source for producing the above human 

protein on a mass scale. The above expression vector is usable in producing the above human protein in vitro or in various host cells. 
O The cells with the excessive expression of the protein due to the gene transfer are usable in detecting a corresponding receptor or 
a a ligand and screening a novel low-molecular weight drug. The above antibody against the above protein is usable as a means of 

purifying the protein and in examining the expression dose or location of the protein in cells. 
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t h^d^i c D N A 

5 ttffittf? 

15 S 0 =*l60DNA*-f>|f|.n||Rft*tM*Si«|Jln?|B«L3*««K^^ 

25 mat. (2) «»rt©»*ft»icn#-r*ftM»*. o> 

(7) y/ACl«i:B4tfiiei; (8") «e^oMi=H4-r*IEap 
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(9) mRN ACX^?^ V^^'l-i^tSSISIft if A* ft So -ft 

mizts^x&Gmx&Zo zh-£xtaz>tix^z>&#=?-it£tomm<D$>< \t. lama 

8t££*I*S:h1*Tiii-G)£BS£fSgT6:5£*<i ^ft$-e»bft 

m^izmf&mmxz&tK &tzmmz*ix^tiii^&mo>$><it$mtfi&<. 
fi. d n AE5»jtt^tfft-efey. MGg*<z)*,Qiot*#bftfci*., «BBSrt-eii, 

20 A<Dlff$8J*$-rmR N AfclE^Sft* m R N A <Dffi5"HS$8 £g8IR L X Sfi 

$^15, LfctfoTs CKDmR N A$g|S(C LTftSlL*: c D N Atf£tfLX*£*l 

it. z<DcDNAzm^xttfc?zm&n*,-£m-f$>zttf-5imktiiZ>o fct-. 

&W.mf&frhm&LtzrnRNA$mMlZLX* cDNA££-j£L. cDNA©SP» 

25 

t*ST^fi!cLf:cDNAli, 5S£^T*ifc iS < . ^ b ft fz t <73 *< 
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5 (Kato, S. et al.. Gene 150:243-250. 1994) » ^ITCOttf t'plS 

Lfct hSifcDNA^n->J(g«ftSCil;<):y, t hlStm^cD 
n Aaufc-eM-rsc: ttf^Hfcifcofco -<3&tff£ffl^T t hSilc dna^ 

10 C*L£T*0>t h£SKl!!|-f 6W3E<Df££. [St^tf^fUiffi'bfrtDJ&'T? 

iteTl^m^A^fc^fcAlcll^fiC^^SCi:^^ t>*MC«:y oofcSo Z*i£>CD 

£&a«*rM*I$*iT^<5o -(DBS*,. thiDSiScDNAli. ite^SJgfflcDii 

15 . 

20 

25 (i) E$IJ§^2. 4, 6, 8. 10. 12, 14, 16. 18, 20, 22. 2 

4, 26, 28. 30. 32. 34. 36, 38, 40, 42, 44, 46, 4 

8. 50. 52, 54. 56. 58. 60. 62. 64. 66. 68. 70. 7 

2. 7 4, 7 6, 7 8. 8 0, 8 2, .8 4, 8 6, 8 8, 9 0. 9 2. 9 4. 9 
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6. 9 8, 100, 1 02. 104, 106, 108, 110, 112, 114, 
116, 118, 120, 12 2, 124, 126, 128, 130, 132, 1 
34, 136, 138, 140, 142, 144, 146, 148, 150, 15 

2, 1 5 4, 1 5 6, 1 5 8, £fcl*1 6 0 01^1* ftfr <BT 5 J &gB?l| £*ff SIS 
5 llthldl. 

(ii) BfiiBfgBJl(i)<DgGm£3-K-f3DNAI!§itto 

(Hi) l!2l6^(i)fl)ISS$3-KtSt hcDNAt'fcot, K5»J#^ 1 . 
10 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 2 
9, 31, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 5 

3, 55, 57, 59, 61, 63, 65, 67, 69, 71, 73, 75, 7 

7, 7 9, 81, 83, 85, 87, 89, 91 , 93, 95, 97, 99, 10 
1, 103, 105, 107, 109, 111, 113, 115, 117, 11 

15 9, 121, 123, 125, 127,129, 131, 133, 135, 13 
7, 139, 141, 143, 145, 147, 149, 151,1 53, 15 
5, 15 7, $fcl*1 5 9(DfSSRfti£(D£giB5>J$*-f £DN ABt)io 

(iv) 1 , 3, 5,-7, 9, 11, 13, 15, 17, 19, 21, 2 

20 3, 2 5, 27, 29, 31, 33, 35, 37, 39, 41, 43, 45, 4 
7, 49, 51, 53, 55, 57, 59, 61, 63, 65, 67, 69, 7 
1, 73, 75, 77, 79, 81, 83, 85, 87, 89, 91, 93, 9 
5, 97, 99, 101, 103, 105, 107, 109, 111, 113, 1 
15, 117, 119, 121, 123, 125, 127, 129, 131, 13 
25 3, 135, 137, 139, 141, 143, 145, 147, 149, 15 
1 , 1 5 3, 1 5 5, 1 5 7, £fcl*1 5 9 m^ftfr O&SIS^Jfr "o £ $ B"II2f! 
BJHiii.)0DN ABrtto 
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(v) H^JIef|B^(ii)^^>(iv)(7)L^■r4^^<DDNAB^^^^-r>t" h □ SIR fc 3 lM*?t 

(vi) flrl538BJj ( ii (iv)0H>-f*lfr<DD N ABrttilg&Mfig^a — K"f 3 D 

(vii) Baf5«B^(vi)(DflS^^^-©^M^T'ifeS^3feMdMi!s^Ma©o 

(vin) BUieigBJ(v)^/cl*(vi)(D^=S/<^^-(c c fe^^^fe^«CT?fcoT, |tJIB5§ 

ffflBSo 

15 aacDf^m^ift^ 

Ulli. ^D->HP0 2 5 7 3)!l<3-Kt5t Hfili:. ifGTPg^l 

13 2 It, — >HP026 1 2i<3- K-T-St Halt, 7^3/<^f U7 

5 OS 'Jt^V-AISlL 9<©7 5>i£ffi5IJ£lt&L*:0T?fc£o 
20 (3 3 l* s £ □ — >H P 1 o 1 I7 6<n — K-T-St Heft, ^JU-tr^ M#7 — 

a <j -9- <? )v y 7 1 $ - a 7 5 y m&m t i±& u fc n -e & -5 0 

MA It. ^a->HPl 01 2 0A<3 - KTSfc hS^i^:, f££€SgfiRF 

45G2. 1 0(D75y ^ffi5IJ$ifc^LfciaT^-5o 

i5li. *P->HP1 0421 A<=1- Kf§ t hiait. *Si&&S^aMB 

25 0 26 1. 4<D7 5/igffi$IJ£tfc&Lfc0T*fc<5o 

lae 1*. ?q->hpio582je><3 - K-f st h^sKt, *s4€g^esi 

O 8.. 7 k D a <D7 H S &&m : £it&Ltz®-Q]hZo 
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man. ^p->h pi 01 604^ - K-r hieit. ^A€.mm^mz 

K 1 24 8. 1 5<D7*;M&m£it&Ltzm-Z&Z 0 

5 0 4H5. 1 <D7*y&E&m$ltWiLtzmvfo&o 

0101*. ^D->HP0 2 6 44i<3 - Kt^thlfllt. S4R N A a ij 

* — if n ^ a M <o 7 5 y &se m £ it & l tz m V fe -5 „ 
01 lit ^a->HP0 3 23 3i<3-Kt'5thiaSi:, ttf3it§Ji^3. 

10 0 1 2li, ^70->HP1 0 43 7i<3-Kt5thiait, thpp2l7N 

^ □ y <d 7 s. j w&m t $ itm l tz m -e & <& „ 

01 3*n->HPl 05 2 5^a-Ktl.tneii> ^SiSI^g 

spac8C9. i i ^zsm&m&itwtLtzmvfoZo 

01 4ld\ ^D->HP1 0 543A^-KtSthI&Ii:, 7'5XO'fv/> 
15 'J •;/?■ Ky^T XSSf^fflSSMl ©75/ Mmm$tt$sLLtz®T:&Z> 0 

0 1 5 1*. ^D->HPO3 090^3-Kt§tHaii:, ISiiUKg^fi© 
3 2. 0 k D a<D7S.SMmm$it&LtzmX*&Zo 

01 6li, ^a->HP03l 4 5A<3-h't^tHSIi. 5 ha 

20 7S/&ffi5>j£tt&L*:0-efc-i>„ 

11 7lt ^Q->HP03 1 8 5A<a-KtStHati:, fc hfcX h>"7 
^PH2A1. 2 0>7S/IgE5iJ£it&Lfc0-e&-5o 

mi 8 It. ?Q->HP03324 A<3 - & t hlfifi. *fflg 'J # V— A 
latL 2<D7SS M&jilZit&Ltzmvfo&o 
25 11 9lt ^0->HP1 0 6 48^3- K1" £fc h^SHi. &*4SgM£S 
Y40B1B. 7<D7*/m®mZtt&LtzmX'&Z>o 
020 It. ^P->HP1 0 1 7 ^ hffiiSSS 
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02 11*. 9D->HP1 03 3 4A«3-Ft5thlfigt, thSH3hV 

02 2d ^0->HP 1 0 5 3 th7^h-> 

5 023I3\ 9P->HP 1 0 5 5 9^a-h'tStHeii:, th€iSM&M 
K I A AO 2 7 6<D7 5.S&mm$tt%tLtzmT*&Z> 0 

024I3\ ^p->h P 1 0 5 6 2*<=i- Kt5t USSfc, thiSStta-r 
v>y-y/<-ifiSLZ I P(D7S/§tiB0J£Jt&Lrr0-efc£o 

0 2 5 I*. ?Q->H P 1 0456A<3-K-r§th3ia®i:, 2 ft 

10 MM(D7S/i£ie$ij£tfc&L/-0-efcSo 

02 61*. ^d->HP1 0 4 9 8A<a-Kf5thieti: > 3^fiS131 
C24D19. 6<D7 5/StlE$l|£Jt&Lfc0T'fc6o 

02 7 1*, ?a->HPi 0505#u- Kf£ fc Klfili. S&fiHR&^aW 

F29B9. 1 O<D7 5yilffi$>]£tt&Lfc0T*fc-5 o 
15 0 2 8 1*. □- >H P 1 0 5 1 5 #3 - K-T-5 t HSlt. V3 0v3'!7/'v 
iiSiei63B1 2. s(D7 5 y^ffi5iJ^it«iLfcll-t?S5>-5o 

02 9 li, On — >HP01 1 24A«3-KtSthIfiSi:, t h7v^C o 
A ££- g d S (D 7 5 J W&M £ itm. L tz 0 T* fc -5 . 

03O(i % ^p->HP0 2 24 ii«a-Kt5tnsti. TyvijytiS 

^ B3llt ^o->HPlOlOltf3-Kt«tHfi»i, 

C3 2E8. 5©75/iE«$tt8lfcaTfft«, 

'B3 2I*. ^P->HP1 0 3 7 0A^-Kf5thlfifi:. va-)ya^ 
ifSISlCGI 1 5 3 4<D75y^iB5iJ^it^Lfc0'efc-5o 
25 03 311 ^a->HPl 04 2 74<a-Kt4thMIi. Il&fi83&)t 

Y106G6H. 8(07 5/ KlB9J^tt;^Lfc0-efc-5o 
13 4li. ^D->HP1 051 66<a-h't5t hgest, va'iyi^ 

x<g»^egcG i 4 1 3 oa)75y m&mzttmLtzm-v&Zo 
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18 W £ Htfc-f -5 fc tf> £ (D ffSg 

fe€>LN|iBiJiB|gW(ii )~(iv)(DD N ABf^^St^TM^xDN 

y&®-rz>ZktfX>2Ztf. AttffiT?35i#-f.5 L 

<fflt>b*l^„ 0«*(£. »II5ieB^(iii)$fc{i(iv)<DD N ABffr (cDNA) ££1" 

15 

lis 0«*liii585HBJl(iii)3:fcl*(iv)<&DN ASrtt<D3aRfii££s rnatK'J^^- 
i??P : E-'5'-£ifi-r£'<**-K*§&;L. ya^-t-izWZTZRN A#'J > 

A/K'J * 7— tf ?P^ — * — t LTlis T7. T3. S P 6 fc fiN^T? # £ D Z 
tlt>(ORN A/K'J> 7 — -tf^P^E-^-^^tr^^^ — t LTJ*. P KA1, pC 
DM8, P T3/T7 1 8, pT7/3 1 9. pBluescript Wti Ht^^X' t 

•So 

25 

n a* p-^>^sp<^ ^.-s^-^-n^^-rs^^^^-ic. mz.i*mi& 
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T*®ffi-r&Zblz&^TZ<Dc DN A*<n— K"3"SIId ^§fl#0) <fr &LZ b 
t XlmmmftZi*? pUC^. pBluescript Ik pET|g 

10 

15 -So MM^V 5 — t LXlt* pKA1, pCDM8. pSVK3. pMSG. pS 
VL. pBK-CMV, pBK-RSV, E B V K >7 $ — % pRS, p Y E S 2 
«t*A<«!!^T*^€>o plND/V5-Hi S< pFLAG-CMV-2, pE 

pEGFP-C1 tiii -t LXmi^tllt* H i s * 

7. FLAG? f ^ GFP4£ft«$yfttaLfcB*a6ftLT*«**6C 

20 ifPt§„ JlttlilSfc LTMk -y-^WMIiacos 7, ft-f--X/\AX?- 

wjmnttcHo«i:'a)«9Ln«i«Mtt. &sb&. nanus, 77 

).©a6R*Biaii!ft-v»jiaana-eje«*-a-fca)^, «i»^^gnsa 
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mmtm&* s«r, m>(>^m. v6lh-'M&. t^mm. sds-page, mw.&m 

HB^( i )<D^E3M(Zli, BE$IJ#^2. 4. 6, 8. 10, 12, 14, 16, 1 

8, 20, 22, 24, 26, 28, 30, 3 2. 34, 36, 38, 40, 4 

2, 4 4, 4 6, 4 8. 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 

6 , 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 9 

O, 92, 94, 96, 98, 100, 102, 104, 1 06, 108, 1 1 

O. 112, 114, 116, 118, 120, 122, 124, 126, 12 

8, 130, 132, 134, 136, 138, 140, 142, 144, 14 

6, 148, 150, 152, 154,156, 1 5 8, JfclJ 1 6 0©75 / S 

3fu^;nt, V>iS<bfc<>:**<0>|jr-C*££„ 

li, ( i — K"#"-5>D n a8Ft)t" (f|B^(ii), (iii)^tc(i (iv)) <b#g 

Tfi, Hfeg^MaW (GFP, EGFP) , n&MftW&S. (EYFP) , fglMdl 
(ECFP) , ffeljtiai (DsRed, JU±C I ontechfct) , ^Sy^^^i^feSife 
161 (hrGFP, Stratagen ft) £ £ # 0« ^ ^ t 3 . S§*^E3 g 6<£M 
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1 1 



a affisf^ffl^iai ffl ^ 'j - «t l r^ffl r*fc ^>o 

5 

(ii )~(iv)(DD N ABr^-lzli. fiJfE< i JOlfilJa-Kt^t^tffiDNA^ 
#£*i-5o :©DN ABSttli. lb^£li)tKJ:&7J;i. c DN A^a-->^l:J:5 

10 

3gBJ§(iii)£fcli(iv)(DD N ABffr (cDNA) li. #J X. (£ fc h #B AS E& c DNA 
^■r^^'J-^b^P-^fttSCtA^fSo cDNAlit hSBBSfr Ltr 
tK'J (A) + RN A$»St LT^fiJt-r^o t h&HSt LT(i. A(**&¥««£l=J: 
oTl^ai^^fct^-et^^SBBa-etat^ c DN Ali. [$lij-Berg;£ (Okayama. 
15 H. and Berg. P.. Mol. Cell. Biol. 2:161-170. 1982) . Gub ler-Hof fman& (Gu 
bier. U. and Hoffman, J., Gene 25:263-269. 1983) £ E 1***<E -573 & l^T 

V tf ><f}£ (Kato. S. et al., Gene 150:243-250. 1994) £f8U<5C£# 
M^Lt^o SfcrtJiR©t h c D N A 7 -f ^7 'J-^ffll^&Ct cDNA 

20 ^7 'J-Jb^iMO c D N A££ D-^^b-r^lCli. CKDtliglCj: otSft^ 

ft£il5fEfS$(iii)i:fcl*(iv)a>c DN A (IB5>]#^ 1 . 3, 5, 7, 9, 11. 1 
3, 15. 17, 19. 21, 23, 25. 27, 29, 31. 33, 35, 3 
7, 39. 41, 43. 45. 47. 49. 51. 53. 55. 57. 59. 6 
1. 63. 65. 67. 69. 71. 73. 75. 77. 79. 81. 83. 8 

25 5. 87. 89. 91. 93. 95. 97. 99, 101. 103. 105. 10 
7. 109. 111. 113. 115. 117. 119. 121. 123. 12 
5. 127. 129. 131. 133. 135. 137. 139. 141. 14 
3. 145. 147. 149. 151. 15 3. 155. 1 5 7. $fcl*159) 
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lzd;§X^ 'J-->-7£fr;U£ JU^o gft^fS c D N ABr#0)iaS3fcis6l::/\ 

5 t KiJSfrb^lSlfcmRNA^bRT-PCRaCJ:^ flJlESSBJi ( >" ) £ I* 
( iv ) 0) c D N A BR* £ ISIS-r § Z 1 1 T? * Z> „ 





3gBJl(iii)<7)D N ABrtff*. KW#*1, 3 


. 5. 7. 


9. 1 1 


.13. 


1 5. 


1 


7 


. 19, 21. 23. 25. 27. 29. 


3 1.3 


3.35 


.37. 


3 9 . 


4 


1 


. 43. 45. 47. 49. 51. 53. 


5 5. 5 


7.59 


.61. 


6 3 . 


6 


5 


. 67. 69. 71. 73. 75. 77. 


7 9. 8 


1.83 


.85. 


8 7 . 


8 


9 


. 91. 93. 95. 97. 99. 101 


. 1 O 3 . 


10 5. 


10 7. 


1 O 9 




1 


11. 113. 115. 117. 119. 


12 1. 1 


2 3. 1 


2 5. 1 


2 7. 


1 



29. 131. 133. 135. 137. 139. 141. 143. 145. 14 
15 7. 149. 151. 153. 155. 157. *Tcf*1 5 9<Z)H!R^i£ (Open Re 
ading Frame : ORF) <Di&&&W -S cDNAffe l J. f§Bfl (iv)<DD N ABrtt 

14. EJIJS-^- 1. 3. 5. 7, 9. 11. 13. 15. 17. 19. 21. 23. 
25. 27. 29. 31. 33. 35. 37. 39. 41. 43. 45. 47. 4 
9. 51. 53. 55. 5 7; 59. 61. 63. 65. 67. 69. 71. 7 
20 3. 75. 77. 79. 81. 83. 85. 87. 89. 91. 93. 95. 9 
7. 99. 101. 103. 105. 107. 109. 1 11. 113. 1 15. 
117. 119. 121. 123. 125. 127. 129. 131. 133. 1 
35. 137. 139. 141. 143. 145. 147. 149. 151. 15 
3. 1 5 5. 1 5 7. $fef* 1 5 9m*?ftfrO>tt&£Hfr&&« c D N AT*& 
25 **l-e*l<Dffi$llM. <PO — (HPP) . cDNA^D — ^tfm^ft 

fclDKL c D N A0>±££ffc. a- KLT^£Mfig<D7 5/§£8Si!t£*;tx€*i 
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10 
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14 
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15. 
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806 
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17, 
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HT-1080 


3907 


614' 


19. 


20 
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U937 


901 


199 


21. 


22 


HP10106 


U937 


1274 


326 


23. 


24 


HP10111 


U937 


1000 


50 


25, 


26 


HP10149 


U937 


1087 


176 


27, 


28 


HP10151 


U-2 OS 


703 


51 


29. 


30 


HP10160 


U937 


921 


190 


31, 


32 


HP10173 


HT-1080 


584 


125 


33, 


34 


HP10200 


HT-1080 


875 


176 


35. 


36 


HP10327 


KB 


470 


52 


37, 


38 


HP02644 


HT-1080 


2920 


859 


39. 


40 


HP03233 


HT-1080 


1502 


327 


41. 


42 


HP10384 


KB 


737 


86 


43. 


44 


HP10431 


Iff fig 


903 


178 


45. 


46 


HP10437 




. 1170 


117 


47, 


48 


HP10525 




404 


86 


49. 


50 


HP10543 


HT-1080 


752 


179 


51. 


52 


HP10565 


is 


1222 


189 


53. 


54 


HP10570 


HT-1080 


1209 


117 


55. 


56 


HP03090 


KB 


1763 


298 


57. 


58 


HP03115 


KB 


1913 


358 


59. 


60 


HP03145 


KB 


1520 


371 


61. 


62 


HP03185 


HT-1080 


1731 


372 


63. 


64 


HP03324 


U937 


910 


225 


65. 


66 


HP10052 


HT-1080 


784 


114 


67. 


68 


HP10626 


KB 


984 


140 


69, 


70 


HP10633 


HT-1080 


864 


85 


71. 


72 


HP10637 


HT-1080 


2617 


579 


73. 


74 


HP10648 


KB 


1810 


360 


75.- 


76 


HP10211 


Saos-2 


1620 


126 


77. 


78 


HP10332 


IS 


1349 


285 
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79, 


80 


HP10641 


KB 


1355 


329 


81. 


82 


HP10650 


KB 


1543 


233 


83. 


84 


HP10654 


KB 


1436 


183 


85. 


86 


HP10657 


U937 


1357 


380 


87. 


88 


HP 10659 


U937 


1399 


260 


89. 


90 


HP 10681 


HT-1080 


1119 


274 


91. 


92 


HP10077 


mm 


540 


101 


93. 


94 


HP10162 


Saos-2 


1059 


278 


95. 


96 


HP10334 


HT-1080 


782 


93 


97. 


98 


HP10400 




417 


57 


99. 


100 


HP10410 


mm 


697 


115 


101. 


102 


HP10417 


mm 


1504 


110 


103. 


104 


HP10482 


HT-1080 


1046 


133 


105. 


106 


HP10499 


mis 


341 


68 


107. 


108 


HP10522 


mm 


1684 


332 


109. 


110 


HP10532 


mm 


727 


159 


111, 


112 


HP10552 


Saos-2 


1354 


245 


113, 


114 


HP10553 


HT-1080 


653 


110 


115. 


116 


HP10558 


Saos-2 


643 


123 


117. 


118 


HP10559 


Saoa-2 


1293 


237 


119. 


120 


HP10560 


Saos— 2 


916 


107 


121. 


122 


HP10561 


mm 


1002 


226 


123, 


124 


HP10562 


Saos-2 


1753 


395 


125. 


126 


HP10564 


Saos-2 


668 


22 


127. 


128 


HP10569 


KB 


279 


70 


129. 


130 


HP10601 


HT-1080 


3367 


695 


131. 


132 


HP10456 


U-2 OS 


1290 


199 


133, 


134 


HP10498 


Saos-2 


564 


118 


135. 


136 


HP1O503 


Saos-2 


904 


114 


137. 


138 


HP10505 


Saos-2 


472 


87 


139. 


140 


HP10511 


mm 


180 


39 


141, 


142 


HP10515 


Bflft 


473 


102 


143, 


144 


HP01124 




1664 


341 


145, 


146 


HP02241 


mm 


835 


216 


147. 


148 


HP10101 


HT-1080 


2465 


396 


149, 


150 


HP 10370 


KB 


3600 


451 


151. 


152 


HP10427 




442 


113 


153. 


154 


HP10438 


mm 


726 


222 


155. 


156 


HP10502 


HT-1080 


1120 


278 


157, 


158 


HP10516 


mm 


747 


221 


159. 


160 


HP 10580 


mm 


1441 


441 
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iB9>JS^1 , 3. 5. 7, 9,11. 13, 15, 17, 19, 21, 2 
3, 25, 27, 29, 31, 33, 35, 37, 39, 41, 43, 45, 4 
7, 49, 51, 53, 55, 57, 59, 61, 63. 65, 67, 69, 7 
1. 73, 7 5, 77, 79, 81, 83. 85, 87, 89, 91, 93, 9 
5 5, 97, 99, 101, 103, 105. 107. 109. 111. 113. 1 
15. 117. 119. 121, 123, 125, 127. 129, 131, 13 
3, 135. 137, 139, 141, 143. 145. 147, 149. 15 
1. 153. 155. 157. $fcli1 5 9 (Dls-?*lfr<Di&3Mm\Z&'5^T£i$. 

10 "bf^ssiLfcc dn a^-t y=7 u — z>zt\z& y . fl!ie3s$(Hi) 

fccfctf (iv)(Dc D N Akm — <D<7 a — >&®%lzm&^ttfX>£&o 

•^•1. 3. 5. 7. 9. 11. 13. 15. 17. 19. 21. 23. 25. 2 

15 7. 29. 31. 33. 35. 37. 39. 4 1. 43. 45. 47. 49. 5 

1. 53. 55. 57. 59. 61. 63. 65, 67. 69, 71, 73. 7 

5. 77. 79. 81. 83. 85. 87. 89. 91. 93. 95. 97. 9 

9.101. 1 0 3. 105. 107. 109. Ill, 113, 115. 11 

7. 119, 121. 123; 125, 127, 129. 131, 133. 13 

20 5, 137. 139. 141. 143. 145. 147. 149. 151. 15 

• 3. 1 5 5, 1 5 7. 5 9ICfcUT. 1 £ fc l*«S!Hla) * ? Is*? h*0>tt 

<D5tw<r>umz<g*.ft& 0 



J:tf/ffclifl!l©7 5y 8fc<J:6Mlg#£$;h.Tl>SMeMt. lE$>J#-^2. 4. 
6, 8, 10. 12. 14, 16. 18. 20. 22. 24, 26, 28, 30, 
3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 6, 4 8, 5 0. 5 2. 5 4. 5 



WO 01/42302 PCT/JP00/08631 

16 

6, 5 8, 6 0, 62, 6 4, 6 6, 6 8, 7 0, 72, 7 4, 7 6, 7 8, 8 

0, 8 2, 8 4, 8 6, 8 8, 9 0, 9 2, 9 4, 9 6, 9 8, 1 0 0, 1 0 2, 
104, 106, 108, 110, 1 12, 114, 116, 118, 120, 1 
22, 124, 126, 128, 130, 132, 134, 136, 138, 14 

5 0, 142, 144, 146, 148, 150, 152, 154, 156, 15 

Sfil5£B.B (Hi) 25<fctK(iv)0>D N ABffilCli, KJIJS^ 1 , 3, 5, 7, 9, 1 

10 1, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 3 

5, 37, 39, 41, 43, 45, 47, 49, 51, 53, 55, 57, 5 

9, 61, 63, 65, 67, 69, 71, 73, 75, 77, 79, 81, 8 

3, 85, 87, 89, 91, 93, 95, 97, 99, 101, 103, 10 

5, 107, 109, 111, 113, 115, 117, 119, 121, 12 
15 3, 125, 127, 129, 131, 133, 135, 137, 139, 14 

1, 143, 145, 147, 149, 151, 153, 1 55, 157, Stzlt 
1 5 9<D&&&#\Ol\frtjiZM#t&mm$lfrZ>tiZDN A&K <10b P m±) 

20 

itai23SE(vii)a)tn;{*:li, mt&f£W( i XDg&MZtiimk LTffl^tS«JjML 
Mm Zktfiht&o fitJlt LTI*ffi$»JM2, 4, 6, 8, 1 0, 

1 2, 1 4, 1 6, 1 8, 2 0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 2, 3 4, 3 

6, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 6 
25 0, 6 2, 6 4, 6 6, 6 8, 7 0, 7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 

4, 8 6, 8 8, 9 0, 9 2, 94, 9 6, 9 8, 1 0 0, 1 0 2, 1 0 4, 1 0 
6, 108, 110, 112, 114, 116, 118, 120, 122, 12 
4,126, 128, 130, 13 2, 1 34, 136, 138, 140, 14 
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2, 144, 146. 1 4 8, 1 5 0, 152, 154, 156, 158, 
5 b\Z& o-Cf^ig-r^Ct tfXZZ if#^¥7 - 3 13 18 7-S|&*8fe»<B 

10 

thmcommitujiTomiz^'Dxm^tsti^ijOvittii^o tits* VLT<Dmmmiz& 

l*T, DN A<Dm&Z\zm? t$&ZfMm5.fclt. ("Molecular 
15 Cloning. A Laboratory Manual", Cold Spring Harbor Laboratory. 1989) (DIE 

&<Di><D%m^tzo &mms.m<DmmfemtfL* 3bvizE.fc%tt.itttm<D®wm\z'a 

r>iz„ cDNA^fi£(*XiR (Kato. S. et al.. Gene 150:243-250. 1994) (DfBIE 
l=«ofc. - - 

20 

Ht60«1 : cDNA^P-->^' 

cDNA7-f — t LT, thxiicDNA7^7'J- (W097/3 

3 9 9 3, WO 9 8/1 1 21 7, W09 8/2 1 32 8 g|E) ^ffll^t-o m*G> 
^Y^'J-^b^iloDNA^P-^JSjRL, *<Z>£&SiE$iJ&££*Tofco 
25 #b*lfc? P->1 ~8 0©paBI*JaTOi:fcy T?fe€>o 

1 : H P 0 2 5 7 3 

thi€cDNA 7 'f^7 l J—fr b^btlfc^ □ — >HP02573<DcDNA 
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■f KCD±&gie$lJ£&£ Lfc<t C*>, 26 bp© 5' £HJRjttiL 8 5 5 b 

pOORF, 4 4 2 b p(D3' IE SE IR H lii £> & 3 ji £ LTUfc (lg*IJS-^ 

1 ) o O R Fl*2 8 475^1181 (1B5>J#^2) 6% h § gfi S £ 3 - K L X fc 

y* •< >t* ha®m<D&m* oRF^f,fig$*i§.^i3 2, i 2 6 t&&m c. 
5 3ik d aommmmtf&f&Ltz (mmm2) 0 cciattGF ptroife^gs 

iSGTPg^ISf Cg pA (79ti/3>#f AAC6 9623) £&fclt££ 

a-fo N*3ssS|i££|$<£SIig(;:;b/-o7:* 3 7. 2%<Z)lSgH±$*LT^fc 0 

*fcs ?P->1 cDNA(D«Iie5lj$fflUrGenBa nk$^LfciC:5, 
EST<D*IC, 9 0%&L±<Dftm&£m-fZ>i>(D (m*.lf. T^7-trv3>#^AA 
15 4 2 9 9 8 3) 6<gf| $ ti"C l^fc Sfl#iB$iJ <D □ - > 1 a<n - £>M 

2 : H P O 2 6 1 2 

20 t h#^lllffll!a<*S aos-2cDNA7-f^ : 7 U — □ — > H P 

0 2 6 1 2CcD NAOf- h ©±«g!B5>J £ jfeS L fc C 5. 1 7 b p <D 5 ' 
£fl)KfB4L 7O2bp0ORF, 4 O 1 b p0>3 ' MKMfr & &£fl|ift£:fi 
LXl^tz (EMM 3) . ORFIi23375>'iSI (£?JM4) fr£fc$£ 

ajrsa-KLTtey, -<>tr snsiRroism. oRF^bfg^*^i26, 

25 0 3 8«fcy*>^p**lx2 9 k D a 0>S8aRg % Lfc (3116012) . C<Dgag 
<hG F Pi (Dm-Sm& SI*. 5 Ka>Ky7l=J6SffB*>4*ifc (HJ60>J4) O 

7^3/^x^75 0 3^^7-^16119 (7^-feva >f^P4 6 3 8 5) 
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T'JT 5 OS') tfy-Am&mL 9 <DT*;m&$\<Ditm$:fik? 0 -it**??*. 

;mmm$:**i?*imto N^mmmttva<±nimizt>tz^x. 30. 3%©*§ei 

v 9* * JbEJU T* -5 £ # 7L b ft S o 

?P->2 0>c DN A<D&gIB$»J£ffil*TG e n Ba n k^^MLtztZ 

H 7 9 4 0 0) tfg^StiTUt-tf, tt#E*l£<&T?* P->2tfzi- Kf SI^ 

5 h a > K 'J 7 'J ** v - A m d © li . 5 h 3 > K 'J 7 ■ J * y - A £ ft fig + £ g 

3 : HP1 0021 

t V~? 4 ~J 0-*f)\,Zl — TSBBStSfeH T — 1 080cDNA7^7 'J-frblibft 
P->H P 1 002 1 ©c DN A-f>-9— h <D£&g&|IJ L fr <b d 3 . 

8 9 b p<D5 ' &&mm&* 1 95bpOORF, 244bpQ)3' lE&aRmmfr 
bSr^ffiitS^LTW- (ffi$>J§-?§-5) „ OR Fli6 4 75;igg (K5>J#-^ 
6) A x b$SIfif f 3 - K Ltl^fco CCISIiG F PtOgll^^aMli. Iffl 
BS£&t::#gSij!><i8tf>b*t*: (3Ufe0j4) „ 

■£tz. -J7P->3<Dc D N AflJ^SfB^J^-fflt^XG e n Ba n k5KiLfctC 
9 0%JJl±<0ffil^l±^^-r*tCD 7^tv3>|^ 
AA 1 5 6 9 5 4) *<g^ £ *lT 3&<* SUttiB^Jfc©-^ P - > 3 #3 - K"f & 
fIfiSI<tl5lC!I&R£:3 — K LTU&fr (*: 7 J&Mi^S-T^&lv, 

4 : H P 1 0 1 1 7 

t HJ VffflH&tfcU 9 3 7 cDNA7^7 'J — b # b tlfc £ P — > H P 
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1 0 1 1 7<Dc D N A -f >"t — h<D±£Si3$»J£&SLfc£ 52bp(05' 

immm®. 7 8 9 b P a)ORF, 4 6 5 b P ©3' &mm®®frz>te$>m&zm 

LXl^tz (ffi*l|£4|7) , ORFI*2 6 27 5^1188 (K5IJS^8) frbfc^g 

5 2 5 9 £f5l£|5li:3 0 k D a <Z>gaiR&&rt<£j£ Lfc (Hjte0ij2) 0 C^i&fiG 
F Pt0gfe^S^SIi. 5 K'J7fC^£#fgtf>8;h.fc (Hi£0!I4) „ 

C(DifiI©75>'ilK?l$SUT7'Df'f ^f-^^-X^^I Ltzt 
■?;Hr : 7 , j7HV-A'J+>--<^;U77^^- (7^ti/3>S^P94 3 40) £H 

10 V-A'JitYf ^77^5i-(D75; 8E*U<Dltt8«£^?-o - 1* * ? £ . * I* 
Cl(7)fgW<7)Maa<i:^-7 5 /8£SI££, . I* C <£ f§ BJ3 <Z> M £ W<»: mtiHDT 5 / B§ 

sis^-etL^tia-To H3z*mmmzm< ±mmizt>tz^x. 29. o%©*ai5]i±£ 

^LTL^fco 5 h=J > KU7^<D^3E St. C <D §E 3 H li S h3 > K 

15 y^-;ne5ij-e$>^t#^.«bti^o 

^Q->4U)cDN A(DJgglB$IJ£ffl^TG e n B a n k £&fg Lfct C 
H 6 7 3 1 6) A<S^$HTUfc*<. SPttlB^fcOT?? □ - > 4 #3 - Kt^IS 

m t is] i: g a n £ 3 - k l t 1 *s ^ i* $q -e # & l \ 

5 : H P 1 0 1 2 0 

25 fc h 7 -f Ju^frl -TUB&tfcH T-1 O8OCDNA7O7 'J-^bllbn 
f;^O->HP10120fl)c DN A -T h 0>£J&SIB?IJ Lfci C5» 

95bp<05' l^raiR^m. 3O9bp0)ORF. 4 8 9 bp©3' 3ESSR^#* N 
■bS£ISii£*rLT^7c (ffi*>J#^9) „ OR Fli 1 0 275/SIS8 (fB5>J#^ 
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1 o) ^b^§ias$3-KLtfcy. •< >e k psnaRcossm. oRF^b^g 

S^tt^Sl 1,6 3 4 J: y *>-£*tl\1 4k D a C0g}IR&&a<±fi)c L *: (ISJ£ 
092) o C©iaiiGFPt©i!i§I61l^ Ifflli&^ttlcSgSitfiSttbftt:: (H 
Sfc0«4) o 

AfommSW F 45G2. 10 v 3 >f^CB A 0 7 6 1 9) 

SLT^tro S4IZ, ^P-^5A<3- K-T^t KgSflitSffeiE&MEimF 4 5 
G2. 1 0©75;8S5i|©ttg^it, -li^t»;^$, * I* C<D2g!B<D^6® 
i[5i-7S/i£g*£, . licttlSBiJcoMGft.hSMT'S/S^g^ft^fig 

10 "To C**a7 375; iggSKfcfcoT* 5 0. 7 LT l^fco 

^□->5<DoDNA©iSIS9l$lUtGenBankJfttLfctC 

N 4 4 5 5 8) *<gi|$;txTl^;:*<, SU#ffi?"Jft CO ^ □ - > 5 *<=l - Kf <5>^E1 
M<hlii]i;MEm£:3- KLTU3fr<h*QAMi$J^T?£ftl\, 

15 

6 : HP1 03 2.1 

t hS8£Jg|ffll!SftK BcDNA7^7 U-^b*#b*lfc* P->H P 1 O 3 

2 1 C0cDNA>T>-*-h(D£i£&iB$ij£fcSLfci:C5, 2 0 b p CO 5 ' #Sf!iR 
^JgL 477bpC0ORF v 1 O O b p<03 ' #HIR^ig|fr £>ft-S*Iig£*r Lt I* 

20 fc (S5IJ#^1 1 ) o ORFIil 5 875y|!SS (S5>JS^ 1 2) frbft&^EI 

2 1 5 <fc y-£^*£lM 9 k D a O&lsRMystf&fS. Ltz (HJiifl} 2 ) 0 

titzs ?P->6C0c DN AC0&gi2$)J£m*TG e n B a n k tftMLtztZ 
25 6, ESTC04»(C, 9 0%lU±CO*||5]t££:&-f atCO 7£-fev3>§^ 
A A 0 1 0 2 8 8) tfSfiStlTOfctf. Sfl#E$»J ft CD TF 0 P - > 6 #3 - Kf-S 
^e5tl5ll:M6S^3-KLTt^*A^i^5A^li43J^-C•tftt^, 
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7 : H P 1 0 4 1 6 

t hiScDNA7'f^7 l J — t^^m^htz<P □ — >H P10416<DcDNA 

-< >+*-- h(D^«sffi5"j^^^ Ltzt zz > 9 6 b pas' nsammm. eoob 

P«ORF, 64bp<D3' imsRm®frt>tiiZ>m&£GLX^tz (iB$l]#-^1 
3) „ ORFIil 9 9 7 SSMmm (E$1J#^§-1 4) ^b4§IfiI^3-KLT 
fcy. -fl/tf hPS8IR<D$£5L ORF^bfS$^l5^l22, 3 4 0^151^^ 

C2 3 k d a(»®m&m<£.tfLLtz (mmm2) „ cossitGF Ptci^i 

fD->7fl)cD N A(Diggie$>J£m*-CG e n B a n k £&3iL*:£ C 
5, E S T (Z)4j(C„ 9 0%JJl±(Dffll^tt^*-r^t<D (Wiltf, 7*-t?V3>#-5§ 
A A 2 1 8 5 8 1 ) jtffia^JiTUfctf, SP#ffi*iJ&G>-e? P - > 7 tfa - K"r<5 

8 : H P 1 O 4 2 1 

t hllcDNA7-f ~3=j 'J — t s <o ffi bfltz 0 P — >HP1 04 2 1 ©cDNA 
-f h(D£tgSE$>J£&^Lf::£ 1 4 b p ©5 ' 7 5 3 b 

pCDORF, 39b P ®3' £HKffittfr&&Sfllit$4rLTltfe (£94*4 1 
5) „ ORFIi25075/SM (£*>J*4 1 6) fr&ftiSSJtf 3-KLt 

tey. -r>ehPHK©e*^ oRF*»&^a*4i«»^a2 9, 4 5 o tfsisp] 
i:3 0kDa©iwii«4«Lfc (HJ60IJ2) 0 zog&ntGF p tam-erm; 

&mit. 5 Ka>K'J7l=J*S*<B«)5>*ifc (£ttft4) . 

4§Sf6lB026 1. 4 (7^-bv3>§f AAB 5 23 5 1 ) 

L^^fc, H5lc. ^□->8A<3-Kt5thIfiftg4iSiafB026 

N^$»<±fB«|=fc^T, 3 5. 8 96©fiHtt**LTl»fc. *fc. 
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^D->8(DcD N A(D^«iB5"J^fflL>TG e n B a n k Lfc«t C 

est©«i:, 9 o%m±co*§fg)t±£*r-r£>4,co (mtUf* 7?tya>ff 
A A 1 6 7 0 8 6) 36<SS$ttrt^=A«, dP #IB5>I 4fl)t*^n->8 A'a- K-T-S 

9 : HP1 0582 

t'^-f -V«flBa<*H T-1 080 cDNA7^77 'J — * v b^ b*L 

fc^O-I/H P 1 05820c DNA^>-9— KD±^SiB5IJ^*^Lfct 
1 3 1 b p CD 5 ' £fl)KflML 1 8 4 5 b p 0)0 R F % 1 931 b p CO 3 ' 
SUicfr b£S&i££* UTUfc (E5»JS^-1 7) 0 ORFIi61 475 /g$3ig 

(ehmi 8) frs>s*aaji£a — KLxfcy % -r >tr KbHRojg*, or 

F b £ tl-S^^-S 6 9, 7 7 4 £(2l£ni;7 O k D iO|Ktft^£ALfe 
£€836^108. 7kDa (7^ti/3 >f §P 4 9 9 5 8) <t IHtttt $ L, 

Ti*fc. 0613, 9a->9^-h*ntHdSiS4I8iaSi 08. 7 
kDa(D75 / &5i5lJC0Jtf£3:3r"?"o - (i^r * *v * I* coHS K £ IS3 

c^ag^igi6 o 275 j mmmizfrtzix. 30. 296©«ntt£*rLTi*fc. 

£P->9C9c DN AC0«SiB5IJ$fflUTG e n Ba n kJ^lLfctC 
5, ESTCOcblC, 9 0 9612l-t<DttHtt£*-f *ti<D (fliltf, 7ftva>tf 
A A 3 1 3 3 5 0) ftCftS$4lTl**:ft<, SP^IB^J CO ^ □ - > 9 - Kf5 
3 & K £ IS i: ^ 6 St £ a - K L T t \ -5 jft> £ z> AM* 4^J S V £ & I 
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1 O : HP1 00 98 

t h 'J — "7#BBS&U 9 3 TcDNA^-f^^^-^bSbHfc^a-^HP 

1 009 8(Dc DN A ^>-tf-h £&3£L/-<tC: 5, 3 5 b p CD 5 ' 
5 £HIRiBtt. 6 0 0 bpCDORF, 2 6 6 b P CD3' MfRfflttfr b * W 

LTl^fc <E5«IMl 9) o ORFIil 9975; g£5£g (E5>JS-^2 0) 
^I6I$3-KLtf)iJs << >tf h PBJIRcolSm, ORF^bfg^tiS^l 

2 1, 7 5 0 £ y 1^2 4 k D aO^aR^^^^^Lfc (H&0IJ2) . C CO 

10 ?P->10CDcDN A C0^*S51J £ ffl UT G e n B a n k Ltzt 

§H4 020 8) ffft»S*iTl*fc*«* S5»IB5>J«:C0T*^n->l Otfzi- K** 
ieitl^i:iSI$3- KLTl****£3*M**|jeT?**:i*. 99.7%CD*8 
0tt£*-*"£n — > (75-fev3 >M- AX014145. WO 9954447-A) tffifltaFjKT 
15 l*fc*< % CCO-i? <7P — >1 OCD1 3 9#if=ffi*£-f$Gfi<&&L'C(^& 

fc«7U-Av7 h^jgdL. *P — >1 0 KLtl^. 

11 : HP1 O 1 06 

t h 'J >*--?iffliiS1*U 93 7 cDNA7'f^7 'J — £ ftfc £ P — > H P 

20 1 O 1 06(Dc DNA-f>-9— h CD££SIE$I| Lfc £ ;i 3» 1 3 O b p <D 

5' l^aiR^ilges 981 bp©ORF, 1 6 3 b p<D3 ' »fl|ft1II*fr b 
^tUTUfc (E5"JS^2 1 ) „ OR Fl*3 2 675yKBIS (ffi$l|S#2 2) 

?13 6, 6.8 4-J: y^»^»**t\4 1 k D a ©BMfctf£ja Lfc (JUK0I2) o 

25 comsntGF ptam&m&ni*. mfe±mz%mw#>t>titz mmm*) • 

*P-> 1 1 CD c D N AC0fc*E5>J£flll*TG e n B a n k Lfc£ 
C5 V ESTCD^IC, 9 0%JSl±0)«Stt$*-r-5tfl) (flittf, 7^tva>f 
fAA384 225) *<ft8S*lTl*fcA«» »#E5IJS(DT»$ □ -> 1 1 *<=l- K 
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-f s m s a t m c m & n £ □ - k l t t * €> e o * i * m s -i? # £ 0 

1 2 : H P 1 O 1 1 1 
t h 'j">*-"7»l»t*U 9 3 7 c D N Av-T ^7 'J-A^»b*tfc^ D->H P 
5 101 11(Do DNA-f>f - h(D£EaK$lJ£&SL*:i: C5s 32bp©5' 
$H8RM. 1 5 3 b pCDOR F. 815b p CD 3 ' ||Rait» b & £ffiig£*f 
LTl^fc (S5IJS^2 3) o OR Fli5 O T 5 ^ HgSg (i55>J#^2 4) *n * 5 
gSIJa-KLtl^:, -T > t* h nHlRC0$S£» O R F frb^&Stl-Sa^MS . 
5 4 7 £f$(3:|5] C6 k D a<D&m&®il<±J$.Ltz (^^092) , CCDgfiMiG F 

10 pkcDm-smsmt* mte±mzm&<»§&mtfV£it>t>*itz mmm*) » 

&tz. ^ P - > 1 2£DcDN ACDlgSiBJll^ffll^TG e n B a n k Lfci: 
ESTC0*IC 9 0%Kl±C04iP114^^f StCD (Will*. 7*-fev3># 
fAL1 10 14 1) tfgflSftTl^fcj&n J"J * CO T? □ - > 1 2 *><=!- K 

15 

1 3 : H P 1 O 1 4 9 

t h 'J >*-^ffflliS**U 9 3 7 cDNA707'J-^bibllfc^->HP 
10 1 4 9C0c DNA>f>^- h CD±JSgE$l]£.&£ Lfc £ C 5 , 2 7 b p CO 5 ' 

mirm. 531 bp©oRF. 5 2 9b P <D3' immm®frt>ti:z>m& : £ : £ 

20 LT^fc (ffi5>JS^2 5) o ORFIil 7 675y8SS (E5>1S^2 6) £ £ 

2 0, 7 3 4«fc y ^*£lN2 3 k D a COSfliRg® *<£l« L (Hfl50!l2) . C CO 

a co m & m co 7 s y m e $>j $ s x zt □ t -r > x - - x £ si at l tz t z *> , 

25 ^4iSSSfifWO 2 A 1 1. 2 (7^tv3 >S^C AB 0 4 8 8 9) tgitttt 

^Ltt^o 07ic ? □- > i 3i<3-Kt§thieits nfifts^em 

W0 2A1 1. 2<D7SS §§ffi*l]CDJt&£jn-f<, - 1*^* * * I* C CO 2£ BJ? CO 
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&tis -i7P->1 3 <D c D N A©^gi£9l]$fflU-CG e n B a n k Ltzt 
Zh. ESTCD^I^ 9 0%y±(D*9f5]1±£:£-f 5t<& T?-fev3>§ 
f T3 49 8 9) tf&&Z*lX^tzti<* SB»1B5»J*<DT?^ □ - > 1 3 A<3- K^S 

A<-&-#-<5£ P — > (7ftv3>S^ AR070327. US 5892010) #g&£;h.TU 

X ^ -5 AM* £l £ -e % U l\, 

10 14 : HP1 01 51 

t H££ia8BI!S**U-2 OScONA7-f^7 M— frb^bftfc^P— >H P 1 

0 1 5 1 (Do D N A-T h<D£££lB tffc £ 66 b p(D5' # 
fiHRfHL 1 56bp(DORF, 481 b p 0) 3 ' #S8IR^# h «M L 
TL^fc (£9!IS-*2 7 ) o OR Fli5 1 75 (IB$»J§^2 8) frA>fc£g 

03 1 tmZffiCG kD afl>iBf?*fcj&<£«Lfc (HS6092) 0 £ <DW G S <t G F 

Sfc, ^P->1 4fl)cDNA<Dig$ffi5l|^lUtGenBa nk^ftiLfct 

20 fl-A A 3 0 4 5 0 3) A<£& $ tltl^fc A< v S5#IEI>Jfc<&-l?£ P - > 1 4 *<=3 - K 

-r -5 m a st <t p c x e ir * 3 - k l x ^ * -5 & it m s -e >z $ ^ . 

1 5 : H P 1 O 1 6 0 

th'J TUBUS** U 9 3 7 DNA7-f^7 'J— P — >H P 1 

25 O 1 6 0<Dc DN A-T>-y-- hfl)±igSIB9lJ$^^L/ii:C?). 2 0 3 b p <D 5 * 

5 7 3 b P <aoRF, 1 4 5 b P o>3 ' .^^iR$iit^b*^^^^w 

L,tt:fc (E5>JS^29) o ORFttl 907?yig| (£$»J#^3 0) 6 

5ifif^3-KLtfcy. >t* h papism, oRFfrib^gsfts^m 
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2 1, 4 8 1 <fc lj^*£l>2 5 k D a <D^!R£&#£/&L/i (HS6AI2) „ Z(D 

&£€8MSgZ K 1 2 4 8. 1 5 (7nva>i^AAC 7 1 0 9 6) t Sffil 

IZK 1 24 8. 1 5<D7 5y i£E*l]0>tfc&£^-r o -I*** *l*Cl<Df§ 

Zh^tlU-To N^5Sgffl!|1 5 975 J mmmiZfrtzoXs 36. 5%<7>*gp]1±£*r 

10 £P->1 5 0c DN A<Dtggffi$l]£ffll^TG e n B a n k £&3?sL*:£ 

u5> ESTcC^lc. 9 0%ia±(0t§l^1±£*i-f 3*,© (0>];Ltf. T^-bva>§ 
f AA304503) # $ *l T fc SU#iB5l]fc (3D T? <7 P - > 1 5*<n - K 

15 16;HP1017 3 

t h^^P+J-n^-^lfflflSJfcHT- 1 0 8 0 c DN A 7 -f ^7 'J— frS*#t>*L 
fcfO->HP1 01 73tf)eDNA'f K <D£tggffi$»J Lfct d *u 

40 b p©5' lESBIRSSlgL 3 7 8 bpfl)ORF, 1 6 6 b p CD 3 ' 3EHIR^i£fr 
LXMz (iE$>J#^3 1 ) „ OR Ffil 2 57S y (S5>JS 
20 ^3 2) ^bS5iat$3-KLTfc l J, -f >fc* KPaiRCD^m, ORFiNbf 
S^tl^^^ll 4, 1 9 0 <kl$l3:|3l C 1 5 k D a CDHiRg&tf^fig L fc (l?»{E0« 

2) „ cciaiiG f p<ka5Hs^^agtt, mt&±mz&#>p>ixtz mmm*) » 

SiiSIfilC 0 4 H 5. 1 (7^tv/a^f§CAB0 3 8 40) irHCJtt$ 

25 f Ltl^fc, @9lc, 5n->i6i<3 - K-f S t hlSI^:. &*458^aKC 
04H5. 1 (D7S. y M&m(Dlt&$iF?o * IS C (D$£^<DHfi 

it, ±»J«l=;bfcoT. 3 5. 5 %<D*§|5]li£ 5" LTL>fc 0 
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■£tz. >7 P-> 1 6(0 c D N AO&gffi^fflUTG e n B a n k £&3fsLfc£: 
Z*>. EST<DctJ|C s 9 O%m±0>*§Ett ££-*-£>*,(*> (flfctf. 7f^y3>f 
§AA 9 3 7 7 7 3) Jb<ft»$*lTl^fcj(^ K»BJI4»t5P->1 6 #3- K 

5 EWtf— P — > (T^izva AX011631, WO 9955858-A) tfftft£ 

tlT^fc^s Z<D^P — 5W^->16j:y 199bp£<. <7P->1 
6 ORF ^tlt^So 

1 7 : HP1 0200 

10 t ^P-y-^n- vHB&ftH T - 1 OSOcONA?^? 'J— 

fc^P — >HP1 O 2 O 0<B c D NA^>^-l-0iigIigJI|f^Lfci:C5, 

2 4 b p (D5 ' IfcSSsRHHL 531 bplOORF, 320b pO 3' 2E8SIRpIiS A N 
ibftZm&ZGLX^tz (SflJS^3 3) o ORFIil 7 675/iilS (ffi^JS 
^3 4) ^b^SIfil^n-KLtfcU, •< >tT hPgIlR(D$Sm, ORF^bf 

15 S$*t6#^ftl 8, 4 O 8 J: y ^^^J 2 4 k D a ©a^liA^S Lfc (I? 

4) . 

•£tz* ? P - > 1 7 (D c D N A0)i£SiSE$l]£fflt^'CG e n B a n k £83? Lfct 
ESTffitl:, 9 0<H>WL±<Dftm& : £titZt><D (0¥;U£» 7 7tv3>l 
20 ^AA1 8 7 4 1 6) tf&nZtlX^tztf* Sii#iE$>J&a>T*? P - > 1 7A<3- K 

?zm£ntmcg&nz^-FLT^&frk'?fritm%x*$tj:^o 95.6% 

©4§l§It±^3F-r^ P — > AX015360. WO 9951727-A) 

firi^fctf, c:o^p — ^d->i 7©5 3Siicfi^-r§cA<^^L-c:L> 

&tzlb7 L/— A v37 h £|2Z L» *D->1 7 £ liMfc -5 US® £ 3 - K L T l^6o 

25 

1 8 : H P 1 0 3 2 7 

t hSSSSa8aftKBcDNA7^77'J-^bIb^^a->HP1 0 3 

2 70)c DN A-T>-9— K(Z)£J£Sie?i|£&£Lfc<t C5> 21 5bp(D5' #S 



WO 01/42302 PCT/JP00/08631 

29 



mm®* i.59bpfl)oRF, 9 6 b P (D3' n-mmmm^tti^mit^^Lx^ 

tz (ffi$»J#-*l3 5) o ORFIJ5 275;KSI (IE*i]#^3 6) j!>Mb£&^&M 
*3-KLTfeiJ. -f >t* hPSIR(0^m, ORF^bfS$^lS»fl5, 6 3 
6 £li IgRCe k D a<DHSR&W£j£L*: (3gS60<J2) 0 C©i^IiG F P± 

$ P-2/ 1 8fl)cDN A(7)£glE$lJ£ffll/*TG e n B a n k £&3= L <k 
fAI 097 092) *<g0$*lTl>*:A<» »#EM«©T?* P- > 1 8*<a- K 

10 

1 9 : HP026 44 

th7^ :7D-9-;H3 -T^BBai^H T-1 080 cDNA7'f77 'J— *L 
fc^D->HP02 644fl)c D N A >1J- hfl)i)SSE5llf *S Lfc i C 5, 
72bpfl)5' #MIR1Blft« 2580bp(0ORF. 2 6 8 b p <D 3 ' ftfflWimm 
15 A^*^«iig$^LT^fc (E5U§^3 7) „ OR Fli8 5 (E5»l 
M3 8) fr£fc&geg£:3- KLTfcU » -f > t* h* P H!R<D|£m. ORF^b 
: ?iS$4l«S^ : ¥-S9 6, 2 7 1 J: y**lM 50k D a 0>B!iR&Bj#£j£ t fc (ft 

J60IJ2) „ zom&mtGF p ta&sm&nu. m^mzn^m^^^fz cm 
mm*) . 

SiRNAAij*-t*«I6lCE LF55F8 (7^tva >ffAAB 3 7 8 
0 6) t^miS^^LT^fco 11 OIC *P->1 9A<3- K-f-St hMSMt* 

25 Si^f^fHat, ifl«l:t3f:ot, 3 1. 6%©fiHmLtW:, RN 
A/N'J*-t*«lBflt Utfy-Affm. $e¥s X^7-f>»y. RNAffiU. 
RN Altai. RNAm S8iRfc£\ RNA*^|)^<©^Ptxl;^Lt^So 

? P-> 1 9CDcDN A a>£SE5>J £fflUT G e n B a n k Lfci: 
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C*>, 9 0%IU±tf>lil*Ite£*r-f £^0 m*.\£* >f^Z 4 8 5 7 0 

-£A 7 4 6 7 3 ) tf«a$j|lTl*fc*«, $ P - > 1 9fl)cDNAj:n 

*IU 0 £7r, E S T<7>ifi|C9 0%&±<7>*§f5j1±£*f"f (0IJ*_|£ V 7 * -fe v 3 
>lf AA7 8 8 9 0 7) A<gH$*lT l^tz SP#lB$lJ£a>-C*£ □ - > 1 9ib 

2 O : H P O 3 2 3 3 

t h^-r 7 a T-1 O8OCDNA7O7 'J-fr<b*#£>;h. 

tfP->HP03 2 3 3©cD N A -f >+>— h <D±&gE$>J Lfc £ d 5 , 

10 1 4 b p <D5 ' 3Eg8iRiSi£, 9 8 4 b p (DO R F, 5 O 4 b p <D 3 * #gfl|R&ig 
«=>£6*ilj££*r LT^fc (ffi$lj§§3 9) 0 O R F l± 3 2 (iB5»J# 

§40) frb§5iasf3- klt & y . -r >t* h paiRo^m. orf^c,? 

S^ftStf^MS 7,11 6 bl2mis\C3 7 k D a ©aiRS^A^figLfc (3US0!I 

2) o g f p komsm&mit* J^vfrVN&mz&eb^titz en 

15 SS0H4) 0 

B O 9 7 8 1 ) iilBttBLtW:, @ 1 1 IC, ^ P->2 Oft<3- KfS t h 

eits«i7wisi$f*if*ist. ^«iJtirt?fcor. 43. 7%(7>ffii^i± 

£fcs -57P->20<DcDN A <Di&|fclEf ) J£ , flH x 'C G e n B a n k ZtftM Lt-t 
ESTO^IC. 9 0%&±(DlSl5]tt£*r-f 3*,<Z> (#|;L|£, T^-b'>3>S 
25 f A A 3 3 8 1 0 1 ) # g& $ *l T U Jt>< . IE O - > 2 0 #3 - K 



21 :HP 1 0 3 84 
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t hSSESIfflflStfcK B cDNA7^7'J-i^lbW:^D->HP1 03 
8 4<Z)c DN A-f>-9— h(D±^»lB5IJ^^SL/=t 1 2 6 b pfl)5 ' 

KM. 261bp(0ORF, 3 5 0 bp©3' b * 6*fS& £ £ L T 

(EWM4 1) 0 ORFIi8675/SISli (E9QH4 2) frb&SMfi 
Jt^a-KLTUfc. -f >fc* h aaiRaJ^m. or Ffrb^iSSftStt^ft i o, 
1 2 8 fcKfSBi: 1 O k D a©BHRa«s4<±BELfc ($1609 2) „ COlSii G 

«E0!l 4) o 

&tz. f Q->21 (Be D N A0)Jggffi$lJ£ffll\TG e nBa n k £&3?iLfci: 
F 1 5 0 4 0 6) tfg&^ftTUfctf. S&#E$lJfc<DT*2 □ - > 21i<3 - K 

22 : HP1 0431 

t hffic DNA^^ ?7'J — A* b b tlfc £ P — >HP1 043 1 (D c D N A 
h<D±&£E*>J£&£ Lfc<t 8 4 b p 05 5 ' £Hft«i*. 5 3 7 b 

p<Z>ORF, 2 8 2 b p©3' MilRtttt frb L T t,>fc (E$IJ#^4 

3) „ OR Flil 7 875/ l££Sg (E9J§-^4 4) KLT 

fey. -r >t* hpaiRo^m^ or F*Mb^s$^t^»^M2 o, 2 7 7,ty^ 

*#U2 3 k D a<D&mm®!tf£.&LLtz (HJ601I2) . G F P i©Hl 

£7c» ? 0->2~2<Z> c D N Aa)&gffi$>J£ffi^TG e n B a n k Lfct 
^AWI 6 0 9 9 1 ) tlTl^ tztf. SU#&$l]£<Z)T?2P-:/2 2#3- K 

23 ; HP1 0437 

t hlScDNA 7 ^7 'J— frblfbtlfc? P — >H PI O 43 70cDNA 
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h CD ±tggfg Lfzt 1 8 6 b p CD5 ' ^MftflML 3 54 

b pCORF, 63 0bp(D3' #fflfR^i£ b $ S*8££ £ L Tl^fc (gB^J#^ 
4 5) o ORFIil 1 7T5yKSS (ffi9JS^4 6) fr£> & J|£ =J - K L 

rfcy, -< >e hoaiROiism, or F^^g^-sa^si 3, 6 i e * y* 

5 £1^2 2 k D a (D®mmto&£.mLtz (§Stfc0!l2) •„ Z CD H S M £ G F P<1: (DM a 

Cl (D m & m CO 7 5 y §£ S 5«J £ ffl I % T 7 □ =r ■< > T - * * - X $ 1$ £ L f- £ C 5 » 
t h p p 2 1 (7*-fe »> 3 >|^AA F 1 7 2 2 9) i: iifcl t££ *T L T I* 

fc. 01 21=. *p->2 3A«a- Kf £fc hSSat. t K P p 2 1 /tv^P^t 

4%<D*ai5}i±£*rLTi.*fc„ pp2iiig?igi?s i i ommitvtoZo 

Sfcv ?P->23<BcDN A <DJ§SSi$IJ 2rflH*T G e n B a n k Lfc£ 
C*. EST0*fC. 9 0%m±<Z>*8l5]t±£*i^3fcCD (#J;U£. 7^-fev3>S 
15 ^-A A 3 2 2 0 5 3) *<g& £ *lT l^fc SP^iB^J <C CZ> 1? ^7 P->236<3 - K 

24 : HP1 0525 

t USD NA7-f?7 'J-^A^^b+l.fc^ P — >H P1 0525©cDNA>C 
20 >-y— h<0£ESE$iJ£&^L*:«fc 1 O 4 b p <Z> 5 ' lEHIR^igL 26 1b 

pCDORF, 39bp03' MIRttgfr £ LTUt (!B5IJ#-^4 

7) 0 O R F(*8 675 7 §ggg (E5US-St48) ^b44ISSf K Lt 

•< >tf hpaiRcD^m. or FaNb^sstis^gi o r i i o^y^^^t 

4 k D a CDgfliR&&A<£fi£Lfc (Itiifc0!l2) „ com&WtG F P t (Dm£ 

tfgl&SiSigSSgS P AC 8 C 9. 11 (7ftv3>f§AAC7 1 0 96) 
<hHf!2t4£W LT^fc, 0 1 3 ic s ? p->2 4A<n- K-fSfc h^S^<k. 
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gSfcg^GMS PAC8C9. 11 0)7 5 y ^iB5>JCDJt^^^-ro 

*O->240)cD N A (DEl&lEJIJ £ffll*T G e n B a n k t^kMLtzt 
^A A 3 1 0 7 8 6 ) tf&m£tlT^tztf. SP#IE$I]£ (Dt^ □ - > 2 4*><I3- K 

25:HP10543 

t h 7 4 lU-yri^zx -^«BBa<*H T- 1 O8OCDNA7O7 'J— ^b^t»tt 
fc$P->H P 1 O 5 4 3<Dc DN A-f>"9— h<D±^gffi5IJ^^^Lfc<bC5. 
94bpfl)5' l^aiRfi^. 540bp(DORF, 1 1 8bpfl)3' #flMRflU*fr 
b*^aig$WLTt>fc (!B5IJS-^4 9) „ ORFIil 7 9 7 = y (S5»JS 
^50) ^bft^iei?3-KLtfciJ, •< >fcf hPS8IRCD$Sm, ORF^bf 
8£*l£#^gl 9, O 7 O J: ij^t O k D a Oa§Rii*^|$Lfc (HJfcflJ 

ft* <ss*H5«4) 0 

V7X0'^v>iJ >ffi5ff:fflM&Sl (7^tv3>t^AAD 1 7 9 

8 9) tmn^^LXl^tzo @i 4lc. ^n->256<a- KT-St hMSgi, 

tmwTssmmmztti^tim-to cssm 3 375; &sgA<, 6 9. e% 

^D->25(DcDN A(D&SiB$y£fflUT G e n B a n k Lfci: 
fAA43456 7) $ *lT Sfl # IB & <D * P - > 2 5 #3 - K 
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26 : HP1 0565 

thlScDNA7'f^7 l J-^bflb^fc^n->HP1 0 5 6 5()5cDNA 

>-ti— htoS&mmmzTkJZLtzt zh. 2 1 a b pros' 570 

5 bpOORF. 4 3 4 b P <D3 ' M)iRiai*frb&«flt&$4rLTt^*: (ffi^J^ 
5 1) o OR FIJI 8 (E$I|#^|5 2) * M£ 3 - K L 

Tfcy % hP§llR<Df§m. OR Ffr£,^®£;h.3tt*m2 O, 66 3*^ 

^>^#U23 k D a (DHJIRiil&A^fiE Lfz (3S!fc05 2) . ZCDMSgtG F Pb<D 

10 ^□->2 6©cDNA©i£IK5l|JlUTGenBa n k^^iLfct 

§AA2 5 8 6 3 3) *<SS$tlTt>fc*<. (Z)-*? * □ - > 2 6 *< a - K 

r § s a si £ pi c m a m £ => - k l t * an if ? *m* % -e *s t > . 

15 27:HP1O570 

t V~? 4 ^a-9"JU=l--7ai8attH T - 1 0 8 0 cDNA7^7 'J— 
fc{7Q->HP 1 0 5 7 0(Dc DNAY>t- h 0>£iggffi JU L*: i: C 

9 4 b p <D 5 * MftM, 3 5 4 bpfl)ORF > 761 b p <D 3 ' 3EHiR«i£fr 
LTl*fc (E5>JS^5 3) 0 ORFIil 1 7 75;lil (1B$1J# 
20 ^5 4)>£>£6£aft£a- KLTfcy * -<> t* K P ®sR0>&&. ORFA^? 
igSft^^Sl 2, 7 6 7 <h(5 I^C 1 4 k D a(Z>ajiRg&#±fi£Lfc (Hffiflii 
2) o COiaiiGFPifDi^iaSli. 3;Uvf*AVhi!St*IC^£*<I2tf>£,;h. 
(HJ601J4) „ 

^P->27(DcD N ACD^SE^fflUTG e n B a n k £&S?I Ltzt 
25 EST(D*jc. 9 O %a±0*H5}t££Wf 6 t<B (09;Ltf* 79tv3>| 

^WO 7 1-13) tfMSfiT^fctf* SU#IB*>Jfc(Z>T*£P->2 76«a- K-T-S 

^ a ff <t ^ e. m a s £ n - k l -c t n s a => am* m £ -e £ £ t * 0 
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28 : HP03090 

t h&S&Jglfflll&ftK B c D NA^Y^^'J-frbibllfc^ P->HP030 
9 0(Dc DN y*)—h(D±&mmn£ikfcLtzb 2 5 b p <T> 5 ' 

8 9 7 bpfl)ORF, 841 bp©3' 3fcBliRiifii^j(> N b & it £ W LTL"^ 
5 tz (ffi$>J§^5 5) o ORFIS29 (ffi5«JS^5 6) b & & H E=3 

g£z>-KLTfcy, ^>t* hP^iRCD^m, O R Ffr b^g$*l&#^S3 3, 

21 2 tif i?i^i:3 4 k d a <oaiR^^A<±mLfc cuifeflu) „ zom&ntG 

10 g[^iSlgl3 2. OkDa (7f-trv3>f§Q0 92 53) <tlI(Ht3z£*iL 
tUto ^1 5IC S ^P->286^- K^St h^Sgt. fi3HSgiiGM3 2. 
OkDa<D7 5yg[ffi|l|(Dttt^*to -li^r^'V^^. * It Z <D&BAG>m& M t 

±mmizt>tz^>X. 4 8. 6%(7)4g|^tt$*LTl^-o £fc» 7f| 
15 ©□-f *>>frb$&£5C3fc3£2 9 27 5/^SIStt. thCGI-150lfiS 
(7Hv3 >f§AAD3 4 1 4 5) (021 3 # g <D □ ■< v >fr b & C 
75 Lfc, 

^P->280oDN A(Z>&gIB$IJ£|fH>TG e n B a n k Z&M Ltzt 
ESTCO*JC9O%Ul±(DffiPt3z^WrS ; t0) 7^-fev3>S^ 
20 H06 94 2) A<£f|£ tit 8fl#lE$l]&(Z>T?'£ D->284<3 - KtSS 

29 : HP031 1 5 

t hSa^^aifla^K BcDNA7^7 'J— frb*#b*lfc* □ — >H P O 3 1 
25 1 5<Dc DN A-f>+J— h <D±ig«ffi?IJ Lfc £ C 3 0 2 b p <D 5 ' £SB 
IRfligL 1 0 7 7 bpfl)ORF, 5 3 4bp©3' t¥SHRr^Wit^ b & -Sfllji £ W L 
Tl^- (1B5>J#^5 7) 0 ORFIJ3 5 875yg|BI (ffi5"J#^5 8) frb£3 
laiJ^-KLTJjy, ■< >fc* haaiR05|gm, OR Ffrb^gSti-Stt^^ 
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0, 2 7 5 tm&® C 3 9 k D a OHRS»i<4lSLfc (H!£^2) 0 CO^fi^ 
y Kffi^JOJcJ'ICtt. C3HC4S0ig7-f >f- (R I NG 

^fcs ^Q->29fl)cDN A<7)^SlB5IJ^ffll^TG e n B a n k Lfc<b. 
EST©*!:, 9 0%Jil±(DffiHtt^^-r-5 ; t(D (fljxJS, T^-tri>3>§ 
^AA4 2 8 2 2 9) *<S& $ *IT (Mr S0#E$)J&tf>-e$ □ - > 2 9A<3- K 

-t s m a a t fu c s a m z =i - k l t t * & * t* -5 am * m m x* t & 0 

30 : HP031 45 

t H&a&SUBflS&K B cDNA7^7 "J— £ 1# t> ft £ P->HP031 
4 5<7>cDN A-O+f— h©±«gig5IJ^^SL/it 3 1 b p O 5 ' #g8IR 

1 1 1 6 b p (DOR F s 3 7 3 bp©3' #SilR1Ii£ t> jf £ t T 

(ffi$»]§^5 9) o ORFIJ3 7 1 7 (IB$>J#^6 O) AMb&Sg 

4 6 3 t mm^iCA 1 k D a<D®lBRm®tf£f$.Ltc (§IJS0!|2) „ C<Dg6»tG 

f p tomsmsmt* ^'^^^^mzm^tmib^*itz mmm4) 0 

C (Dm g CD 7 5 J MSB5"J £ ffl U T ? P tt v t — * * - x $ L tz t C 5 . 

— ifftlSg (7*-fev3 >#^Q 1 02 5 2) <tSftltt^*LTl>fco 11 6 IC. 
*P->3 0*<=»- KTSt hlEJlt, ttfUBSS h3>K'J7/<7t Kp*v 
'Ol/x- h Ttf 'J S7>X7i7-t*llIfiI©75 y I£ie$>J<Dtt££^ 

nm&ntmMT * s &m&*zti?ixm-r 0 H*i&$fo<£mmizt>tz^x. 4 

6. 4 %<£>*§ ISJtt^WLTl^fco mtz. 98il©>ft->A^ 
3 1?SI(f)^5tS>$-e(01 2 0 t h£9£&K (T^-trv 

3>f^AAC7 2 9 5 5) © N 3fcSg7 5 / t Lfc„ 
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3itz. ^D->30fl)cDN A<Dt&m&$l£m^X G e n B a n k ZfeMLtzk 
■*rN 9 4 0 3 6) ^SH$4xTt^fcA<, SP#E51J&a>T'2 P - > 3 OA<3- Kf-S 

5 

31 : HP03 1 85 

t h ? 4 ^P-9-;U3-TflBBSt*H T-1 0 8 0 cDNA7'f?7 M-fr b*#b*l 
fc^P->HP 03 1 8 5<7>c D N A > a>£&gffi*IJ Lfc <t 

1 8 2 b p(D5 ' £MIRflMft« 1 1 1 9 b p<DOR F. 4 3 O b p CD 3 ' ^HIRpI 
10 i£frbfc6«ig£SL-C^fc (1B5<JS^6 1 ) 0 OR F(i3 7 2 75y&j£* (IB 
5»JS#6 2) ^b^5I6I^3-KLtfcy. -Ofc* hPaiRO^m. ORFfr 
«=>^a$*T.-5^-?-S4 0, 0 3 3 <fc y ^-\f>*£lN4 4 k D a ©HiRjg & Affile L tz 

titz (mmm*) . 

15 C<Dg£g(D7 5 /&IB^J£m^T37Px*>^-?*-X£&^Lfc<h 

thtXh>7^DH2At. 2 (7^tv3>#^AAC3 3 4 3 3) «b IgiBH* 
LtUfco 01 7lc s ^7P->3 1A<3-Kt^t Halt, t htx h> 

20 ^tim-To ±mm\Zt>tzr>T* 6 7. 5%fl)ffiPtt^LTDt: 0 tXh>li^fi 
? P - >3 1 <D c D N A0!>tt£BH£ffil^TG e n B a n k Ltzt 
fAI 8 7 8 9 3 3) $ *t T I* *: A<» S&ttlSflj <D "C * P - > 3 1 - K 

3 2 : H P 0 3 3 2 4 

. th'J — Vfffll&ftU 93 7 cDNA7^7 'J — b ^ b 4xfc *> □ - > H P 
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O33240)cD NA^+f- h tf>££«125lj L fc t C 5 „ 2 0 b p (D 5 ' 

£HKflJ*. 6 7 8 bp©ORF, 212bp(D3' l^fflKM & b * S&jg £ & 
Ltl^: (iB5»J#^-6 3) „ ORFIi22575ySSSI (IB9J#^6 4) b # 

5iai$3-KLtfcU, >tf hnaiR^ms o R Ffrb^SSftStf^S 

2 4, 4 1 5 i IJ 0 i: 2 5 k D a ©BsRli^ifiE Lfc (§Si£0«2) . CODSfi 
M'J'tfV-AM*!. 2 (7ft«>a>f§AAD3 6 5 6 3) fcflHtttt**L 

W»1 3 5 75y|ia*l:::bfcoT, 44. 4%©«HttStLTl»fc. =. 

coMssa>N^^2 i i 75 smmmit* t kcg 1-2216S (7**2/3 > 

t^AAD 2 7 7 3 1 ) (DN3fc3jS±: 9 9. 1 %©ffi014^LtL^:, 

1/3 2(7) c D N A (7)tggE$1J l*T G e n B a n k £&5£ Lfri: 
C*>. EST©«t>(::. 9 0%a±©1BBtt**-r 7***>3># 
^R7 2 3 7 6) A«»***ir^fci<» »»E«<t©1?* O - > 3 2*><ZJ- K^* 

33 : HP1 0052 

th^-f ^P+f^a-TlfflllSftH T-1 0 8 0 cDNA7-f77 'J —fr b f# bft 
fc^D->HP1 0 0 5 2(D c D NAY>*- h (DbVESE^J Lfc t 

1 5 5 b p©5' 3Efll8RfR]< % 345bpCDORF % 2 8 4 bp(D3' lEMStfSJg 

b£Sffiig£*f LTUfc (E5»J§^6 5) . O R F li 1 1 47^ MS (E9U 

^SSJlStt^Sl 1,7 7 0«fc y**lM 7 k D a0ilIRStt*<£j£L?:: (£tfi 
«2). . C(DlfiIiGFPtfl)^ieitt, fll&£ft(::£5«<S«>&ti*: (H 
J6<5y4) 0 



WO 01/42302 PCT/JP00/08631 

39 

<7D->33(DcDN Afl)l|iS5>!?ffl^tG e n B a n k£&3?Lfc£: 
8 1 5 4 8 9) A<gf|£*tT^fcA<, SP ^ IB 5»J <C 05 "?? ^ □ - > 3 3 *>< 3 - K"f 6 M 

5 

34 : HP1 0626 

t h&aJKfgfflli&lfcK B cDNA7'f^7 'J— frib^ftfc? □ — >H P 1 0 6 

2 6<Dc DN A-O-9— hG)£&gE5IJ£fc£L*:i: d** 3 4 7 b p <D 5 ' 
IRfligu 42 3 bp(DORF, 21 4bp(D3' ^fflaRpUS b ft 3 <Hii £ * U T 

10 LNfc (K5IJS-^6 7 ) 0 ORFIil (IB$I)§^6 8) fr«bft5S 

5 5 5 tSlgWCl 4 k D a (DSfliRglfc*** J£ L *: dti£0!l2) „ COMGStG 
F Pi(DUl^gagli, fclC3§3t*<&tf>b*t*: (3Si£0"j4) o 

£P->34<DcD N A<D£gffi$)|£ffll^TG e n B a n k £&3t 
15 ESTOJ^IC. 9 0%Ja±(DffiP14^WT^ ; ta) (0!x.(£. T ? -fe v 3 A A 
23 4 6 4 9) tf&mZ*lX^tz&. SB#lE5IJft<7)"T?£ D — >3 4 #3 — Ktltl 
£: 1^ g£ =1 - K L TL> 6fr ? J^li^T* # ft I*. 

35 : HP1 063 3 

20 t K^-f ^O+HUzi --?*ffl!IS&H T-1 080cDN A7<^7'J-^bjlbtl 
fc^P->HP 1 0 6 3 3<Dc D N A *f h <D±i&&&M Lfr t - 5. 

3 5 6 b p <D 5 ' ^HSR*!^ 2 5 8 bpfl)ORF, 2 5 0 bp©3' lE^aR^iS 
fr£>ft-5*3til£WL-Cl^*: (IBI>J#^6 9) o ORFIJ8 5757 (E$»J§ 
■§•70) ^b^SIfif ^3-KLtfc l J. -<>bf hnaiR<&fS£* ORF^bf 

25 SStl-S^ft 9, 77 1 iglJBi:i 0kDa(DiR4**<4*Lfc (Sift 
2) o croHSRt G F P k<DM£Wi&%.l** mfe±t*lz%mtf&tot>fttz (flifc 

«4). . 

^□->3 5(DcDN A(7)£fiiE$l|£ffll^TG e n B a n k Lfct>5. 
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3 0 0 5) tfmmZtlT L^fcA^ SP»1B5»J^<DT?^ □ - > 3 5 #3- Ktlilfil 
t m C m & ft £ 3 - K L X l * •£ fr£ o frit ¥>] £ T* £ L * „ 

5 3 6 : HP1 0637 

th7^ :?a+MU=j-^SfflBSftH T- 1 08 0 cDNA7Y?7 'J— b*#£>*l 
t^O->HP 1 0637<DcDNA>f — h <0 ±&Sffi$IJ £ L *: 

1 2 0 b p O 5 ' lESiiRiligL 1 740bp<DORF. 7 5 7 bpC3' #HIRfi 
ia/>>bS£tSjg£W LTt**: dB5IJS^7 1 )■„ ORFIJ57 975^SSI (E 

10 2) ^bftSISSJ^-KLTW:. ClDSflitG F P tlDstnlfi 

>70->3 6(DcDN A0>i&£iE$IJ£ffl(^TG e n B a n k^&^Lfct d*>. 
ESTCD(t>lC. 9 0%J^±<Dffll5]1±^W-r* : tiO (0>J*.tf. V3 >S^A I 

9 2 9 6 9 8) tf&mZtlT^tztf. SU # SB □ - > 3 6 Kt^S 

15 efttHCMElft^3- KLTl^fr^JbMi^T'^ftl/S, 

37 : HP1 0648 

t h^SJ£*gfffll!S}*K BoDNA7-f^7 'J-frb*#t>*tfc? P->H P 1 O 6 

4 8(7)cDN A-r>"9— h(B±&Sie$»J£&£L/-£ C*>. 3 8 b p CD 5 ' IESsR 
20 flit, 1083bp(DORF s 6 8 9 b p (D 3 ' IEHIR^l£fr b &t8>I L T 

(E51JS-^7 3) o OR Fl*3 6 OTS^IISII (S9JS^7 4) frbfc&S 

2 1 1 <fciJ*#(/*5 O k D a <DS8fRM1fc#£l£Lfc (HSfcflU) „ lOiafirG 
F PirOgfe^MElftli. &(Cj§£tft2tf>£>*lf- (HJfc0»|4) o 

^AISSlElft Y 4 OB1B. 7 (T^-feva >lfCA A 2 1 6 0 6) iSftltt 

$tLtl^:, Hi 9 1::. >?p->3 7A<3-KtSt hISli:. 

IY40B1 B. 7 05T 5 y ilffi5l]<0Jt^$^^o -li^r-W 3^^. *CC0Hi3<D 
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ftmto C$S«1 1 4 3. 2%<Dftm\±$%LT^tzo 

-?P->3 70)cD N A(D^«lB5IJ^fflL\TG e n B a n k Lfc£ 

5 ^W3 9 6 1 2) **Sft£*lTl**:fi<« (DT* <7 P - > 3 7 *><P - 

38 : HP1 021 1 

t h-f-fcBIIfflBS&S aos-2cDNA707'J — 0->HP 
10 1 0 2 1 1 <DcDNA-f>i>--h(D£l£gffi$IJ£fc£L fc^CS, 216bp© 
5 * £SlftiI4L 381bp(DORF. 1 023 bp(03' #^iR^J£fr »b * 
it^^LTUfc (1B5IJS^7 5) o ORFIil 2675/iSI (E5IJS-^7 6) 

^b55iai^-KLtufc, -f >t* spsjj or fa^^ss*^ 

#^Ml 2, 7 5 8<feijm^tM 4 k D a ©H!R&18j Lfc (§ej£0i|2) . 

15 croieit g f p komsm&mt. mm±wiz^mt<mifi^^itz mmm*) . 

^□->38ffloDN A<D£giB$IJ£ffil\TG e n B a n k £&sJ? LfctCi. 
EST<D*IC. 9 0%ia±0)t§|5]te£:£-r (0IJ*.tf % 79tv3>#^D8 
1861) A<g||$4xrUfcA<, a$#ffi$Ufc<DT** P->3 8^3- KtSiSI 

20 

39 : HP1 0332 

t hggc DNA7^77 'J— P — >H PI 0332<DcDNA 
-f h©±ttSE*|£fcgLfcfc C5\ 1 84 b p0)5' £MjR«4L 8 58 

bp^ORF. 3 0 7 b P fl)3' *HRIi*^&«:*«a$*LT^fc (EHS* 
25 7 7), ORFIi2 8 572^181 (E?IJS^7 8) *v K L 

xfcy, -r >tr hPsasRroism. oRF4v^ajiii^i3 2 1 i 5 8£y*> 

*>*fl*3 5 k D a0)fl|gR£ttfi<£j£Lf:: ($160! 2) o CCfSiiGF Pid) 
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^□->390)cDN AOigglBJIJ^fflUTG e n B a n k Z&M LfctZ^, 
0 2 5 9 8 5) A<a^$^VT-t->/iA<. SB#E*"J £ (D T? * P - > 3 9 A< 3 - K1" -5 M 

4 0 : H P 1 O 6 4 1 

t hSSESiliai*KBcDNA7'f^7 l J-^bibtlfc^O->HP 1 0 6 

4 1 (Dc DN A-r>+h- hO)±JSiiB5l|^*tLfctC5. 78 bp© 5' #8!SR 

990 bp(DORF, 2 8 7 bp©3" #gfllR^ig{fr LTl^ 
(E5lJS-§-7 9) „ OR F(i3 2 975/1111 (E5I]§^8 O) frbfc-5g£ 
If3-KLtfcy. -f >fcf K pHSR<0$££. ORFi^ t> $ jfx-S^^S 3 6 , 

5 3 7 £y*tlN4 2 kD aO)®mm®tf£.tfLLtz (§Sj&0!l2) „ C©IfiIiG 

?P->4O0>cD N A<DtggBB$>]£ffll^TG e n B a n k Lfct 
EST©*!:, 9 0%JJl±(Dffi|^1±$^-r€> tCO (GUillf, 7^tv3>Sf TO 

9 3 0 8) &&&LZ*ix^tztK 8lS#E9iJ£<D-i?£p->4 oi<a- Kt^ISS 

^-T^P-> >M AF161491) *<i?&£*iT t>fc*<, CCD? P->fi % 

*P->40<D86 5ill:tilt5GA^ffeLtU5f:ft7l/-Av7 h^EC 
U *P->4 0±:l*#|fc§^eS£p- KLTl^o 

4 1 : H P 1 0 6 5 0 

t hSS&gSBI&ftK B cDNA7-f77 »J — A* b bftfc? P — >H P 1 0 6 

5 OCDcDN A4>-*j—h<D±&m&m$&mLtzbZ*>. 28bp(D5' ^hir 
SligL 7 0 2 bpfl)ORF, 8 1 3 bp ©3 ' b ft $ W L T 

(E$»]§4|8 1 ) „ OR Fl*2 3 37Z;&mm (e5>J§-^8 2) 
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^P->4 1 Oo D N A0>&SE$»J£ffll^TG e n B a n k £ gist? L <h C . 
.E S T(Dct>lC, 9 0%&L±<Dftm&$ : £-rZ>t<D (mz.lt. 7nv/l>ff AA 
5 4 9 4 4 9 9) tfggtSftT UfcA<, SB # IE P - > 4 1 #n - K"T 

42 : HP1 0654 

t hSa&J§SI!B&1*K B c D N A^-f btlfc^D->HP1 0 6 

10 5 4©cDNA-f^-h0ilgIie5l)^*$LfctC5, 30bp©5' I^SIiR 
^JgL 5 5 2 b P <DORF, 8 54b P (D3' 2E!S!RfiJHifr £>&<&}&jii£:£'L"t'l' v 
fc (S5»JS^8 3) 0 ORFIil 8375ySISS (iB5IJS^8 4) A^fc-SMfi 
I?3-KLtfcy, -f>t* hPHIRaJlgm. OR F^t>^S$ttS»^g2 1 , 

0 7 7 J: y ^>^* 1 2 4 k D a (Dgil?l«!^±« Lfc (H!fc0y 2 ) 0 CtDgfig 

15 f ptam^emi*. mte±m~%%Ltfmihh*iiz (mmm*) , 

<7D->42<DcDN A (DiSHiSE^J l^T G e n B a n k Lfe^Ci, 
EST<D*(C, 9 0<X>&L±<DftWlte.$&?Z>$<D 7^tv3>S§AA 
4 5 9 4 8 0) *<g^$*lTl>fcj6<» SB#ie*IJ£CD 7? * Q - > 4 2 *<3 - Kf -5 M 

20 

43 : HP1 0657 

th'J >* — TUBUS** U 9 3 7 cDNA7^7 'J - b <=> ? □ — > H P 

1 0657<DcDNA-f >+*■ — h <D ±igS15$IJ $ L fc t Z 1 0 1 b p <D 
5' immmm* 1 143bp©ORF, 113bp(7)3' MIKfIJ*fr&&&flt 

25 jt£*fLTl>fc (ia$l]§-S§- 8 5 ) . O R F I* 3 8 0 7 5 J g£g (S5>JS^8 6) 

^140, 4 8 5 t &&mC4 1 k D a ©HMIfctf ±fifc Lfc (HJ60y2) . C 
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^□->430cDN A<7)J£gE$>J£fflUTG e n B a n k $&m Ltzt 

est©*c:« 9 o%ja±tDtai^i±^^-r5 : t.© (m*.\£* 7^-trv3 >§^r 2 

5 2 8 0) &&&Z*lX^tztf. »»E«ft©^^ D-2/4 3 KtSIfll 

5 

44 : HP1 0659 

th'J — 7^BH3^U 9 3 7 cDNA7^7 'J — «b £ ft*: <? □ — > H P 
1 0 6 5 9 (D c D N A*f >+*• — h 0>£i&giB$IJ Lf:i:5. 73bp(D5' 

JMMRflUft. 783bpCDORF, 5 4 3 b p (D 3 ' fefllKffi** b ft * & 

10 LtUf: (ffi$»J$^8 7) „ O RFIi26075v/ SSS (iB9IJS^-8 8) £ ft 

3 0,81 5 £IJ f^|5iC3 1 k D a ©SIR L tz (0ti£0!|2) „ C(D^S 

(SUM! 4) „ 

15 ^P->44(DoDN A(7)tgSiB5>J^fflt^TG e n B a n k Ltzt C 

3 5 6 1 5 8) *<gfi$*lT^fc*><* gP^MBM <D ^ □ - > 4 4 - K"T*« 

20 4 5 : HP 1 068 1 

t h^-f ^P-t;Ua--7«B8a<*H T-1 080 cDNA7^77 'J— fr&ft&ft 
fc^Q->HP1 0 6 8 1 CcD N A-O-9— h <D ±igglB$»J £ L £ d h , 
1 5 1 b p <D 5 ' #HR{Rtt, 8 25 bp(DORF, 143bpfl)3' #fliK{Htt 
fr£fcS*i6**rLT^*: (K5»IS^8 9) „ ORFIJ27 47$; (£9U 

25 1^90) ^bft£9Sft£=i- K LTfcy. -f >t* hnSIIR<D*Sm, ORF*6 

^mztizft+mz 1 , o 4 5 tit ISBC3 2 k d aO)®mmm<£tfLLtz (mm 
m*j&#>z>titz (ss£^4) 0 



WO 01/42302 PCT/JP00/08631 

45 



^□->45<7)cDN A0)&gie$IJ£fflUTG e n B a n k LtztZ*> % 
EST©4>l:. 9 0%JU±CDffllWltt^^-r-5 ; t<D (fljittf. 7^"bv3 A A 

4 0 6 4 5 1 ) !{><&fi$;|xTlM::*<. SP#IB$>]fc0>-e£ □ - > 4 5 K"f 3^ 

Qntmcm&nz?- pi stasia, 

5 

46 : HP1 0077 

th|ScDNA7^^7'J — b*#b*l*:? □ — >HP1 007 7©cDNA 
-< >+l— h<D±£Sie$lj£*£L*:£ 1-3 2 bp® 5' IMAM*. 306 

bplDORF, 102bp©3' lEHSR^ia * ft L T l> f- (E9JS# 

10 9 1 ) o ORFIil O 1 75;iSI (1B5IJ#^9 2) ^b45iS1^3-KL 
Tfcy , •< >tf h PaiRflJ^m. O R Ffr b^gStlSttdPM 11, 5 2 1 £1513: 
P C 1~1 k D a 0 SIR j£L*: (Hli«!l2) 0 C St <!: G F Pt©i^ 

SGftl** ffflB&±f*K3&3!j!><igtf)b*ifc (51*6094) . 

^□->46<£>c D N A0)^SiE$>] £ffll x TG e n B a n k £ &sfl L *: d 3 * 

15 9 0<X>&L± <Dftm&$: <D (7n>3 >§^A F O 8 6 2 O 7) 2><g&£ 

9 0%ia±<&*§^tt£Wf -5=t<D 7ftv3>f§W4 8 6 9 8^AF 

0 8 6 20 7) A<S^$tlTt^rM. SB#BB$lJfc<DT*$ □ - > 4 6 A<3 - Ft"** 

20 

4 7 : H P 1 0 1 6 2 

t h#ftKHBI!Sl*S aos-2cDNA^<^^ 'J — b b tltz <P □ — > H P 

1 0 1 6 2<D c D N A-f^+J— h a>££gE$lJ£*S Lfc <t C 5. 3 2 b p <D 5 ' 
lEHlRS&Eu 8 3 7 bpfl)ORF. 1 90bp<D3' ^SPsRSH^b <5*Sii£ * 

25 LTUfc (E9JS^9 3) . ORFIi2 7 875^888 (SB9J#^9 4) b 

KLtfiy. -ot* h paiRcD^m.. o r f ^ b^sstisfl-^a 

3 1,. 8 4 4 b&&m£3 2 k D a <D9IIRg Lfc (Hli0!l2) „ ZOMS 
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7 V hiSiei >ff AAF 0 0 0 5 2) £ g<«t± L T l^7c 0 

1201:. $ p->4 7A<n- K-T^. t hlfili. hiigiai<07syi| 

8 4. 9%a)4aHlt$^Lri^fc 0 

-i7P->470cDN A<D&glB$1J£ffll^TG e n B a n k £&3f§ Ltzt 
§AA3 77 040) tlT^fctf, SB #E$IJ □ - > 4 7 *<3 - K 

48 : HP1 0334 

th7^ ^O-y-jUa -TffflBS**H T-1 080 cDNA7'f?7 'J — t>f# £4l 
fc^n — >HP 1 0 3 3 4fflc DNA-r>+f— h <7) £&SSB5»J £ L 7c fc C * . 
1 O 2 b p 0) 5 ' MffiflfcL 282 bp(DORF, 3 9 8 b p <D 3 ' ^HIRpli^ 
a*£fc&8i;i£*r LTl^fc (E$1J§^9 5) o O R Fl* 9 3 7 5 J (IB^JS 
^9 6) A N b&<SHSSI£3 — K Ltl^fco Otf hoaiRO^m. ORF^bf 
S^ft-Sfl^Ml 0, 43U 1 4 k D a ©HIRS^ Affile (H 

(HJ£0!I4) „ 

t KSH3 K>-f >IS*$r;U* 5>^«J -y^fllgSS (7^ t v 3 >S§N P_0 
0 3 0 1 3) irSiHtt^ LTl^fc, @2 1 fc % ^a->486b-Kt'5thI 
ait. fchSH3 K>-f >$S£$0U* 5 >M') 7f»iai(D75 / Kffi5»JOtfc 

* (*c:<DSSBjj<&^a©<!:l5]-7S v&3£££, . lie 

vfeBxaM&ntmwTss M&mz*ti*timT 0 ts«i:^fcot. 37. 

£tz* ?P->48<DcDN A0)J£SE$»J£ffil^TG enBank^|L/:i 
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^AA299350) tlTl^tztiK SB^lg^J & (D H 9 □ - > 4 8 #3- K 

49:HP10400 

t hlgcpNA7/?7 'J— bf#b*l*:? □ — >H P1 0 4 0 0 05 c D N A 
h£>±&gIE$iJ£&S Lf-<h 2 1 b P 0) 5 ' #SiR^HL 17 4b 

P^ORF. 2 2 2 b P (D3' ^HIRSiiafr b 5 ftif L T (ffi$iJ#^-9 
7) 0 ORFtt5775yiSI (ffiJIJS^ 9 8 ) ^b5SISl$3- Kltfe 

y\ *>tr k □aiRajism. or f^ b^g£*i-5#^-a6, 207*^^^^ 

L>8 k D a(DH|R^^A<^J5gLfc (Hli£0!|2) 0 ZOlfiliG F P b<DM$m& 

?P->49(Dc D N A<DJggE$l]£ffll*TG e n Ba n k^«|Lfci:5, 
EST(D*|C. 9 0%UA±<Offl^i4^^f^ ; t<D 7 * -fe v 3 >#-5|W 0 

5 3 4 5) A<S^3?*LTt^fcA<. S0#gB?iJ □ - > 4 9 tfzi - Kf -5 SE1 II 

50 : HP 10410 
t hiic D N A 7 -< T?^ y — b*#b*l7i£ □ — >H PI 041 OCDcDNA 
— H0>±££S$IJ£&£Lfc<t C*>. 64bpfl)5' #8liRpiiiL 3 4 8 b 
pOORF, 2 8 5 b P <D3* #HiR|gi£ frb £ «it $ £ L X (E$>JS^9 
9) o ORFIil 1 575/8SS (iBJiJS^I 00) ^bft^ISI^a- h*L 

•cfcy. -r >t* haaiRw^m. or F^b^s$;h.3#^»i 2, 5 06j:y* 

4 k D a ©aiR&tltf^EgL*: (HJ60IJ2) 0 C©fSf F P<t (Dlta 

?P->5O0c DN A<D&mmmZmi*ZG e n B a n k £&s!?Lfc<h 
ESJOJ^I^. 9 0%Ul±(D|§g|14£*r-f 3 (tfy*^ >S-^T 8 

7 5 3 8) &&mZ*lT^tz&. SM&mtZOW P->5 OA<3- K-f-5MElM 
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51 : HP1 041 7 

tHScDNA7'f^7 U— * N btlfci' □ — >H P 1 0 4 1 7 <D c D N A 
5 •< >-9— h<D±«gifi5IJ^*^Lf= t C5v 4 6 1 b p<7>5 ' #SflIR1ii£> 3 3 3 " 
b pfl)ORF, 710bp©3' #SfliR^ig^bS5ftit£*rLTl^fc (K5»J#-^ 
1 01) o ORFIil 1 (1B5»JS-^1 0 2) ^b451dl^3- 

KLTfeU. haftsRCDmm* OR Ffr b^SSftSfl^fil 1, 6 6 7<fc 

y £l> 1 4 k D a<D®m&VStf±f$.Ltz (Hte0"|2) 0 CKDl^li: G F P 

^□->51(DcDN A<DJ£gie$«J£ffil*TG e n B a n k £&jfl Lfci: C 5. 
EST04"C, 9 0%&L±<Dftm&&m? (Mill** 7^tv3>ffC1 

58 11) A<g»$*lTl>fcA<, &ftm$\t£<DV<7 P->5 1 A<3-.Kt5ISS 

15 

52 : HP1 0482 

t h7-r ^P-y-JUa-^SBflSlJttH T-1 OSOoDNA^O? 'J— frb#b*L 
fcf Q->HP1 0482fl)cD NA-f>^- hOi^SS^^^SLT:^ Cl^>, 
1 2 3 b p©5 ' lEHtR^ilL-- 40 2 bp©ORF. 521 bpfl)3' 
20 frb&Sfcii^WLTUfc (IBJIJS^I 0 3) 0 ORFIil 3375;8SI (IB 

5ijs^io4) ^bftsias^a-KLtfcy. -r >t* hnaiR(o^m, 

^□->52<DcDN A(Dl£«ie$lJ£fflUTG e n B a n k £8SsgLt;:£: d*>* 

25 ^a7-r7^'J> y^-trva >S^M6 o 4 9 9) afttfi&fHtnmte. 

^^LtUfc, EST0*C, 9 0%Jil±G>*il5)1±£*l-r&t(D (fliJxtf* 

72 -fe va >t^M6 2 2 0 1 ) tfgfl^tiTUfctf, $P#ffi5iJ&tf)-e£ o->5 
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53 : HP1 0499 

t c D NA7«f^7 *)— titz 5 □ — >HP1 0499fl)cDNA. 

h<D£E«E5iJ£2fe5gLfc£ 15. 7 9gacDTG A£g±:j K>-t?l*£ 
5 -tr by y^f-f ><t#*.5 5 4b p <D5 ' £HRfML 2 0 7 bp<Z)OR 

F. 8 O b p<D3* MRfBttfr LTl^fc (E$1J$^1 0 5) „ O 

RFI*6 875/HgSS (E5U#^1 06) ANibfc SISS^H- KLTl*fc„ C 
0)O R F 05 2 5 9 SB (Df? it =3 K>0*HICG F P c DN AjUq^'&t, 

10 (H!fE0l|4) o :<0OR F(C{*5 5#@<D A TG L^MItt^ K IMC 

CD->530cDN A(OSSS51J5fflUtG e n B a n k^^MLtzt C 5, 
EST(D*IC, 9 0%l^±(Dl8l^tt^W-rS ; ti<D (M*.f£* 7* -fe V 3 A A 

15 5 2 3 1 7 2) ffSSSflTl**:*, »#E$»J«E0>"C2 P - > 5 3*<3- K"T*S 

54 : HP1 0522 

thiic D N A5-f y— O — >H PI 0522fl)cDNA 

20 -f KD£tlU6EM**jeLfc£::3. 12bp©5* #HR(I«. 9 9 9 b 

p©ORF, 6 73 bp03' JMMKfMEfr LTl*fc (EWM 1 
07) o ORFIJ33 27S; (E5»J#^-1 0 8) frb&&H6M£3--K 

LTfcy. -Ofc* hPgfilR<Df£^ ORFfrb^&£*l6tt^S3 7, 5 1 2*y 
#1^4 1 k D a tf>g}aR&&A<±l£ L tz (HJfi^l2) . C0lfifi:G F Pt 

25 <Z)U5^MSaiiv 5 ha:/KU7l=»tt*<IBJ&S>*ifc (fSSfc0fl4) 0 

^D->54U5cDN ACiSSffiJIj^ffll^TG e n B a n k £&3?l Lfct C5, 
EST(D43JC, 9 0%lil±<Z)*§|5]tt££-f (0Hx.tf* 7^tv3>ffC0 

3 4 2 3) *<MaFJh.Tl**:2&<, tt^E9J £ <DT*9 P - 2/ 5 4 # □ - Kf 5 3 S © 
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t m c 3 & a £ n - k l r t * -5 * t* ? *m* 431 ^ x*$ tz 1 * 0 

55 : HP1 0 5 32 

thlScDNA7'f?7 'J— P — >H P 1 0 5 3 2(DcDNA 
5 -f >+*•- h<D±£gIB5iJ£3iSL/=£ C5> 8 O b p ©5 ' £MKfli*. 4 8 0 b 
pCDORF. 1 6 7 b p©3 ' t> LT (ffi*»J§^1 

0 9) o OR Fl* 1 5 (ffiflS-t 1 1 0) *> S 3 G M £ - K 

ttufc, c©i6Si g f p koMsm&mts mi&±to\znmi*Bit>z>i\tz 

10 Z(016I©75 y &ffi*"J£BH*T7P^>f >f-^-X^ILt:t:5. 
tt>7^h-vX||IIfiiBbk (7^tva>f^AR0 43 36 1 4 US^ 
1*5834234) tlHatt^t LTUfc, (2 2 2 ^P->5 5*<3- KtS 
t HSli. t h7^h-v^r 3 llISlB b ka>7 5/8iB$ija>l£&£jj*-ro 

SSb bkfl)3 5S@cd^d g 36fg(D-b u >a>mc:7JM?=:/*<# A£*u 

frOB bkfl)1 43110)0^ *>>A^b2 3 3 $ g <D K "J 77 y$X*<D 9 1 T 
5 J 8£$SS L tz * <D T? fc £ o 

^P->55fl)oD N A<D£g|E$>J£BH>T G e n B a n k Ltz£ 
20 EST(7)c*>(C % 9 0%ia±<Dffl|5]14$*-rSt© (0IJ;LI#, 7*-fev3># 

f AA25 1 3 9 3) $ tlX Ufc SB # IB?] SOX* □ - > 5 5;i><=J- K 

56 : HP1 0 5 52 

25 t htfcHfiflSftS a o s-2 c DN A7-f P*7'J — frio ft blitz 9 U — l/H P 

1 0 5 5 2(Dc DN A -0+J-- h (D £ JSgffi$i] £ fcjg L /i i: C: 5 , 1 3 2 b p (D 
5' £fiHRfatt. 7 3 8 bp(DORF, 48 4 bpfl)3' 3E88IR^i£ fr£ & 5*$i£ 
$tLTUfc (E9J#^i i i) 0 ORFIJ24575 / g§&* (iB5"]fl^ 1 1 
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^5»?127, 6 09J:lJX#U3 7 k D a (DgJIRg&ltf^flt Ltz (HIM 2) 0 

-©MeRiG f p tomsmsmt. mrnmt lx htitz <n*m 

4) . 

5 ^0->5 6fl)cDNA©i|lffi5IJ^ffl^XGenBankJ^Lfci^5 > 

e s Tronic 9 o%ei±<D^^ii4^^-rs to (M*-ii. 7?-trv3 >§^-a i 9 

2 9 0 8 9) ^fi^lltUfc^ SU^ffi^J^CDT^ P->5 66<H- K-T-S^S 

m t m i: m. a r $ p - k l t & frt* ? i*^ -e £ £ t> 0 

10 5 7 : H P 1 O 5 5 3 

th^-f ^P+UUzj -^ffflB&}*H T-1 080 cDNA7^7 U — b# btL 
fc^P — >HP1 05 53fflcD N A>f KD£&SIE$>j LfcUi, 

1 6 9 b p <Z> 5 ' MRM, 3 3 3 bpfl)ORF, 151bpD3' #«SRSIi£ 

bfc&flijg£*r Lrufc (iB5iJS^i 1 3) o oRFfii i 07^ (is 

15 1 4) frh&Zm&nZ^— KLTfcy „ > t* hPHIROlSII. ORF 

^bfSS+lS^il 2, 3 8 7 £ y*#U1 4 k D a (7) H 8R & & £ J$ Lfc 

(H!Sf!2) 0 croisst g f ptcDSb^gaMii. mf&±mz%mii<mit>t>ti 

tz (HJ605 4) „ 

?P->57<0cDN A(DJ£gIB$)|£/?H^TG e n B a n k£fcj?tLf-£ C5, 
20 EST(D4d|c v 9 0%m±(Dffi|5]1±^ : S-rS=t<0 (0J;Ltf. 7nv3>ffZ4 

3 8 7 1 ) A<gii$;h,Tl>fcA<. SP^ffi^J^<DT?^ P->5 7 - KtSISI 

kmcm&n$zi- ^Lxi^^t'^t^tmnx^ta^o 

58 : HP 1 0 5 5 8 

25 t Kt^S«BBg|*S a o s - 2 c D N A =y >f ?9 'J — b $ b *tfc ? P - > H P 
1 0 5 5 80 c DNA-f h 0>±iggffi$»J L £ d 5, 3 9 b p (O 5 ' 

?*Httf84L 3 72 bp(DORF > 2 3 2 bpfl)3' I^HIRM^b ^^Wjt^^ 
LTUfc 1 5) o ORFIil 2 3 7S/I§&g (E5»JS^ 1 16)^ 
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b/^ISI^n- KLTHfc, -Ob* KPHiRCDISg, O R F A>£>?g$*i3# 
ft1 4, 2 2 5cfc U^f 1^2 0 k D a (DSI?^i^4fi£Lfc (H!£^J2) 0 C<D 

^n->58fl)c D N A©£5SSi? l J£ffll x T G e n Ba n k £&3§ Lfc <t C 
5 ESTCD^C 9 0%El±(D^|Hltt$^-r^ta) (A!*.!*. 7^7-trv3 >#^A A 
3 2 7 0 5 6) *<g&£*lT^fc#. Sff#ie$iJ£(DT"7 o->5 8#n- 

Z<7 P — > (7^"lrv3>S^ AX017850. WO 9946375- 
A) #g&$*lT^fctf, CCD^7 ^ P->5 8 K-r-SMSgtl^ i: 

10 ISI$3- KLTl**fr£3*W*«JgT**fcl*. 

59:HP10559 

t h # f*i BIBBS ft S a o s - 2 c D N A =y <4 ? =j 'J — b -b *l7z 0 □ — > H P 
1 O 5 5 9 <D c D N A-O-9-— h <D £i&SIE$>J L tz t C 5 . 3 O 5 b p <D 

15 5 ' £fiMRfIJ*. 714bpfl)ORF, 2 7 4 b p <D3 ' MKfiK^ «E> 

**LTl*fc (IB51J#^1 1 7) o ORF(*2 3 7 7 S 7 lis (B9I3#1 1 
8) fr&fc$»ait*3- KLtt^fc. COMegiG F PtO>W&Wi&X\t+ & 

;ia>SfiflcD7 5 y Kffi^Jfcffl^T^Px -f Lt- £ c*k 

20 t hfSIdlK IAA0276 >lfBAA 1 3 4 0 5) t S<»t£ 

L Tt^tco 12 3 ic. -J7 (D) 4<3-Kt4thSfiJlt. t 

ggK I AA027 6 0)7 5 yigffi$)]<Z)ifc& „ -1*4=* * 

±IB«l=*)fc-3'T, 6 9. 6%0>18Wte£*LTl*fc. 
25 ^P->59fl)c D N A(Dt£SiB9J$fflt^TG e n Ba n k£fc3§Lfci: 

9 O%lU±0>*§|p|1i£^-f £*,0> (7^tv3>|f A7 5 3 3 4, »»W0 9 4 
0 1 5 4 8) $*:E S T<7>*|C. 9 0 %leL±0tiffltt£ *f 6 t <0 
7ftv3>f^AA0 9 9 9 6 6) 4<ftfii3F4lT 1^=4^ t^r*lt»»E«<f 
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60 : HP1 0560 

5 t h#^HifflBai*S aos-2cDNA7'T^ r V ') — fr f# »d tlfc 0 □ — >H P 
1 0 5 60©cDNA-f >+>"— h<D±i£SE$IJ£&£ L fc «t 1 4 7 b pfl) 

5' *filiRja*L 3 2 4 bpfl)ORF, 4 4 5 bpfl)3' MM J* £ £ 3 Utit 
£*TLTl**: (E5"JS-^1 1 9) , O R F I* 1 0775;iSS (iB9"JS^ 1 2 
O) ^bftSifilfa-KLtl^:, C (Old Jt (t G F P t <J>&£&Q Sit. fffl 

10 i&±mzBit>s>*itz (.mmm*) . 

^□->60(DcDN A<D&gie$IJ£ffl^TG e n B a n k £J$st§ LfciC5, 
EST©*!:, 9 o%m±<Di§f^1±£*-f 3tG> (ft* I*. 7^t'>a>HC1 
7 8 7 0) tfSftSJlTl^fetf* SflSi'Ei^J&G)!?^ P — >6 Ojb<U — KtSIfiS 
i: PI C m & S * a - K L X if? frliflSgT?* * iv, 

15 

6 1 : H P 1 0 5 6 1 

t hllc D N A7^f 7*7 ')— *lfc? □ — >HP 1 0561<DcDNA 

•<>if— ha>±tt»K«**3eLfcic*» 5 o b p <d 5 • mm*, e. sib 

pfl)ORF, 271 b P fl)3' MM*fr LTl^fc (EOTMl 
20 2 1 ) o OR Fit 2 2675^^1 (E$U#^ 1 2 2) i^^SISS^ 3 - K 
LtfclJ, -f >fc* h P8JIR<D|££. O R F fr* : tmZtl&ft=f-m2 2, 5 8 1 J: y 
*t^29kDa CD gfl IR file Lfc (H!£ffiJ2) 0 ZOm&Wb G F P £ a>Hfc 
«/h(*(=J5flE*<BAe)*ifc (Steffi 4) o 
5D->61(0eDN A(7)ggE$»J£SH*TG e n B a n k LtctZZ. 
25 EST(D4MC S 9 0%JSL±©«IBtt**"*'<5tfl) 7^t«>3>HW8 
4 3 5 3) *<M3;h.Tl*fc*«. »#EJflfca>T?* >6 1 tfa - Kf*Mft 
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62 : HP1 0562 

t Kt^S^BBSttS aos-2cDNA707 'J - b b Mz 0 □ - > H P 

1 0 5 6 2(Dc DN A < h <B±£SE?IJ L *: £ d 2 6 7 b p <D 
5 ' £HM4L 1 1 88bpfl)ORF. 2 9 8 bp(D3' #aiRfgi£fr b * 381 

5 ig£WLT^fc (E5IJS^1 23) „ ORFIi3 9 5757881 (IBJIJS^ 1 2 

4) ^btsissf^-KLtfcy. -r>t* hoaiRo^m. oRFfrb^gs 

^§^14 3, 4 0 5«k^jL\4 8 k D a (DgliRg&ltfifcJiS Ltz (5U£0!I2) » 

co)iastG f p tarns g& nit* tk+KommtrnfeZKizm 

t hiaitta-fyVvJ^/^-iaiL Z I P >f^BAA 13 4 0 

5) irSfclltftUX^fc, S24i: t ^□->6 2A<a-h't§thtaii:. 

15 IH«7 5/®g|g£**l€*lS-fo <f>ffl«JS2 O 6757 IgSSSlCfcl^T. 43. 
7%<7)ffi|5]1±£:frL-C^*:o 

9D->62fl)cDN A<D£gffi$l|£ffll>TG e n B a n k Ltzt C5» 

ESKOcplC, 9 0%JU±<Dffll^tt$*-rSt© (W*.!** 7?-trv3 >S^A A 

2 0 3 1 1 0) *<S^$*tr^fcA<» S1#S5IJ£0>T?? D->6 24<3- K^SS 

63 : HP 1 056 4 

t h#fcllHBf)Sf*S aos-2cDNA7-f^7 'J — b b tlfz 5 P — > H P 
1 0 5 6 4 <D c D N A-f l/*} — h <7>±ig&iB|lJ L £ C h , 5 3 b p 0) 5 ' 

25 #SB!RfBEL 69bpfl)ORF, 5 4 6 bp©3' lEgfliRfliafr b £ 6$ ig£*i L 
T l s tz (E$>J£^1 25) o ORFIi2275/SM (E^JS^I 26) frb£ 

mtfBtothtz (H&09 4) 0 
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^P->63(DcDN A(D£glB$)J£ffiUTG e n B a n k ZteM LfctC5, 

8 7 9 1 0 5) A<£fi$*lTL^-*<. &ft&mtZ<DX*V P->6 3 #3- KtSI 

5 

64 : HP1 0569 

t hga&JiiafiSlfcK B cDNA7^7 M— frb^bftfc* P — >H P 1 O 5 
69<DcDNA-< f*fl)i^8i2J!l$^SLfc 2 6 b p O 5 ' #SiSR 

^igL 213bp(BORF s 4 O b p<D3 ' MKfH«^ b £ £S L X ^tz 

10 (S5»J§-^1 27) o ORFtt7075/iSii 1 28) 

— KLTfcy* -r >tr hp autism. oRF^fiTgi^^is, 6 

9 i ^isisncs k d a(DaiRS«iA<iiSLfc (Hte^j2) . zom&mtG F P 

?P->64(Dc D N A(DiggiB$IJ£ffil/»TG e n Ba n k^^|LfciC5, 
15 EST<7)cfi|C % 9 0%Ja±©4aHli^^-r^t(D (0»|;ttf. T^-tTV3>#^A I 
3 7 6 8 4 1 ) tf&mZ tlTl* tztfs gB#E?iJfc©T'* P->6 4^3- 

6 5 : H P 1 0 6 0 1 

20 t K7-f ^P+J-Jl/a --7«B)ia^H T-1 0 80 cDNA7^7 "J— £ £> *t 
tzOO — >H P 1 06O1fl)cD N A-O-9— KCD±ffiSiB5iJ$*^ Lf:tC5s 
9 0 b p (D 5 ' !EHiRpS*£. 2088bp(DORF, 1 1 89bpfl)3' IEHSRpS 

LTl^- (ffi*l]#^1 29) „ ORF|*6 9 5 7S/g$£S 

mmm^i 30) ^b<fSiaf$3-KLtfc , y, -r>t* hPHSRtaisms o 
25 r Ffr b^gsna^i 1 ^ 6, 1 0 5j:y*ti>8 1 kD a (DHSRSIfctf L 

tz mmm2) . c^sstGFPtoifc^emii* tt*<6iM*tt*tt©j6:R 

^P->65C0cDN A0>£gS$l|£ffil*TG e n B a n k Lfct 
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E STCD^IC, 9 0%&L±<Dftm&£G-r$>*,<D (Mz.\£. 7*-tr*>a >#4|r 9 

7122) tfgmzHxMztf. sp^ib^J'&ot^ n->6 5*<3- FT&m&n 

6 6 : H P 1 0 4 5 6 

t h#^M«HJia^U-2 OScDNA7-f?7'J-A^fbtlfc^P->HP1 
04 5 6(DcDNA-f^- h 0>£&Sie5>J Lfc i: C 5. 9 9 b p <D 5 ' £ 

SJ^fHi. SOObpflJORF, 591bpfl)3'" MMtt^ b ft ftfllft * * L 

xi^tz (m$im^-\ 3D, orfui9 grs/ngss <ehmi 32) 36* & 
M2 2, 0 9 5^ 9**1*3 i k d a<Dmmmm<±titLtz 01*012) . 

4) o 

- (OS fi SOT 5 y $ T ? P T-f >t j - £fcsfs Lfc £ C 5 % 

S4BC-2»ISI (7£-fe$/3 ^ffAAD 0 3 1 3 4) irHftltl^r^LTl^ 

757 HEW <Dlt« *I*C0>f|BJ<D^agt^- 7 5y 

H£Sg£. . ttC©*9l©SiaJli:fll«73y||»«***i-f*ia-r. ±»Blz:b 
fcoT* 5 6. 9%©ttHtt£*LTl*fc. 

^P-l/6 60cDNAO«iS9l$ffl^tG e n B a n k $tt*Lfc£ d*>. 
EST©*r=9 0 96a±(D«Bltt*#-r-6t,(D 7^tJ/3>HC0 4 

7 06) #MaF*iTl*fcj&<, »»E5>JftO)-C^P->6 64ta- Kr«»fiKt 
BCiat^a- KLTt^^if 54M*«S^*ftl\. 

67 : HP1 0498 

t h#fcHlfflB&fcS aos-2cDNA^-T^^ 'J — b b htz <7 P — > H P 
1 0 4 9 8 (Do DN A -f h (&££SE$IJ L fc i C5. 23bpfl)5' 

* BR **- 3 5 7 b P OORF, 1 8 4 b p CO 3 ' »Mftf|i*fr b & *flt&£ft 
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LTl^fc (iB9J#^1 3 3) „ OR Flil 1 87 = ;1SS (£81**1 3 4) 
fl1 3, 4 6 6 t&&m£ 1 4 D a.COaiR^^A^^LTc (HM 2 ) 0 ZO^l 

*S3l&8MGgC2 4 D 1 9. 6 (7^tv3>#^AAB 8 8 3 1 7) t 

^UUfe, B2 6I:. ^p->67Ab-Kt5tHait. HgfJURSMS 
RC24D19. e^TS^ISffi^KDJt&^-fo - 1* * 7 £ , *I*CCD|§B^ 

10 ^tia-To grasps 77sy mmmizfrtzix. 32. 2%©*§pu4$*i lti^tco 

^P->67(DcDN AOffiSiBflJ^fflt^TG e n B a n k Ltz t ^5, 

ESTfl)ifl^ 9 0%Ja±Offil^tt^ : &-r-S ; t,© 7nv3>f^AA 
4 3 1 8 8 0) W%t&£tiXl*tzi)K SiJ^ffi5iJ4<D-e^ P->6 7 A<3- K"f 3^ 

a m <t i: m a m £ a - k l t i ^ 5 => 1* « ^ s x* z & 1 * • 

15 

68 : HP1 0503 

t h#^HSBI!ai*S aos-2cONA7'f77 U — b tlfc ? P — > H P 
1 0 5 0 3<Dc DN A-O-9-— KZ>£££iB5>J£fc£ Lfc t 4 6 6 b p <D 

5* $flHRtt4U 3 4 5 bp0ORF, 93bpfl)3' #HII1IK»& £ 
20 * LT^fc (£$«#* 1 35) 0 O R F li 1 1 47;^ (£$lJ#-5t 13 6) 

^0->68(DoON A (£>£*£$)]£ IS I* TG e n B a n k LfctCi. 
ESTfl)*!:, 9 0%lU±(D«|5]ti$^-r§t<0 (0!l;Ltf. T£-fev3 >#*A A 
25 3 0 5 1 5 7) ft T SP^ffi5»J <D <7 P - > 6 8i<3- K"f £g 

'a k t is] i: m a s £ p - k l t i > 5 «b* o & it m s xz & t * , 



69 : HP 1 0505 
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t h#fcHail!SJ*S aos-acDNA^^'J-^blbhf^D-^HP 
1 0 5 0 5 CD c D N A-f h CD^i&gEJlJ £ L tz t C h , 8 9 b p CD 5 ' 

£H9?«J$L 264b P C0ORF. 1 1 9 b p©3 ' ^HiR&ia^b&Stllii^ 
LtUfc (SHS^I 3 7) „ ORF{*8 ITZSm&m (ffi5U§^ 1 3 8) ?> 
5 <f5SSS$3-KLtfcU, -<>t* KnaiRtOSm. O R F &h>^$&'£ti&tt : ¥- 
Ml 0, 7 3 4*y*#t^1 4 k D a CDS!iRg$*<£j£L*: (£!60! 2 ) „ CCDH 
fiStGFP <bCDgfec3 «i£]ft(3:« 5 ha>K'J7(=B«E36<Bi6^*ifc (SIMM) . 

i^fSl^SF2 9 B 9. 10 (7^tv3>lfAABO 9 12 0) tUfcU* 
10 JWLTUfc, Sfc\ S4fgf6iF2 9B9. 10liiS3 0S'J#V-AI 
SMS 2 1 fc»^JBtttt**i LTl**. 027IC, {;D->69A«3-Kt5th 

m&nt. S4IS1BIF29B9. i.o©7syiiE»i©ik«**r. -i** 
Hiarsyiisis^^ti^tia-ro N^sai$i^< 7 47sy ^sisic^fcor. 3 

15 9. 2%<Dffii^14££LTl>f-o 

?O->6 9C0cDN ACD£SE5IJ£ffll^TG e n B a n k L fc <t d 5. 

ESTCO^IC. 9 0%Ul±COfflHtt$Wr^4»CO 7^tv3>ffAA 
0 29070) A<sg$|ixufc^ g&#K$iJSco-e? p->6 9i<3- KT** 

20 

7 0 : H P 1 0 5 1 1 

t hit c DNA7'f77 'J— A^ffbtifc^ □ — >H P 1 05 1 ICOcDNA 
4 >"9— h<D£t&&mm&7*ifcLtztZZ % 4 8 b p CO 5 ' MKfett. 120 b 
pfflORF. 1 2 b P C0 3 ' #HIR®i£fr b#S*Jti£££ LTl>fc (fi«9l3 
25 9) , ORFIi3 9 7 5/ iSS (ffi^JS^ 1 4 0) fr6<t4MI*3 - KLT 
fey. -f >fc* KDSIS*CDfS£. ORF^bf8$*lS»fl3, 9 3 9£ISIffflC 
4 k D a(D|ilM**<£j£L*: (££012) . C Mb G F P £ CDlfe£^ & K 
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?P-WO(Dc D N A0>£Sffi5»J£ffll^TG e n B a n kZ&MLtzt Z*>\ 
EST(7)cflC, 9 0%m±CDffil5Jtt^^-r* ; ta) (0!J;ll£, 7^tv3 >I^AA 

6 2 9 1 7 8) 3b<§gi$+l.T^fc35)<, 8#6a&a>1?9 □ - > 7 0*<=3- K^-S^ 

5 

7 1 : H P 1 O 5 1 5 

t hlfflBc DNA^^ 'J— t^^m^tltz<? O — >H P1 051 5fl)cDNA 
-<>+l— KJ>££gffi$>l£&£L*:i 34bp©5' MKfttiL 3 0 9 b 

p(DORF. 13 0b p(D3' 3*aiRfci£fr bSSftS^*! LtOf: (S9JS^ 1 
10 41). ORFIJ1 0275/ 8§8!S (1B5>JS^1 4 2) b § M S W * 3 - K 
LTfeiJ. -f >fc* h □aiRflD^m. O RF^b^ig^^il 2, 2 5 9«fc y 

5 k d a<D&mmmtf£.tfLLtz (mmm2) „ zom&mtGF p torn 
c o> m a m <n t s y m e $»j * s t > r ? □ t- -r > 7 s - - * $ & m l t- £ c s „ 

15 y37v37Alfigiai63B1 2. s (7f tv 3 >f^CA A 1 594 
1 ) <k?Hate£*r LTl^fco 028 ic v ^Q->7lA<a-Kt5thI6It, 
y 3 9^3 7/^lfii8ifiS6 3 B 1 2. sfl)75^ B£8B5 | Jfl)it$3£^"£*o -I** 

?na75 y Mm&z*ti**im-r 0 ±mmzfrtziT. 32. 4%(D*§i5jte£*cL 

20 T^fc. 

f D->710c D N A<Z)i&£I£$l]$ffll^TG e n B a n k £&s(iLfc£ Ci, 
EST0ifl:, 9 0%lil±(D*glBJt±£*i-f £4,0) 7f tv3>ff AA 

3 4 906 2) A<gg$*lTl*fc;!>^ ttttMimti <D V <7 □ - > 7 1 A<=> - §1 

25 

72 :HP01 1 24 

t KffFB c DNA7'f^7'J — b*#b4l£:? P — >H P01 1 2 4 <D c D N A 
«< MD±H&tR9i£fkfcLtzt 1 0 5 b p(D5 ' 1 0 2 
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6bp(DORF, 53 3 bpfl)3' #HSR1ii£fr £ £ L T (1B$I]£ 
^143) 0 ORFI*3 4 1 7 5/HJ$g (E5>JS^t 1 4 4) htt Z^SMZ ^ 

-KLtfey. >tf h □ autism, or Ffr&?s$*i&#?8 3 7, 786 
5 <Dm$m&n\t. mz§£&tfwtht>titz (s*ft4) „ 

t h7vJlCoA^iai (7^tv3>ff P0 7 1 0 8) £ Hfcl 14 £ *T L T 

mmiZt>tz^X. 4 3. 0%(DffllttltLtW:„ 

£P->7 2(Dc D N A©£Sie5ll£ffll^TG e n B a n kJ^|Lf:i:C5. 
E ST(D*K9 0%Ja±<Dffil5]te£:fi^-at<D (0«jLtf. 7^^'>3>ffN41 
5 4 2) tfg&SftTUfctf, g?»S5lJ*<D-e^P->7 2/)<3- KtSISIt 
15 £LX^Z>frt'ofritmm-Z£ti:l\ 

73 : HP0224 1 

t hllc DNA7-f77 'J— ^btlfc^ O — >H PO 2 2 4 1 05c D N A 
•< >+*— h<D±i£SIB$lJ£&£Lfci 8 9 b p(D5' I^IR^iS. 65 1b 

20 plDORF, 9 5 b p <B 3 ' * S*3ti£ L TOfc (E5>JS^ 1 4 

5) o ORFIJ21 675;ISS (IBJIJS^I 4 6) ^b*516t^a-KL 
Tfcy. •< >t* haaiR<OISm» ORF^b?S$^4» ; Fl24 ) 8 9 9«fcy* 
# 3 O k D a (D$ftgRMytti*£.tflLLtz (HJti0>|2) 0 ClfflgSItG F P tOmS 

ft&mit. mfe±wiz-&&m&tti:?x&mtf&#>z>Htz (mmm*) . 

7 7 'J * 7 ^ **XiU 'J V- A i6 f L 2 4 flilfi I (7^"tv3>f f C AB4 
0 5 5 4) LTl^ro 03OIC, 7n->7 3i<n- Kt§ t hIS 
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W:ot« 6 9. 7%0)*§|5]tt£:ff LTl^fco 

^0->73©c D N ACD£gffi$>J£ffi^TG e n B a n WZ&MLtzk 
5 EST(D4>IC 9 0%JU±(Dffi|5jte£*i-rSt(D (fflxJ** T*-fe->3 >§^A L 
0 3 8 4 9 3) W&&ZtlX^tztf* Sfl#E$»J£a>"e? □ - > 7 3 *><=!- Kt^I 
fit tPCISIJ^- KLTL^-S^ifo AMi^l^T^&l^o 

7 4 : H P 1 0 1 0 1 

10 t h7-f ^P-y-JUa— -7ffflBS&H T-1 080cDNA7-f77 1 J — £ t> ft 
fc^O — >HP1O101(DcD N A-T h<D££gK$»J£*£Lfc<!: C 

7 O b p © 5 ' ^aiR^^s 1 1 91 bpfl)ORF, 1 2 O 4 b p <D 3 ' ^SIRpi 

ia*^fc-585it£*rLT^fc (iB5»j#^i 47) „ oRFii3 9 67;; mmm 

(E5>IS^1 4 8) ^b<C4SBl$3-KLTUfc. -Otf hnS8iRO>$SII* O 
15 R Ffrt>^g$;h.£>#^g4 5, 7 5 0j:y^^l>54kDaa)aiRiiA { 4«L 

fc (HK5W2) o co^amt g f p tcDm^m.&mit. s wic si *<ig#> 

^A^SSfiMC 3 2 E 8. 5 (7^-bva>lf AAB423 23) 

C32E8. 5<D7 5yKS5IJ<Difc^$^-To * I* C<DfgBJJ0>£ 

STo C^i3 0 775/8SIl:^fcoT. 4 6. 9 %(7)ffl[^1±$^ LtWc, 
^□->74(Dc D N AG)t£ggB$IJ£ffl^TG e n B a n k£&3?ILfci: 
25 EST0)*!C, 9 0%ia±(7)ffl(^14^^-r^ta) mtUf. 7£-fcr*>3 >S^A A 
4 6 0 8 7 0) tf&®ZtlT l^tztf. Sfl#Efl|fc<DT?* □ - > 7 4*<=J- Kf-S^ 



WO 01/42302 



62 



PCT/JP00/08631 



75 : HP1 0370 

t hH3EJE£j§88flS&K B oDNA7^7 »J — «b $ £ tltz <7 P->HP1 03 
7 Offlc DN A-<>+J— ha>±i£gffi$IJ£;*^L*:<t 1 4 8 b P C5' #88 

IRfl^. 1 356bp(DORF. 20 96 bpfl)3' ^SIRSiiifrb & €>ISii 
5 LT^fc (E5»J#^ 149) , ORFIJ451 7 5 / (ffiflJS^rl 5 O ) *n 

V3^V3-)AlI8iaiCG 1 1 5 3 4 (7£-fe->3 >|f AA F 4 9 9 5 
10 7) tgfclttS^L-C^f-o S3 2C, ^P->75^3-Kt^tHaSi:. 
V3 ^^3 ^/^X&ggGgC G 1 1 5 3 4075 / (Dtfcg £ info -'(*^f 

mW7S.JM&mt:**l?1\&? 0 C*3gffi!|3 8 2 75/&££gK;b* : oT. 3 6. 
9%0«l^14£^rLTt^fco 
15 ?0->75<Dc D N A(D*SSE5>J£fflUTG e n Ba n k$ftiLti:C5. 
EST©^IC, 9O%ia±Cfi0tt$tt5ta) 7?iri>3 >§-^A A 

0 3 5 3 2 2) A<Sti$*tT^fcjb^ SP 53 s K 5»J «C (7> >e ^ □ - > 7 54<3- K"f £11 

20 7 6 : H P 1 0 4 2 7 

thlScDNA?^^ 'J— fr&ft&Jlfe? P — >H PI 0427(DcONA 
-f>"9— h<&±8gE$IJ£&^ Lfct 1 1 bp(05' $gj^ t 3 4 2 b 

p (DO R F „ 8 9 b p©3 ' #HIR^Ja*^fc6II££:|rLTU*: 5 

D „ orfij:i 1 375/ &mm mmm^i 52) ^bi^iat^^-KL 

25 TUfc, CtOISSiG F P t(DMa^&Mlt> =f;u vfclc^S (H 

Jfi0«J4) . 

c: <?> ^ a m. o 7 5 / m & m £ m ^ x ? a ^ -< > ^ - - x $ & ^ l tz t z 5 . 

SAiSieSY 106G6H. 8 (7^"tli>3 >|^CAB 6 3 3 8) tJUfttt 
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gY1 06G6H. 8<D7*;&mm<Dtt&$:7fit o -I***??** *I*C©IB 

^l^Hit. iiaiCt5fcot, 3 6. 9%(D«Pltt^^LT^fco 
5 >7P— >76(DcDN A<7)t£SBE9J2*ffll % TG e n B a n k$1$^Lfct 

617 8) *<S^$HTl^f=A<» SB#ffi$>lfc(Df^P->7 6 tf=l- KtSIfil 

10 7 7 : HP1 0438 

tHSoDNA7-f77 »J— D — >H P 1 04380)cDNA 
W HO^igSE^^Lfct 1 1 b P (D 5 ' #HIR£a&. 6 6 9 b 

p(DORF. 46 b p(D3 ' & & fltit * ^ L T l*fc (E5HM 1 5 

3) o ORFIi22275ygSI 1 5 4) &fc ^MR^a — ■ K L 

15 tfey. -f>t>DaSR©^» ORF^b^iS^tl^^TiaS, 3 8 4<fcyA> 

*>*£l>2 8 k D a <DflUR£1fefi<£f£ LTc 2 ) „ Z0>MfiM±:G F Pt© 

^D->7 7fl)c DN AOtSSffiJ'J^fflt^TG e n B a n k Ltz t CI 5» 

ESTCti:. 9 o%ei±o>l§ Pi1±£*C-r (^xtf. 7Hv3>S^aa 

20 0 8 8 47 0) *<SH$HrL>fc*<» Sfl#ffi5>Jfc 0> T* P - > 7 7 6<3 - 6^ 

^ m £ pi c m & n £ => - k l x h if a fr\tm s -e * 

78 : HP1 0502 

t K7-f ^P+NbZI — "TUBUS** H T-1 080cDNA7^f^7 'J— 
25 fc>7 a — >HP1 0 5 02<DcDNA>T h 0>±&SE|1J Lfc £ 

20 7 bp(D5' ^aiRfi^. 837bp(DORF. 76bp(D3' 3EHIRfIi£* x 
Z>tiZ>m&Z&LX^tz (Be^JS^I 5 5) . ORFIi27875;8SS (K*»J 
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?P->780)cD N A<Dt&m&5i\$mi*XG e n 8 a n k £&3sLfc<t 
EST®*!:. 9 0 , X>&L±<Dttmte. : £ : fi + &i>0> (0!*J£* 7^t'>3>lfAA 
6 4 8 4 23) tfg^tLT^fctf, S5#E$>]fc<D-e? P - > 7 8 A<3 - K^-S^ 

79:HP10516 

khlgc DNA7-r^7'J-^bf b*lfc^Q~>H PI 051 6 <D c D N A 
-C hO>±£gE$IJ£&£Lfc£ 26bp©5' l^aiR^m. 6 6 6 b 

10 pflJORF, 5 5 b p<D3 ' lEHIRfliia^ 3 «ii £ W L T l^f- (EJIJS^ 1 5 
7) o ORFS2 2 1 75y|[SS 5 8) ft 3 ^ & M £ =3 — K L 

M4) o 

15 yaOvaO/^Xfgl&lCGI 41 30 v 3 >ff AAF 5 O O O 

5) tmnteZG LTl^tzo 03 4IZ, £ p->7 9*<=i - K"f 6 t h^£M<t. 
V3-7 V3^/^X^S^SMCG 1 4 1 3 0 0)7 5 / &E$>J<DJ±&£ o -tt^f 

20 Tt^fco 

<7P->7 9<0cD N A(DiggR$IJ£ffil^TG enBa nk^|LfcK5s 
EST0>4>|C. 9 0%El±CD«^ti$W-rS4»<D m*-lt+ 7nva>lf AW 
24 5 5 5 6) A<Sff StlTl^fctf. SP»1B 91^(01?^ P - > 7 9 tfu - K"T 51 

25 

80 : HP1 0580 

thiIcDNA7-f77 'J — J&*"3#£tl7i£ P — >H PI 0580(DcDNA 
h<Da>i£SE$»J£&£Lfc£ 9 4 b P <D 5 ' £SIKfftt. 13 26 
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b p (D o r f , 21 b P ©3' immmmfr^tizm&ZGLx^tz (mm&^i 
59) o oRFii44i Tz;&mm {mmm^-\ 6o> frfcfcsseR*^— k 

tifc mmm*) , 

ya^i/a^^IlSSIfilCG 5469 (7?-fe*>3 >ff AAF 5 0 0 0 5) 
tS«t1±$^L-C^fc 0 03 5JC. ^P->80)!i^-Kt4tHait. ->3 
•)V3 ^/<XfcggagCG 5 4 6 9CD7S ^S£IB$IJ CD It „ -It^f^VZf 
*(iClCD3§BJ}CDg&©.b0-7SyiS$£S£, . l*CC0$|B.BC0M&g£IHa7 
10 5;SSl$^ftiat, iS8i:t)t^X, 3 5. 0%c0*BPH££*rLTl^-o 

£Q->80CDcDN Afl)fiiE5>]$ffl^TG e n B a n k £&jfs Lfc t 
ESTO>fi:. 9 0%lSL±©ffi3tt^^-r*4.CD 7*-fe*>3>#^A I 

1 8 8 7 4 1 ) #£&£;h,TUfcA<* SB5j v E5iJ«:<DT?^ d->8 otfa- K-r 

15 

tea -COI® [ 35 S] >$aiBL. fBa*«I*^-S?^*7-f V h-^t'^^L 

y§mVt 1 2. 5/i K $85ft <4rV M=f*R) O. 5p L 757 
*=->£«&l*) 2// U C 3S S] (77- v*A*i) 2/i I (0. 3 

7MBq/^ I) . T7RNA^U> 7— tf O. 5 u I. RNas i n20U 
25 t^§2 5 ;/ I CDKfSfttfc-es 0°C, 9 Oftf$l5.ZZlttzo SJ55S3 I ICS D S 
1t>^'J>^777- (1 aSmMh'JXfigiSi. pH6. 8, 120mM 
2-^ ;U*^SX^y-jU. 2%SOSi§;l. 0. 02 5%^Dt7i/-J^JI/ 
— „ 2 0%yj-trO-JU) 2 p I £7JD K.» 9 5 3 ^PbIJB^MS Lfc^. SDS- 



WO 01/42302 



66 



PCT/JPOO/08631 



: COS 73fflH&|C«fc £5131 

1^1 OO/i g/m I 7>ei/'J>tf 2 x YTt$ife2m I *T?3 7 °C 2 RS) t$ £ 
Lfc&» ^;U/^— — vM 13K07 (5 O// i ) £;£JDU 3 7tt»-lftJSi 

0 0 u l©1mMMJX-0. ImMEDTA. p 

10 H 8 (TE) IZgSSLfco 

■9-;u^BiS*^^SBIiacos 7I±. 1 0%^vflS!Ejfo, : f £#fc'50U'<-;/ □ 
-y;U (DMEM) iSifecti. 5%CO a ^^ET. 3 7 °CT?iSg Lfc„ 1x10 5 <K7)C 
O S 7|ffl|&£ 6ft3f Is— \- (5?>^tt. 7t©ilg3cm) Klg*.. 5%C0 2 #3E 
~F» 3 7°c-e2 2B#p B ^^Lfc 0 JSJfel$£&* 'J ^SISgSriS^rlfflBSS® £8fcj$ L* 

15 $blC5 0mMh'JXl8 (pH7. 5) ^ttDMEM (TOMEM) ~C H jSfc 
#Lfc„ COllBflair-^M^T'— vg;ii 1 m I . DMEMtSifeO. 6 m | % TR 
ANSFECTAM™ ( I BFft) 3 u I Lfc £ 0} L. 5%C0 2 ??3E 

T» 3 7°CT?3B#P«5jiggLfco T DMEM-eaBBSSffi^X*^ 

U 1 0%»!7 vBfe!ljfiljt#^DMEM$ 1 TvJfefcy 2m I JO*., 5%C0 2 ??3T\ 

20 3 7tlCT2 BP B 1^^Lfc„ t$lfe^ [ 3S S] vXi 1 >f >&£l>fi C 35 S] 

mmm* &&&jtm&m (gf p> msm&momm. 

25 EcoR ifSiaSmaSttJOLfcaiR&a&ZI Ki/frbiSS^emerO-fe^X?^ 
HaR^iS^JgtiLfco P CR|||J EcoRltBamHI TfiiSHt L. G F Pgfe£" 
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§t6S£SSffl*^9 - P EG F P-N 1 (ClontechtfcS?) CDEcoR I — BamH 

mm 3 izizmo)^ mz^. y co s imi&iz r- l*= 0 $#si«fc&u:£ 

5 

mmms 

=?jv-zm^* & cdh AzmmtLTP cRiz&v&m&m&mi&Ltzo pc 

10 R||$Ec o R I t S a I I T?>PHt U pGEX-5X-1 D7^y7ttS!) 
(DEcoRltSall S&ttlcf$ A L fc„ £5112 Lfc&, ii^IlJM 

1 O 9rofl£M$E«£frof-o LB8»tt'3 7t. 5B$ffltt£U » PTG£g*| 
SSA<0. 4mMlC^SJ: olCJJO*.. $ b IC 3 7 4 B$|H))i£ Lfco S(*£iS<C> 
lC«fc y (5 OmM Tris-HCI pH7. 5. ImM EDT 

15 A. O. 2 m M P M F ) lCj§frU -BE- 8 O °CT?&*S £-£168? $ 

5fc5*£fto*:o i o.oooxgX*3 o#i§»C>L. ±ilc^j^ft>-b77a-x 

ft (5 OmM Tris-HCI pH7. 5.5 OmM^ft» X'B^B^ 

nzmm Ltz. m*fttzm$m&m$tKW.k Lxm&izi(ii7£iz l s: y ***ff i^ttjm 
i=* yGST»#i»i^. *ayH#** & icg st ^.mc 

£ iJSSLfc, 

CDSSS^3- K Ltl>5D N ABrft. :<ODN ABfrfrOJfgSt*??-. COfgS 
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1 . E$>J§^2, 4, 6, 8, 10, 1 2, 14, 16, 18, 20, 22, 
24, 26, 28, 3 0, 3 2, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 4 6 ,. 4 
5 8,50, 52, 54, 5 6 , 5 8, 6 0, 6 2, 6 4, 6 6, 6* 8 7 0 , 7 

2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 86, 8 8, 9 0, 9 2, 9 4, 9 

6, 98, 100, 102, 104, 106, 108, 110, 112, 114, 
116, 118, 120, 122, 124, 126, 128, 130, 132, 1 
34, 136, 138, 140, 142, 144, 146, 148, ISO, 15 

10 2, 1 5 4, 1 5 6, 1 5 8, £fcl*1 6 0 (Dl^rftfr <B7 5 / HlBJil "T 

2. i^1fl)iai^3-Kt5DNABrfr„ 

15 3. ||#JI1 (DSfiM^a— h*-r<5fc h c DN A-e&oT, B»'«1 * 3, 
5, 7, 9, 11, 13, 15, 17, 19, 21 , 23, 25, 27, 29, 3 
1, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 53, 5 
5, 57, 59, 61, 63, 65, 67, 69, 71, 73, 75, 77, 7 
9, 81, 83, 85, 87,- 89, 91, 93, 95, 97, 99, 101, 1 

20 03, 105, 107, 109, 111, 113, 115, 117, 119, 12 
1, 123, 125, 127, 129, 131, 133, 135, 137, 13 
9, 141, 143, 145, 147, 149, 151, 153, 155, 15 

7, £fcl*1 5 9G)SIIR@S<Dl£gffi?»l£*-f SDN ABitfo 

25 4. BE5*i#-^1 , 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 2 

3, 25, 27, 29, 31, 33, 35, 37, 39, 41, 43, 45, 4 
7, 49, 51, 53, 55, 57, 59, 61, 63, 65, 67, 69, 7 
1, 73, 75, 77, 79, 8 1 ,83,85, 87, 89, 91, 93, 9 
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5. 97. 99. 101, 103, 105. 107. 109. 111. 113. 1 
15. 117. 119. 121. 123. 125. 127. 129. 131. 13 
3. 1 3 5. 1 3 7. 1 3 9. 1 4 1 . 1 4 3. 1 4 5. 1 47. 1 4 9. 1 5 
1 , 1 53. 1 5 5. 1 5 7. £fc(*1 5 9©l>r4tfr©*MHfrS>fc*»** 
5 3£DDNABt)t"o 

jfi W T*f£SI L o £ 8 SI* * * -o 

10 6. ||*«2*%4fl>l^#i.frODNAifWrt»*MK*a-» : "*'* DNA 

BtR t COife^ D N A Br* L 9 S §Hr*H 5 (DSm* ? * -„ 



9. g^«1 lEKCD^figl^-TS^o 



